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Sequence listing as filedl.txt 

<211> 16 
<212> PRT 

<213> Arti f i ci al sequence 
<220> 

<223> Penetratin 
<400> 1 

Arg Gin lie Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
15 10 15 

<210> 2 

<211> 23 

<212> DNA 

<213> Arti f i ci al sequence 
<220> 

<223> T7 polymerase binding site 

<400> 2 

taatacgact cactataggg aca 

<210> 3 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 3 

taatacgact cactataggg agaacggcac ttctttttct tgtcacct 

<210> 4 

<211> 48 

<212> DNA 

<213> Arti f i ci al sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 4 

taatacgact cactataggg agaatgatga gcagctccag cagtctct 

<210> 5 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 5 

taatacgact cactataggg agagaagcgg atcgtttggc gacattta 

<210> 6 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 6 

taatacgact cactataggg agaagatggg cattgatcga ggcatagc 

<210> 7 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 7 

taatacgact cactataggg agatggcaac gagtacatcg accgcata 
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Sequence listing as filedl.txt 

<210> 8 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 8 

taatacgact cactataggg agataccttg tctccattgg ccttggtg 48 

<210> 9 

<211> 48 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 9 

taatacgact cactataggg agaccccaag gcgatagata ccacgata 48 

<210> 10 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 10 

taatacgact cactataggg agaatctctg gtatggccat caggcact 48 

<210> 11 

<211> 48 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 11 

taatacgact cactataggg agaggtgaag acgtttcagg cctatcta 48 

<210> 12 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 12 

taatacgact cactataggg agatcccagc cgttctcctt gatcatgt 48 

<210> 13 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 13 

taatacgact cactataggg agatatgtgc atccattcga aagacttt 48 

<210> 14 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 14 

taatacgact cactataggg agaatagggg aggttgttct tagattga 48 
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Sequence listing as filedl.txt 

<210> 15 
<211> 48 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 15 

taatacgact cactataggg agatgaaacc atccgagaag aaggccaa 

<210> 16 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 16 

taatacgact cactataggg agacagataa tcatcaaatg caggaatc 

<210> 17 

<211> 53 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 17 

taatacgact cactataggg agaacggaat gaactatttt ccgaactatt act 

<210> 18 

<211> 48 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 18 

taatacgact cactataggg agagatgtac tgactgttgg tgcgcact 

<210> 19 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 19 

taatacgact cactataggg agaatctgta gacagacggc agaattgc 

<210> 20 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 20 

taatacgact cactataggg agacgcaata gcagtacttc catcttgt 

<210> 21 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 21 

taatacgact cactataggg agaattggat tgcgaatcgc tcaggatc 
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Sequence listing as filedl.txt 

<210> 22 
<211> 48 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 22 

taatacgact cactataggg agattttcgc gaaggacatc aatatcag 

<210> 23 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 23 

taatacgact cactataggg agaggcctac atcaagaagg agttcgac 

<210> 24 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 24 

taatacgact cactataggg agatggttag ttgtatttgc gaatcttc 

<210> 25 

<211> 48 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 25 

taatacgact cactataggg agagttgctg atcgacaaac aaacccag 48 

<210> 26 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 26 

taatacgact cactataggg agactttcca gatactgcca tctacaga 48 

<210> 27 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 27 

taatacgact cactataggg agagagtgtc gcgtgtagag gcattctt 48 

<210> 28 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 28 

taatacgact cactataggg agaaagtaca catggacgga gcggatag 48 
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Sequence listing as filedl.txt 

<210> 29 

<211> 50 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 29 

taatacgact cactataggg agaggctgcc gtttttcctt tttgttatcc 

<210> 30 

<211> 51 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 30 

taatacgact cactataggg agatgatcct tcctctttga ctccacctgt t 

<210> 31 

<211> 53 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 31 

taatacgact cactataggg agacgctaaa aactagtagt tttgtgtgcc agg 

<210> 32 

<211> 48 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 32 

taatacgact cactataggg agaaccacca ttgctggagc acatgttg 48 

<210> 33 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 33 

taatacgact cactataggg agaggattag caccgtcgac cacgaaaa 48 

<210> 34 

<211> 53 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 34 

taatacgact cactataggg agaaatttcc tgtgtggata acgtgaggag tec 53 

<210> 35 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 35 

taatacgact cactataggg agaegttect gctgtttggc attcttct 48 
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Sequence listing as filedl.txt 

<210> 36 
<211> 48 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 36 

taatacgact cactataggg agaaccacaa taagaccacc cacacagc 48 

<210> 37 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 37 

taatacgact cactataggg agacaccttc tgccgccatg agtacaat 48 

<210> 38 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 38 

taatacgact cactataggg agattccgcc tccagagcct tgttgaaa 48 

<210> 39 

<211> 50 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 39 

taatacgact cactataggg agatcaaggc gtccatgatc acctcgaaat 50 

<210> 40 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 40 

taatacgact cactataggg agaacctgtc cagctgcaac ttggtcaa 48 

<210> 41 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 41 

taatacgact cactataggg agaggagatg gaaaaggagc tcggaaaa 48 

<210> 42 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 42 

taatacgact cactataggg agatctcaat ccgtatgcca aggagcac 48 
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Sequence listing as filedl.txt 

<210> 43 
<211> 48 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 43 

taatacgact cactataggg agaagttgac ctccaagctc cacgaact 

<210> 44 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 44 

taatacgact cactataggg agactggtgc ttgatgtgtg tcctaatg 

<210> 45 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 45 

taatacgact cactataggg agacacttgg cgattgaaca tgaaacaa 

<210> 46 

<211> 48 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 46 

taatacgact cactataggg agaatataaa aagcccccaa aagaattg 48 

<210> 47 

<211> 50 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 47 

taatacgact cactataggg agaattgcac tttgattgca gtcgattgcg 50 

<210> 48 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 48 

taatacgact cactataggg agagatgtgg aatggtgtga ccgtagtg 48 

<210> 49 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 49 

taatacgact cactataggg agagacaggc atataactca ggaactta 48 
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Sequence listing as filedl.txt 

<210> 50 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 50 

taatacgact cactataggg agacttgatg atcaccggca tgttctcg 

<210> 51 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 51 

taatacgact cactataggg agacggagtg ccgtcgtagt tgacaaaa 

<210> 52 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 52 

taatacgact cactataggg agatgaccaa ggaccaaggc ctcaatgt 

<210> 53 

<211> 48 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 53 

taatacgact cactataggg agaagcccac tgtgatggtg cgttctat 

<210> 54 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 54 

taatacgact cactataggg agaatctcat cggctccgaa ctgcttga 

<210> 55 

<211> 53 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 55 

taatacgact cactataggg agacatttaa gcaaaatgat tgccgccaat agt 

<210> 56 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 56 

taatacgact cactataggg agatctcaat ccgatgctgg actgtgtg 
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Sequence listing as filedl.txt 

<210> 57 
<211> 48 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 57 

taatacgact cactataggg agagcccaga aggagcagca aaagttct 

<210> 58 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 58 

taatacgact cactataggg agataagtta cctgcatcga ggcattgt 

<210> 59 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 59 

taatacgact cactataggg agaatgattt atgcgatcgt gatacaca 

<210> 60 

<211> 48 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 60 

taatacgact cactataggg agaccgcttc tcttccaact gccttttg 48 

<210> 61 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 61 

taatacgact cactataggg agaggagccg agtacatcaa tgccaact 48 

<210> 62 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 62 

taatacgact cactataggg agaatgtagg tcttaaacat ctcgcgct 48 

<210> 63 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 63 

taatacgact cactataggg agaggaaatc tcgcccatgg tgctagat 48 
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Sequence listing as filedl.txt 

<210> 64 
<211> 48 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 64 

taatacgact cactataggg agatgttccg atccacggtg attacagc 

<210> 65 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 65 

taatacgact cactataggg agatgccccc ctggatgata atgccaat 

<210> 66 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 66 

taatacgact cactataggg agaacttgca gctcgtgact ctgatgct 

<210> 67 

<211> 53 

<212> DNA 

<213> Artificial sequence 



Page 20 



Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 67 

taatacgact cactataggg agaatgcttg ttaaatttgt tgtcatcttt gcc 53 

<210> 68 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 68 

taatacgact cactataggg agaatctcct ccgagtcctg gaacttga 48 

<210> 69 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 69 

taatacgact cactataggg agaatgccca gcatcaagtt gcaatctt 48 

<210> 70 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 70 

taatacgact cactataggg agacgaaatg ccgcgcttta cttctcct 48 
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Sequence listing as filedl.txt 

<210> 71 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 71 

taatacgact cactataggg agatccgata cctgcgcgtc tttgacaa 

<210> 72 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 72 

taatacgact cactataggg agagccatta ttaccaggtc cactgctg 

<210> 73 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 73 

taatacgact cactataggg agactcaacg agaaggtcca gactcaac 

<210> 74 

<211> 48 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 74 

taatacgact cactataggg agatcgacgg catatttctg ggtccact 

<210> 75 

<211> 53 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 75 

taatacgact cactataggg agaaatgtgc agccttcggt ggcggagtac gac 

<210> 76 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 76 

taatacgact cactataggg agacaattac tcgctctgag aagctgtc 

<210> 77 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 77 

taatacgact cactataggg agaatgccct tcatggcaca tgaccgat 
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Sequence listing as filedl.txt 

<210> 78 
<211> 48 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 78 

taatacgact cactataggg agattgctgc tcttgctgca ctagctgt 

<210> 79 

<211> 53 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 79 

taatacgact cactataggg agaaataata ataacaacgt tataagccag ccg 

<210> 80 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 80 

taatacgact cactataggg agataatgcg gctgcgcaag atgctgtt 

<210> 81 

<211> 48 

<212> DNA 

<213> Artificial sequence 
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Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 81 

taatacgact cactataggg agagccacgt tgaaatcgat caccgaca 48 

<210> 82 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 82 

taatacgact cactataggg agaatagaag gagttggcgg gtggagat 48 

<210> 83 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 83 

taatacgact cactataggg agatctcttt cgatttcttc tcttctgt 48 

<210> 84 

<211> 48 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 84 

taatacgact cactataggg agattgatga acacggcgac gggataca 48 
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Sequence listing as filedl.txt 

<210> 85 
<211> 48 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 85 

taatacgact cactataggg agaagggaat cgtgtggaaa gactcgca 

<210> 86 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 86 

taatacgact cactataggg agaacaagga caaatcaacg ggactggc 

<210> 87 

<211> 48 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer 

<400> 87 

taatacgact cactataggg agatgtttgc catatcattg cagctgct 

<210> 88 

<211> 48 

<212> DNA 

<213> Artificial sequence 



Page 26 



Sequence listing as filedl.txt 

<220> 

<223> Primer 
<400> 88 

taatacgact cactataggg agagatgtca tattggccag gtcactgg 48 

<210> 89 

<211> 10598 

<212> DNA 

<213> Drosophila melanogaster 



<400> 89 
cttaaccaaa 


caaacaacct 


gtgcaacaat 


tgtcaaagtg 


ctaggcgaca 


aataatttct 


60 


gaaagaagat 


ttgacaagtt 


ccaataacga 


aaatatcaga 


acacactcga 


actccaacat 


120 


agacggatca 


ttggagagtt 


agtgaaaaaa 


aaaagcgaaa 


aatcagaaaa 


actttataaa 


180 


ctaatagaaa 


caatactact 


cagatttttc 


gaacgttttt 


cgtctgcgtt 


tctgtttttt 


240 


tccgaatcga 


aagaatcaaa 


ctaactctat 


ataataacca 


atcacttaga 


cgaaccgccc 


300 


caaaagcggg 


ttaaaatgga 


tccaacggat 


atctcttact 


ttctggagga 


gaacctgccc 


360 


aataaactaa 


tgtcctcgaa 


taataactaa 


tcggatcagc 


tQaCCQQCQQ 
, -y iAV - v -yy v 3y 


agcaggcggt 


420 


aacaataaaa 


ataacaacac 


ctccaatata 


accacaaatc 


ccacatccaa 

w> v*> v» v<* w V- v<" %j yj 


cccaaatccc 


480 


ggtggcggac 


ccaacaagcc 


ggcagcccaa 


ggacccggct 


ctggcacagg 


cggagtcggt 


540 


gttggagtga 


atgtgggtgt 


cggcggtgtt 


gttggcgtcg 


gcgttgtgcc 


ttcccagatg 


600 


aacggagccg 


gcggcggcaa 


cggatccgga 


acgggtggcg 


acgacggcag 


tggcaacggc 


660 


tcaggagcgg 


gcaacagaat 


cagtcaaatg 


caacaccagc 


aactgcagca 


cctactccag 


720 


cagcagcagc 


agggccagaa 


gggcgccatg 


gtggtgcccg 


gcatgcagca 


gctgggcagc 


780 


aagtcgccca 


acctgcagtc 


acccaaccag 


ggcggcatgc 


agcaggtggt 


gggcactcag 


840 


atgggtatgg 


tcaactcaat 


gcccatgtca 


atatcgaata 


atggcaacaa 


tggcatgaac 


900 


gccataccag 


gcatgaacac 


cattgcgcag 


ggcaatctgg 


gaaacatggt 


gctgaccaac 


960 


agcgttggcg 


gcggcatggg 


cggcatggtt 


aatcatctta 


agcagcagcc 


tggcggcggc 


1020 


ggcggtggga 


tgatcaattc 


cgtttcagta 


cccggaggac 


ctggagcagg 


agctggtggc 


1080 


gttggagctg 


gcggcggagg 


agccgttgcc 


gcaaaccaag 


gcatgcatat 


gcagaacggc 


1140 


ccaatgatgg 


gacgcatggt 


ggggcaacag 


catatgcttc 


gtggcccgca 


tctcatgggt 


1200 


gcctctggag 


gagctggtgg 


gccaggaaac 


gggcctggtg 


gcggaggacc 


acgcatgcag 


1260 


aatccgaaca 


tgcaaatgac 


tcaactcaac 


agtctgccct 
Page 


acggagtggg 
27 


tcagtatggt 


1320 







Sequence listing 


as filedl.txt 




ggcccaggcg 


gtggtaacaa 


tcctcagcaa 


cagcagcagc 


aacagcagca 


acaacttctc 


1380 


gcccagcaga 


tggcccaaag 


aggtggcgtc 


gtaccgggca 


tgccgcaggg 


taatcggccc 


1440 


gttggcacag 


tggtgcccat 


gtccacactc 


ggcggcgatg 


gatcagggcc 


cgcggggcag 


1500 


ctggtaagcg 


ggaatcctca 


gcagcagcag 


atgctggcgc 


agcagcaaac 


cggagccatg 


1560 


ggcccgcgtc 


ctccgcaacc 


aaaccagctg 


ctcggtcatc 


ccggccagca 


gcagcagcag 


1620 


caacagcagc 


ctggcacctc 


gcagcagcag 


caacagcagc 


agggagtcgg 


aatcggagga 


1680 


gcaggcgttg 


tggccaatgc 


aggaaccgtg 


gctggcgtgc 


cggcagtggc 


aggcggcgga 


1740 


gccggtggtg 

ZJ 7 7 7 7 7 


ccgtacaatc 


tagcggccct 


ggtggcgcca 


atcgcgatgt 


gcccgacgac 


1800 


cgtaagcgac 


agatccagca 


gcaactgatg 


ctgctcctcc 


atgcacacaa 


atgcaatcgc 


1860 


agggagaacc 

7 7 7 7 


tgaatccgaa 


cagggaagtg 


tgcaacgtta 


actactgcaa 


ggcgatgaaa 


1920 


tccgtgctgg 


cccacatggg 


cacttgcaaa 


cagagcaagg 


actgcaccat 


gcagcattgt 


1980 


gcctcttcgc 


gccaaattct 


gttgcattat 


aaaacgtgcc 


agaacagtgg 


ctgcgtcatt 


2040 


tgctatccct 


tccggcagaa 


tcattcggtt 


tttcaaaatg 


cgaatgtgcc 


gccaggaggc 


2100 


ggaccggcag 


gaattggagg 


tgcgccacca 


ggtggcggcg 


gagcgggtgg 


tggagcggct 


2160 


ggagcaggcg 


gtaatcttca 


gcagcaacag 


cagcagcaac 


aacagcagca 


gcagaaccag 


2220 


cagcccaatc 


tgacgggtct 


ggtagtggat 


ggcaagcaag 


gacagcaggt 


tgcaccggga 


2280 


ggtggccaaa 


atactgccat 


agttcttccc 


cagcaacagg 


gagcgggcgg 


tgcaccgggt 


2340 


gcgccgaaaa 


cgcctgcgga 


tatggtgcaa 


caattgaccc 


aacagcagca 


gcagcagcaa 


2400 


cagcaggttc 


accagcaaca 


ggttcagcaa 


caggaactcc 


gtcgattcga 


tggcatgagc 


2460 


cagcaagtcg 


tagcaggtqg 

7 77 77 


tatgcaacag 


cagcagcagc 


agggtttgcc 


tcctgtgatt 


2520 


cgcattcaag 


gcgctcagcc 


ggccgtcagg 


gtactgggac 


caggtggtcc 


cggcggccca 


2580 


agtggaccaa 


atgttctgcc 


gaacgatgtt 


aacagcctgc 


atcaacaaca 


gcaacaaatg 


2640 


ctgcaacagc 


agcagcaaca 


gggccagaat 


cgacgacgcg 


gtggcctggc 


caccatggtg 


2700 


gagcaacaac 


agcagcatca 


gcaacaacag 


cagcaaccca 


atcccgccca 


gctgggtggc 


2760 


aacattccag 


caccactctc 


tgtcaacgtc 


ggtggctttg 


gcaataccaa 


tttcggtggt 


2820 


gcagctgccg 


gcggagccgt 


gggagccaac 


gataagcagc 


aactgaaggt 


ggcccaagtg 


2880 


catccgcaga 


gccatggcgt 


aggagcgggc 


ggtgcatcag 


cgggcgccgg 


ggcgagtggt 


2940 


ggtcaagtgg 


cagccggttc 


cagtgtcctg 


atgccagccg 


ataccacggg 


cagtggtaat 


3000 


yv.yyyLd.dLv. 


LLddLCaydd 


tgcaggcggt 


gtagctggag 


gtgccggcgg 


tggcaatggc 


jUOU 


ggaaacactg 


gacctccggg 


cgacaacgag 


aaagactggc 


gggaatcggt 


gaccgccgat 


3120 


ctgcgcaacc 


acctcgtcca 


caaactggtg 


caggccatct 


tccccacctc 


ggatcctacg 


3180 
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accatgcagg 


acaaacggat 


Sequence listing 
gcataatctc gtttcatacg 


as filedl.txt 
cggaaaaggt cgagaaggac 


3240 


atgtacgaaa 


tggccaagtc 


cagatcggag 


tactatcacc 


tgctggccga 


gaagatctac 


3300 


aagattcaaa 


aggagctgga 


ggagaagcga 


ctgaagcgta 


aggagcagca 


tcagcagatg 


3360 


ctgatgcagc 


aacagggcgt 


tgcgaatcca 


gtggctggag 


gagcggctgg 


cggagcaggc 


3420 


agtgcagctg 


gtgtagcggg 


cggtgtagtc 


ttgccccagc 


agcaacagca 


gcagcaacaa 


3480 


caacagcagc 


agcagggtca 


gcagcctctg 


cagagctgta 


tccatccaag 


catcagtcca 


3540 


atgggcggtg 


tgatgccgcc 


gcagcagctg 


cgtccacagg 


gaccacctgg 


aatactgggc 


3600 


caacagacgg 


cagcaggcct 


gggcgtcggc 


gtgggagtga 


ccaacaatat 


ggttaccatg 


3660 


cgcagtcatt 


cgcccggtgg 


caacatgctc 


gccttgcagc 


aacaacagcg 


catgcagttc 


3720 


ccgcaacaac 


agcagcaaca 


accgccaggg 


tctggagccg 


gcaaaatgct 


ggtcggtcca 


3780 


ccaggaccca 


gtcccggtgg 


catggtggtc 


aatcccgcgc 


tctcgcctta 


ccagacgacc 


3840 


aatgtgctca 


ccagtccggt 


gccaggacag 


cagcaacagc 


agcagttcat 


taatgcgaac 


3900 


ggcggcactg 


gcgccaatcc 


tcaactgagc 


gaaatcatga 


agcagcgtca 


cattcaccag 


3960 


cagcagcagc 


aacaacaaca 


gcagcagcag 


cagggaatgt 


tgttgccgca 


gtcgccattt 


4020 


agcaattcaa 


cacctctaca 


acaacaacag 


cagcagcagc 


agcaacaaca 


gcagcagcag 


4080 


gcgactagca 


acagttttag 


ctcaccaatg 


cagcaacagc 


agcaaggtca 


gcaacagcaa 


4140 


caacagaagc 


ccggcagtgt 


gctgaataat 


atgccgccca 


cgcccacgag 


tctggaagcc 


4200 


ctgaatgcgg 


gggccggagc 


gccgggaact 


ggaggatccg 


cctccaatgt 


aacggtttca 


4260 


gctccgagcc 


catcgcctgg 


cttcttgtcc 


aacggcccgt 


cgattggcac 


gccctccaac 


4320 


aataataata 


atagtagtgc 


taacaacaac 


ccgccctcgg 


tgagcagtct 


aatgcaacag 


4380 


ccgctgagca 


atcggccggg 

ZJ ZJ ZJ ZJ ZJ 


tacgcctcct 


tacatacccg 


cttccccagt 


gccggcgaca 


4440 


agtgcctccg 


gattagcggc 


gagcagtacg 


cccgcatcag 


cagcagccac 


ctgtgcgagt 


4500 


agtggcagtg 


gcagcaatag 


cagcagcgga 


gcaactgcag 


cgggtgcaag 


ttccacgtca 


4560 


tcatcttcct 


cggcgggctc 


gggtacacca 


ctcagctcgg 


tatcgactcc 


tacatcggcc 


4620 


acgatggcca 


ccagcagcgg 


tggtggtggt 


ggtggtgggg 


gcaatgcagg 


aggcggatca 


4680 


tccactacgc 


ccgctagcaa 


tccactgctc 


ctcatgtctg 


gaggaacggc 


aggaggcgga 


4740 


acgggagcaa 


cgaccaccac 


atcgacatcc 


tcgagcagtc 


gcatgatgag 


cagctccagc 


4800 


agtctctcct 


cacagatggc 


tqccctqqaq 


qctqcqqcqc 

13 ^Zj^'Zjzj^'Zj^ 


gagacaacga 


cgatgagacg 


4860 


ccctcgccat 


ccggcgagaa 


tacgaacggc 


agtggtggca 


gtggaaatgc 


cggcggtatg 


4920 


gcctccaagg 


gcaaactgga 


ctccattaag 


caagatgatg 


atatcaagaa 


ggagtttatg 


4980 


gatgacagct 


gtggcggaaa 


taacgatagc 


tcgcagatgg 


attgctcgac 


gggtggtggc 


5040 


aagggcaaga 


atgtgaacaa 


cgacggaaca 


agcatgatca 
Page 


aaatggagat 
29 


caagacggag 


5100 







Sequence listing 


as filedl.txt 




gatggactcg 


atggcgaggt 


aaagatcaaa 


acggaggcca 


tggatgtgga 


cgaggctgga 


5160 


ggatcgacag 


ccggagagca 


tcatggcgaa 


ggtggcggcg 


gcagtggtgt 


tggcggcggt 


5220 


aaggataaca 


taaatggtgc 


gcacgatggc 


ggagcgacag 


gcggtgctgt 


ggacataaaa 


5280 


cccaagacgg 


agacgaaacc 


actcgtaccg 


gagccactgg 


cacccaatgc 


aggtgacaag 


5340 


aaaaagaagt 


gccaattcaa 


tcccgaggaa 


ctgcgcaccg 


ctctcctgcc 


aacgctagag 


5400 


aagctctaca 


ggcaggagcc 


cgaatccgtg 


ccctttcgct 


acccagttga 


tccccaggcg 


5460 


ctgggcatac 


ctgattactt 


tgaaatcgtt 


aagaagccca 


tggacctggg 


cactatacgc 


5520 


accaacatcc 


agaatggaaa 


gtacagtgat 


ccctgggaat 


atgtggacga 


cgtttggctg 


5580 


atgttcgaca 


atgcctggct 


gtataatcgc 


aaaacatcgc 


gggtctatcg 


ctattgcaca 


5640 


aagctttccg 


aagtctttga 


ggcggagatt 


gatcctgtga 


tgcaggcact 


gggatattgc 


5700 


tgcggcagga 


agtacacatt 


caatccacag 


gtgctatgct 


gctacggcaa 


gcagctctgc 


5760 


acgattccgc 


gggatgccaa 


gtactacagc 


taccagaaca 


gtctaaagga 


atacggtgtc 


5820 


gcctcaaata 


gatacaccta 


ctgccaaaag 


tgctttaacg 


acatccaggg 


cgatacggtc 


5880 


acactgggcg 


acgatccact 


gcaatcgcaa 


acccaaatca 


aaaaggatca 


gttcaaggag 


5940 


atgaagaacg 


atcacctcga 


actggagccg 


tttgtcaatt 


gccaggagtg 


cggacgcaaa 


6000 


cagcaccaaa 


tctgcgtact 


ctggctggat 


tctatctggc 


ccggtggctt 


cgtgtgcgat 


6060 


aactgcctga 


aaaagaagaa 


ctcaaagcgg 


aaggagaaca 


agttcaatgc 


gaaacgcctg 


6120 


cccaccacca 


agctgggcgt 


gtacatagag 


acgcgggtga 


ataatttcct 


caagaagaag 


6180 


gaggctggtg 


ccggcgaggt 

ZJ ZJ ZJ ZJ ZJ 


gcacattcgt 


gtggtcagct 


catcggacaa 


gtgtgtagag 


6240 


gtgaagcccg 


gcatgcgtcg 


acgattcgtc 


gagcagggcg 


agatgatgaa 


cgagttccca 


6300 


taccgagcca 


aagcgctctt 


tgccttcgag 


gaggtggatg 


gcatcgatgt 


gtgcttcttt 


6360 


ggcatgcacg 


ttcaggagta 


tggatccgag 


tgcccggcgc 


cgaatacgcg 


gcgtgtgtat 


6420 


attgcctatt 


tggattccgt 


tcatttcttc 


cggccaagac 


agtaccgtac 


agcggtatat 


6480 


cacgaaatcc 


tgctcggcta 


tatggactac 


gtgaaacagc 


tgggctacac 


aatggcccat 


6540 


atctgggcct 


gtccgccatc 


cgagggcgat 


gactacatct 


ttcactgcca 


tcccacggac 


6600 


cagaagatac 


ccaagcccaa 


gcgcctgcag 


gagtggtaca 


aaaagatgct 


tgacaaggga 


6660 


atgatcgagc 


gcatcataca 


ggactacaag 


gatatcctga 


agcaggcgat 


ggaggacaaa 


6720 


ctgggctctg 


ccgcagagct 


gccctacttt 


gaqqqcqact 


tctggcccaa 


tqtqctqqaq 


6780 


yd.yd.yLd. ucd 


dyyddc cggd 


ccaggaggag 


gaagagaagc 


gcaaacaggc 


cgaggccgcg 




gaagcagcag 


ctgcggcaaa 


tcttttctct 


atcgaggaaa 


atgaagtaag 


cggcgatggc 


6900 


aaaaagaagg 


gccagaagaa 


ggccaaaaag 


tcgaacaaat 


cgaaagcggc 


gcagcgtaag 


6960 
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aacagcaaaa 


agtccaacga 


Sequence listing 
acatcagtcg ggcaatgatc 


as filedl.txt 
tctccacaaa gatatatgcg 


7020 


accatggaga 


agcacaagga 


ggtcttcttc 


gttatccgtc 


tgcattcggc 


gcagtcggca 


7080 


gctagtttag 


cgcccatcca 


ggatcccgat 


ccgctgctca 


catgcgatct 


gatggatgga 


7140 


cgcgatgcct 


tcctcacgct 


cgcccgcgac 


aagcactttg 


agttctcgtc 


gctgcggcgc 


7200 


gcacaattct 


ccactctgtc 


catgttgtat 


gagctgcata 


accagggtca 


ggacaagttt 


7260 


gtttacacct 


gcaaccactg 


caagacggcc 


gtggagacgc 


gctaccactg 


tactgtttgt 


7320 


gatgacttcg 


atctgtgtat 


cgtgtgcaag 


gagaaggttg 


gccatcagca 


caagatggag 


7380 


aagctcggct 


tcgacatcga 


cgacggctct 


gcgctggcgg 


atcacaagca 


ggctaatcca 


7440 


caggaggccc 


gcaagcaatc 


catccagcgt 


tgcatccaat 


cgctggcgca 


cgcctgccag 


7500 


tgtcgcgatg 


ccaactgccg 


cctgccatcg 


tgccagaaga 


tgaagctcgt 


tgtccagcat 


7560 


acgaagaact 


gcaagcgcaa 


gcccaacgga 


ggatgcccca 


tttgcaagca 


gcttatcgca 


7620 


ctctgttgct 


atcacgcgaa 


gaactgtgag 


gagcagaagt 


gccccgtgcc 


gttctgtccc 


7680 


aacatcaagc 


acaagctcaa 


gcagcagcag 


tcacagcaga 


aattccagca 


gcagcagttg 


7740 


ctgcgtcgcc 


gtgtggcgct 


catgtcgcgt 


acagcagctc 


cagcggctct 


gcaaggccca 


7800 


gctgcagtaa 


gcggtccgac 


cgtcgtctct 


ggaggagtgc 


ccgtggtggg 


catgtccggt 


7860 


gtggcagtta 


gccaacaggt 


gatccccggc 


caggcgggta 


tactgcctcc 


aggggcgggt 


7920 


ggcatgtcgc 


catctaccgt 


ggcagttcca 


tcgcctgttt 


caggaggagc 


gggagccggt 


7980 


ggaatgggtg 

3 3 3 3 3 3 


gaatgacatc 


accacatccg 


catcaaccag 


gtataggtat 


gaaacctggt 


8040 


ggcggtcact 


cgccgtctcc 


aaatgtccta 


caagtggtga 


agcaggtcca 


ggaagaggca 


8100 


gctcgtcagc 


aggtatcgca 


tggcggtggc 


ttcggcaagg 


gcgtacccat 


ggcgccgccc 


8160 


gtaatgaatc 


gaccaatggg 


cggcgctggg 


cccaaccaaa 


atgttgttaa 


tcaacttggt 


8220 


ggcatgggcg 

3 3 ZJZJZJ Zj 


ttggagttga 


aggtgtcggt 


ggtgttggcg 


tcggaggcgt 


tggtggagtg 


8280 


ggtgttaatc 


aactgaattc 


gggtggtggc 


aatacacccg 


gtgcacccat 


ttccggtccc 


8340 


ggaatgaatg 


tcaatcatct 


aatgtccatg 


gatcagtggg 


gcggtggcgg 


agccggcggc 


8400 


ggaggtgcca 


atcccggcgg 


tggcaatcca 


caagcccgct 


atgccaacaa 


taccggcggc 


8460 


atgcgccaac 


ccacccatgt 


gatgcaaacg 


aatctgatac 


cgccgcagca 


acagcaacag 


8520 


atgatgggcg 

3 3 3 3 3 


gactgggcgq 


acccaaccaa 


ctgggaggtg 


gccaaatgcc 


agtcggcgga 


8580 


cagcatggag 

ZJ ZJ ZJ ZJ 


gaatgggaat 


aaacataaaa 


acaccaccaa 


taaccaaaac 

W *J X* 


tattaacaaa 


8640 


gtgcgtccat 


ctcccggagc 


aggaggtgga 


ggtggaagtg 


cgactggggg 


cggtctaaat 


8700 


acgcaacaac 


tcgccctgat 


tatgcaaaag 


attaagaaca 


atcccaccaa 


cgagagcaac 


8760 


cagcacatcc 


ttgccatact 


aaaacagaat 


ccgcagatca 


tggcggcgat 


catcaagcag 


8820 


cgccagcagt 


cgcagaacaa 


tgcggcagcg 


ggcggaggag 
Page 


cacctggccc 
31 


aggtggagcc 


8880 



Sequence listing as filedl.txt 



ctacagcagc 


aqcaqgccgq 

ZJ ZJ ZJ zj zj 


taacggaccg 


caaaatcctc 


aacagcagca 


gcagcagcag 


8940 


caacagcaac 


aggtgatgca 


gcaacagcag 


atgcagcaca 


tgatgaacca 


gcagcagggc 


9000 


qqcqqcqqtc 


cacagcagat 


gaatcccaac 


cagcagcagc 


aacagcagca 


ggttaatctc 


9060 


atgcagcagc 


agcaacaagg 


tggacccgga 


ggaccaggtt 


ctggacttcc 


cacgcgcatg 


9120 


cccaatatgc 


ccaatgcctt 


gggtatgctg 


cagagtcttc 


cgcccaacat 


qtcqccaqqc 


9180 


gtttctactc 


agggaggaat 


ggtgcccaac 


caaaactgga 


acaagatgcg 


ttacatgcaa 


9240 


atgagccagt 


acccgccacc 


gtatccgcag 


cgccagcgtg 


gcccgcacat 


qqqcqqaqcq 
yyy v -yy u y v -y 


9300 


ggacctggtc 


ccggccagca 


acagttcccc 


qqtqqcqqaq 

yy v yy v yy w y 


gtggagcggg 


caactttaat 


9360 




ctaataatac 

v- *-yy L yy *-y 


aqqcqqcqtt 

yy yy y 


qtcqqtqtqq 
y wv -yy *-y L yy 


gcggagtgcc 


cggaggtgcc 


9420 


aacacaatac 


ccaataacaa 


tcaatactcg 


atqqcqaatq 


ccgcggctgc 


ctccaatatg 


9480 


ctgcaacagc 


agcagggcca 


qqtqqqcqtc 

yy u yyy^y tv 


qqaqtqqqcq 

yy u y '•yyy^y 


tgggcgtgaa 


accaggaccc 


9540 


ggccaacagc 


aacagcagat 


qqqcqttqqc 

yyy y w *-yy ^- 


atgccgccgg 


gtatgcagca gcaacagcag 


9600 


caacagcaac 


cgctgcagca 


gcagcagatg 


atgcaggtag 


caatgccaaa tgcgaatgcc 


9660 


cagaatccgt 


cqqcqqtqqt 

v yy v yy ^yy *- 


tggcggaccc 


aatgctcagg 


tgatgggtcc 


gccgacgccg 


9720 


cactctctgc 


agcagcagct 


gatgcaatcg 


gcccgctcgt 


cgccgcctat 


tcgctccccg 


9780 


cagccaacgc 


catcgccacg 


ttcggctcca 


tcgccacgtg 


ctgctccatc 


cgcctcgcct 


9840 


aaaacacaac 


cctcacccica 


ccatataata 


aacaatcact 


cgccagcgcc 


gcagggacca 


9900 


ccacataaca 


acatacacaa 


tcataacata 


catcatcaat 


cgccactgcc 


aggagtgccg 


9960 


caaaatatta 

*- u gy u *»y *■ *-y 


acatcaaaat 

y*-y tv *yy w y u 


caatatcaac 

»«My y yy 


y tu yy^y uw y 


gcgttaacgt 


taacgtcggc 


10020 


aacataaaca 
ci c*. V- y y y y y 


1*rnaraat*ac 

v.Ly y v-ctci cy v. 


*-yy**yy**y*-*- 


V- tyv.ULyav.y 


cctccgacca 


gctgaccaag 


10080 


tttataaaac 

w y y y 37 


aactctaata 


caacaacaac 


aacaacacca 


gcaccagcac 


caccaccagc 


10140 


tacaataatt 


aataaacaat 

y y y y y 


ataactaaaa 

y yy ^**y**y 


aactaaaact 

v. l y y y 


agactgaatg 


aatgaatgag 


10200 


tgtccagtag 


ccacaaacaa 


aataacaaca 


aagaccaacc 


ggcagggata 


accagtgtgt 


10260 


gttaagcgaa 


ttaacaacta 


ttactaactt 

k W%AW. W*A*A^^ W W 


aaatcttttt 


ttttttttta 


aacggcacca 


10320 


caaataattg 


tatattgtta 


A* m*. A* A- mm. mm. mm, i a. 

taattaaatc 


aacaaatatc 


gcgcctaatg 


tgtactgtag 


103 SO 


attaagatga 


cccaccatta 


caaccactaa 


caaatacctt 


attatttaag 


tttaagacga 


10440 


aagttggaca 


gagcattatg 


attcgatttc 


cattttatgt 


ccgcgattta 


gcaaatatat 


10500 


aatatcatat 


atttcatatg 


cccccaaaac 


acacacacac 


catgtattaa 


ttaatgcgat 


10560 


tccttcgttt 


ccactaagca 


gatatagaaa 


aaaaaaaa 






10598 



<210> 90 
<211> 3275 
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Sequence listing as filedl.txt 

<212> PRT 

<213> Drosophila melanogaster 
<400> 90 

Met Met Ala Asp His Leu Asp Glu Pro Pro Gin Lys Arg Val Lys Met 
1 5 10 ~ 15 

Asp Pro Thr Asp lie Ser Tyr Phe Leu Glu Glu Asn Leu Pro Asp Glu 
20 25 30 

Leu val Ser Ser Asn Ser Gly Trp Ser Asp Gin Leu Thr Gly Gly Ala 
35 40 45 

Gly Gly Gly Asn Gly Gly Gly Gly Ala ser Gly val Thr Thr Asn Pro 
50 ' 55 60 

Thr Ser Gly Pro Asn Pro Gly Gly Gly Pro Asn Lys Pro Ala Ala Gin 
65 70 75 80 

Gly Pro Gly Ser Gly Thr Gly Gly Val Gly Val Gly Val Asn Val Gly 
85 90 95 

Val Gly Gly val val Gly val Gly val val Pro Ser Gin Met Asn Gly 
100 105 110 

Ala Gly Gly Gly Asn Gly Ser Gly Thr Gly Gly Asp Asp Gly Ser Gly 
115 * 120 125 

Asn Gly Ser Gly Ala Gly Asn Arg lie Ser Gin Met Gin His Gin Gin 
130 135 ' 140 

Leu Gin His Leu Leu Gin Gin Gin Gin Gin Gly Gin Lys Gly Ala Met 
145 150 155 160 

val val Pro Gly Met Gin Gin Leu Gly Ser Lys ser pro Asn Leu Gin 
165 170 175 

Ser Pro Asn Gin Gly Gly Met Gin Gin val val Gly Thr Gin Met Gly 
180 185 190 

Met val Asn Ser Met Pro Met Ser lie Ser Asn Asn Gly Asn Asn Gly 
195 200 205 

Met Asn Ala lie Pro Gly Met Asn Thr lie Ala Gin Gly Asn Leu Gly 
210 215 220 
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Asn Met val Leu Thr Asn Ser val Gly Gly Gly Met Gly Gly Met val 
225 230 235 240 

Asn His Leu Lys Gin Gin Pro Gly Gly Gly Gly Gly Gly Met lie Asn 
245 250 255 

Ser val Ser val Pro Gly Gly Pro Gly Ala Gly Ala Gly Gly val Gly 
260 265 270 

Ala Gly Gly Gly Gly Ala val Ala Ala Asn Gin Gly Met His Met Gin 
275 280 285 

Asn Gly Pro Met Met Gly Arg Met Val Gly Gin Gin His Met Leu Arg 
290 295 300 

Gly Pro His Leu Met Gly Ala ser Gly Gly Ala Gly Gly Pro Gly Asn 
305 310 315 320 

Gly Pro Gly Gly Gly Gly Pro Arg Met Gin Asn Pro Asn Met Gin Met 
325 ^ 330 335 

Thr Gin Leu Asn Ser Leu Pro Tyr Gly Val Gly Gin Tyr Gly Gly Pro 
340 345 350 

Gly Gly Gly Asn Asn Pro Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
355 360 365 

Leu Leu Ala Gin Gin Met Ala Gin Arg Gly Gly Val Val Pro Gly Met 
370 375 380 

Pro Gin Gly Asn Arg Pro Val Gly Thr val Val Pro Met ser Thr Leu 
385 390 395 400 

Gly Gly Asp Gly Ser Gly Pro Ala Gly Gin Leu val Ser Gly Asn Pro 
405 410 415 

Gin Gin Gin Gin Met Leu Ala Gin Gin Gin Thr Gly Ala Met Gly Pro 
420 425 430 

Arg Pro Pro Gin Pro Asn Gin Leu Leu Gly His Pro Gly Gin Gin Gin 
435 440 445 

Gin Gin Gin Gin Gin Pro Gly Thr Ser Gin Gin Gin Gin Gin Gin Gin 
450 455 460 

Gly val Gly lie Gly Gly Ala Gly val val Ala Asn Ala Gly Thr val 
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465 470 475 480 

Ala Gly val Pro Ala Val Ala Gly Gly Gly Ala Gly Gly Ala val Gin 
485 490 495 

Ser Ser Gly Pro Gly Gly Ala Asn Arg Asp val Pro Asp Asp Arg Lys 
500 505 510 

Arg Gin lie Gin Gin Gin Leu Met Leu Leu Leu His Ala His Lys Cys 
515 520 525 

Asn Arg Arg Glu Asn Leu Asn Pro Asn Arg Glu Val Cys Asn Val Asn 
530 535 " 540 

Tyr Cys Lys Ala Met Lys Ser Val Leu Ala His Met Gly Thr Cys Lys 
545 550 555 560 

Gin Ser Lys Asp Cys Thr Met Gin His Cys Ala Ser Ser Arg Gin lie 
565 570 575 

Leu Leu His Tyr Lys Thr Cys Gin Asn Ser Gly Cys Val lie Cys Tyr 
580 585 590 

Pro Phe Arg Gin Asn His Ser val Phe Gin Asn Ala Asn Val Pro Pro 
595 600 605 

Gly Gly Gly Pro Ala Gly lie Gly Gly Ala Pro Pro Gly Gly Gly Gly 
610 615 620 

Ala Gly Gly Gly Ala Ala Gly Ala Gly Gly Asn Leu Gin Gin Gin Gin 
625 630 635 640 

Gin Gin Gin Gin Gin Gin Gin Gin Asn Gin Gin Pro Asn Leu Thr Gly 
645 650 655 

Leu val val Asp Gly Lys Gin Gly Gin Gin val Ala Pro Gly Gly Gly 
660 665 670 

Gin Asn Thr Ala lie Val Leu Pro Gin Gin Gin Gly Ala Gly Gly Ala 
675 680 685 

Pro Gly Ala Pro Lys Thr Pro Ala Asp Met val Gin Gin Leu Thr Gin 
690 695 700 

Gin Gin Gin Gin Gin Gin Gin Gin Val His Gin Gin Gin Val Gin Gin 
705 710 715 720 
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Gin Glu Leu Arg Arg Phe Asp Gly Met Ser Gin Gin val val Ala Gly 
725 730 735 

Gly Met Gin Gin Gin Gin Gin Gin Gly Leu Pro Pro Val lie Arg lie 
740 745 750 

Gin Gly Ala Gin Pro Ala val Arg Val Leu Gly Pro Gly Gly Pro Gly 
755 760 765 

Gly Pro ser Gly Pro Asn Val Leu Pro Asn Asp val Asn Ser Leu His 
770 775 780 

Gin Gin Gin Gin Gin Met Leu Gin Gin Gin Gin Gin Gin Gly Gin Asn 
785 790 795 800 

Arg Arg Arg Gly Gly Leu Ala Thr Met Val Glu Gin Gin Gin Gin His 
805 810 815 

Gin Gin Gin Gin Gin Gin Pro Asn Pro Ala Gin Leu Gly Gly Asn lie 
820 825 830 

Pro Ala Pro Leu Ser Val Asn val Gly Gly Phe Gly Asn Thr Asn Phe 
835 840 845 

Gly Gly Ala Ala Ala Gly Gly Ala Val Gly Ala Asn Asp Lys Gin Gin 
850 855 860 

Leu Lys val Ala Gin val His Pro Gin ser His Gly val Gly Ala Gly 
865 870 875 880 

Gly Ala Ser Ala Gly Ala Gly Ala Ser Gly Gly Gin val Ala Ala Gly 
885 890 895 

Ser Ser Val Leu Met Pro Ala Asp Thr Thr Gly Ser Gly Asn Ala Gly 
900 905 910 

Asn Pro Asn Gin Asn Ala Gly Gly Val Ala Gly Gly Ala Gly Gly Gly 
915 920 925 

Asn Gly Gly Asn Thr Gly Pro Pro Gly Asp Asn Glu Lys Asp Trp Arg 
930 935 940 

Glu Ser val Thr Ala Asp Leu Arg Asn His Leu Val His Lys Leu val 
945 950 ~ 955 960 

Gin Ala lie Phe Pro Thr Ser Asp Pro Thr Thr Met Gin Asp Lys Arg 
965 970 975 
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Met His Asn Leu val Ser Tyr Ala Glu Lys val Glu Lys Asp Met Tyr 
980 985 990 

Glu Met Ala Lys Ser Arg Ser Glu Tyr Tyr His Leu Leu Ala Glu Lys 
995 1000 1005 

He Tyr Lys lie Gin Lys Glu Leu Glu Glu Lys Arg Leu Lys Arg 
1010 1015 1020 

Lys Glu Gin His Gin Gin Met Leu Met Gin Gin Gin Gly Val Ala 
1025 1030 1035 

Asn Pro val Ala Gly Gly Ala Ala Gly Gly Ala Gly Ser Ala Ala 
1040 1045 1050 

Gly Val Ala Gly Gly Val Val Leu Pro Gin Gin Gin Gin Gin Gin 
1055 1060 1065 

Gin Gin Gin Gin Gin Gin Gin Gly Gin Gin Pro Leu Gin Ser Cys 
1070 1075 1080 

lie His Pro Ser lie Ser Pro Met Gly Gly val Met Pro Pro Gin 
1085 1090 1095 

Gin Leu Arg Pro Gin Gly Pro Pro Gly lie Leu Gly Gin Gin Thr 
1100 1105 1110 

Ala Ala Gly Leu Gly Val Gly val Gly Val Thr Asn Asn Met val 
1115 1120 1125 

Thr Met Arg Ser His Ser Pro Gly Gly Asn Met Leu Ala Leu Gin 
1130 1135 1140 

Gin Gin Gin Arg Met Gin Phe Pro Gin Gin Gin Gin Gin Gin Pro 
1145 1150 1155 

Pro Gly Ser Gly Ala Gly Lys Met Leu Val Gly Pro Pro Gly Pro 
1160 1165 1170 

Ser Pro Gly Gly Met val val Asn Pro Ala Leu Ser Pro Tyr Gin 
1175 * 1180 1185 

Thr Thr Asn val Leu Thr Ser Pro Val Pro Gly Gin Gin Gin Gin 
1190 1195 1200 

Gin Gin Phe lie Asn Ala Asn Gly Gly Thr Gly Ala Asn Pro Gin 
1205 1210 1215 
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Leu Ser Glu lie Met Lys Gin Arg His lie His Gin Gin Gin Gin 
1220 1225 1230 

Gin Gin Gin Gin Gin Gin Gin Gin Gly Met Leu Leu Pro Gin Ser 
1235 1240 1245 

Pro Phe Ser Asn Ser Thr Pro Leu Gin Gin Gin Gin Gin Gin Gin 
1250 1255 1260 

Gin Gin Gin Gin Gin Gin Gin Ala Thr Ser Asn Ser Phe Ser Ser 
1265 1270 1275 

Pro Met Gin Gin Gin Gin Gin Gly Gin Gin Gin Gin Gin Gin Lys 
1280 1285 1290 

Pro Gly Ser val Leu Asn Asn Met Pro Pro Thr Pro Thr Ser Leu 
1295 1300 1305 

Glu Ala Leu Asn Ala Gly Ala Gly Ala Pro Gly Thr Gly Gly Ser 
1310 1315 1320 

Ala Ser Asn val Thr val Ser Ala Pro Ser Pro Ser Pro Gly Phe 
1325 1330 1335 

Leu Ser Asn Gly Pro Ser lie Gly Thr Pro Ser Asn Asn Asn Asn 
1340 1345 1350 

Asn Ser Ser Ala Asn Asn Asn Pro Pro Ser val Ser Ser Leu Met 
1355 1360 1365 

Gin Gin Pro Leu Ser Asn Arg Pro Gly Thr Pro Pro Tyr lie Pro 
1370 1375 1380 

Ala Ser Pro val Pro Ala Thr Ser Ala Ser Gly Leu Ala Ala Ser 
1385 1390 1395 

Ser Thr Pro Ala Ser Ala Ala Ala Thr Cys Ala Ser Ser Gly Ser 
1400 1405 1410 

Gly Ser Asn Ser Ser Ser Gly Ala Thr Ala Ala Gly Ala Ser Ser 
1415 1420 1425 

Thr Ser Ser Ser Ser Ser Ala Gly Ser Gly Thr Pro Leu Ser Ser 
1430 1435 1440 

val Ser Thr Pro Thr Ser Ala Thr Met Ala Thr Ser ser Gly Gly 
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1445 1450 1455 

Gly Gly Gly Gly Gly Gly Asn Ala Gly Gly Gly Ser Ser Thr Thr 
1460 * 1465 1470 

Pro Ala Ser Asn Pro Leu Leu Leu Met Ser Gly Gly Thr Ala Gly 
1475 1480 1485 

Gly Gly Thr Gly Ala Thr Thr Thr Thr ser Thr Ser Ser ser Ser 
1490 1495 1500 



Arg Met Met Ser Ser Ser Ser Ser Leu Ser Ser Gin Met Ala Ala 

1505 1510 1515 

Leu Glu Ala Ala Ala Arg Asp Asn Asp Asp Glu Thr Pro Ser Pro 

1520 1525 1530 

Ser Gly Glu Asn Thr Asn Gly Ser Gly Gly Ser Gly Asn Ala Gly 

1535 1540 1545 

Gly Met Ala Ser Lys Gly Lys Leu Asp Ser lie Lys Gin Asp Asp 

1550 1555 1560 



Asp lie Lys Lys Glu Phe Met Asp Asp Ser Cys Gly Gly Asn Asn 
1565 1570 1575 



Asp Ser Ser Gin Met Asp Cys Ser Thr Gly Gly Gly Lys Gly Lys 
1580 1585 1590 

Asn Val Asn Asn Asp Gly Thr Ser Met lie Lys Met Glu lie Lys 
1595 1600 1605 

Thr Glu Asp Gly Leu Asp Gly Glu Val Lys lie Lys Thr Glu Ala 
1610 1615 1620 

Met Asp val Asp Glu Ala Gly Gly Ser Thr Ala Gly Glu His His 
1625 1630 1635 



Gly Glu Gly Gly Gly Gly Ser Gly Val Gly Gly Gly Lys Asp Asn 
1640 1645 1650 



lie Asn Gly Ala His Asp Gly Gly Ala Thr Gly Gly Ala val Asp 
1655 1660 1665 

lie Lys Pro Lys Thr Glu Thr Lys Pro Leu val Pro Glu Pro Leu 
1670 1675 1680 
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Ala Pro Asn Ala Gly Asp Lys Lys Lys Lys Cys Gin Phe Asn Pro 
1685 1690 1695 



Glu Glu Leu Arg Thr Ala Leu Leu Pro Thr Leu Glu Lys Leu Tyr 
1700 1705 1710 



Arg Gin Glu Pro Glu Ser Val Pro Phe Arg Tyr Pro val Asp Pro 
1715 1720 1725 

Gin Ala Leu Gly lie Pro Asp Tyr Phe Glu lie val Lys Lys Pro 
1730 1735 1740 



Met Asp Leu Gly Thr lie Arg Thr Asn lie Gin Asn Gly Lys Tyr 

1745 1750 1755 

ser Asp Pro Trp Glu Tyr val Asp Asp val Trp Leu Met Phe Asp 

1760 1765 1770 

Asn Ala Trp Leu Tyr Asn Arg Lys Thr Ser Arg Val Tyr Arg Tyr 

1775 1780 1785 

Cys Thr Lys Leu Ser Glu Val Phe Glu Ala Glu He Asp Pro Val 

1790 1795 1800 

Met Gin Ala Leu Gly Tyr Cys Cys Gly Arg Lys Tyr Thr Phe Asn 

1805 1810 1815 

pro Gin val Leu Cys Cys Tyr Gly Lys Gin Leu Cys Thr lie Pro 

1820 1825 1830 

Arg Asp Ala Lys Tyr Tyr Ser Tyr Gin Asn Ser Leu Lys Glu Tyr 

1835 1840 1845 

Gly val Ala Ser Asn Arg Tyr Thr Tyr Cys Gin Lys Cys Phe Asn 

1850 1855 1860 

Asp lie Gin Gly Asp Thr val Thr Leu Gly Asp Asp Pro Leu Gin 

1865 1870 1875 



Ser Gin Thr Gin lie Lys Lys Asp Gin Phe Lys Glu Met Lys Asn 
1880 1885 1890 



Asp His Leu Glu Leu Glu Pro Phe val Asn Cys Gin Glu Cys Gly 
1895 1900 1905 

Arg Lys Gin His Gin lie Cys val Leu Trp Leu Asp Ser lie Trp 
1910 1915 1920 
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Pro Gly Gly Phe val Cys Asp Asn Cys Leu Lys Lys Lys Asn Ser 
1925 1930 1935 



Lys Arg Lys Glu Asn Lys Phe Asn Ala Lys Arg Leu Pro Thr Thr 
1940 1945 1950 

Lys Leu Gly val Tyr lie Glu Thr Arg Val Asn Asn Phe Leu Lys 
1955 1960 1965 



Lys Lys Glu Ala Gly Ala Gly Glu val His lie Arg val val Ser 
1970 1975 1980 



Ser Ser Asp Lys Cys Val Glu Val Lys Pro Gly Met Arg Arg Arg 
1985 1990 1995 



Phe val Glu Gin Gly Glu Met Met Asn Glu Phe Pro Tyr Arg Ala 
2000 2005 2010 



Lys Ala Leu Phe Ala Phe Glu Glu val Asp Gly lie Asp val Cys 
2015 2020 2025 



Phe Phe Gly Met His Val Gin Glu Tyr Gly Ser Glu Cys Pro Ala 
2030 2035 2040 



Pro Asn Thr Arg Arg val Tyr lie Ala Tyr Leu Asp Ser val His 
2045 ~ 2050 2055 



Phe Phe Arg Pro Arg Gin Tyr Arg Thr Ala val Tyr His Glu lie 
2060 2065 2070 



Leu Leu Gly Tyr Met Asp Tyr val Lys Gin Leu Gly Tyr Thr Met 
2075 2080 2085 

Ala His lie Trp Ala Cys Pro Pro Ser Glu Gly Asp Asp Tyr lie 
2090 2095 2100 

Phe His Cys His Pro Thr Asp Gin Lys lie Pro Lys Pro Lys Arg 
2105 2110 2115 



Leu Gin Glu Trp Tyr Lys Lys Met Leu Asp Lys Gly Met lie Glu 
2120 2125 2130 



Arg lie lie Gin Asp Tyr Lys Asp lie Leu Lys Gin Ala Met Glu 
2135 2140 2145 

Asp Lys Leu Gly Ser Ala Ala Glu Leu Pro Tyr Phe Glu Gly Asp 
2150 2155 2160 
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Phe Trp Pro Asn val Leu Glu Glu Ser lie Lys Glu Leu Asp Gin 
2165 2170 2175 

Glu Glu Glu Glu Lys Arg Lys Gin Ala Glu Ala Ala Glu Ala Ala 
2180 2185 2190 

Ala Ala Ala Asn Leu Phe Ser lie Glu Glu Asn Glu Val Ser Gly 
2195 2200 2205 



Asp Gly Lys Lys Lys Gly Gin Lys Lys Ala Lys Lys Ser Asn Lys 
2210 2215 2220 



Ser Lys Ala Ala Gin Arg Lys Asn Ser Lys Lys Ser Asn Glu His 

2225 2230 2235 

Gin Ser Gly Asn Asp Leu Ser Thr Lys lie Tyr Ala Thr Met Glu 

2240 2245 2250 

Lys His Lys Glu val Phe Phe val lie Arg Leu His Ser Ala Gin 

2255 2260 ~ 2265 

Ser Ala Ala Ser Leu Ala Pro lie Gin Asp Pro Asp Pro Leu Leu 

2270 2275 2280 

Thr Cys Asp Leu Met Asp Gly Arg Asp Ala Phe Leu Thr Leu Ala 

2285 2290 2295 

Arg Asp Lys His Phe Glu Phe Ser Ser Leu Arg Arg Ala Gin Phe 

2300 2305 2310 

Ser Thr Leu ser Met Leu Tyr Glu Leu His Asn Gin Gly Gin Asp 

2315 2320 2325 

Lys Phe Val Tyr Thr Cys Asn His Cys Lys Thr Ala Val Glu Thr 

2330 2335 2340 

Arg Tyr His Cys Thr Val Cys Asp Asp Phe Asp Leu Cys lie Val 

2345 2350 2355 

Cys Lys Glu Lys Val Gly His Gin His Lys Met Glu Lys Leu Gly 

2360 2365 2370 

Phe Asp lie Asp Asp Gly Ser Ala Leu Ala Asp His Lys Gin Ala 

2375 2380 2385 

Asn Pro Gin Glu Ala Arg Lys Gin Ser lie Gin Arg Cys He Gin 
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2390 2395 ~ 2400 

Ser Leu Ala His Ala Cys Gin Cys Arg Asp Ala Asn Cys Arg Leu 
2405 2410 ~ 2415 

Pro Ser Cys Gin Lys Met Lys Leu val val Gin His Thr Lys Asn 
2420 2425 2430 

Cys Lys Arg Lys Pro Asn Gly Gly Cys Pro lie Cys Lys Gin Leu 
2435 " 2440 2445 

lie Ala Leu cys Cys Tyr His Ala Lys Asn cys Glu Glu Gin Lys 
2450 * 2455 2460 

Cys Pro val Pro Phe Cys Pro Asn lie Lys His Lys Leu Lys Gin 
2465 2470 2475 

Gin Gin Ser Gin Gin Lys Phe Gin Gin Gin Gin Leu Leu Arg Arg 
2480 2485 2490 

Arg Val Ala Leu Met Ser Arg Thr Ala Ala Pro Ala Ala Leu Gin 
2495 2500 2505 

Gly Pro Ala Ala Val Ser Gly Pro Thr Val Val Ser Gly Gly val 
2510 2515 2520 

Pro val val Gly Met Ser Gly val Ala val Ser Gin Gin val lie 
2525 2530 2535 

Pro Gly Gin Ala Gly lie Leu Pro Pro Gly Ala Gly Gly Met Ser 
2540 2545 2550 

Pro Ser Thr Val Ala val Pro Ser Pro Val Ser Gly Gly Ala Gly 
2555 2560 2565 

Ala Gly Gly Met Gly Gly Met Thr Ser Pro His Pro His Gin Pro 
2570 2575 2580 

Gly lie Gly Met Lys Pro Gly Gly Gly His ser Pro Ser Pro Asn 
2585 2590 2595 

Val Leu Gin Val val Lys Gin Val Gin Glu Glu Ala Ala Arg Gin 
2600 2605 2610 

Gin Val Ser His Gly Gly Gly Phe Gly Lys Gly Val Pro Met Ala 
2615 2620 2625 
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Pro Pro val Met Asn Arg Pro Met Gly Gly Ala Gly Pro Asn Gin 

2630 2635 2640 

Asn val val Asn Gin Leu Gly Gly Met Gly val Gly val Glu Gly 

2645 2650 2655 

val Gly Gly val Gly val Gly Gly val Gly Gly val Gly val Asn 

2660 * 2665 2670 

Gin Leu Asn Ser Gly Gly Gly Asn Thr Pro Gly Ala Pro lie Ser 

2675 2680 2685 

Gly Pro Gly Met Asn Val Asn His Leu Met Ser Met Asp Gin Trp 

2690 2695 2700 

Gly Gly Gly Gly Ala Gly Gly Gly Gly Ala Asn Pro Gly Gly Gly 

2705 2710 2715 

Asn Pro Gin Ala Arg Tyr Ala Asn Asn Thr Gly Gly Met Arg Gin 

2720 2725 2730 

Pro Thr His val Met Gin Thr Asn Leu lie Pro Pro Gin Gin Gin 

2735 2740 2745 

Gin Gin Met Met Gly Gly Leu Gly Gly Pro Asn Gin Leu Gly Gly 

2750 2755 2760 

Gly Gin Met Pro Val Gly Gly Gin His Gly Gly Met Gly Met Gly 

2765 2770 2775 

Met Gly Ala Pro Pro Met Ala Gly Thr val Gly Gly Val Arg Pro 

2780 2785 2790 

Ser Pro Gly Ala Gly Gly Gly Gly Gly Ser Ala Thr Gly Gly Gly 

2795 2800 2805 

Leu Asn Thr Gin Gin Leu Ala Leu lie Met Gin Lys lie Lys Asn 

2810 2815 2820 

Asn Pro Thr Asn Glu Ser Asn Gin His He Leu Ala lie Leu Lys 

2825 2830 2835 

Gin Asn Pro Gin lie Met Ala Ala lie lie Lys Gin Arg Gin Gin 

2840 2845 2850 

Ser Gin Asn Asn Ala Ala Ala Gly Gly Gly Ala Pro Gly Pro Gly 

2855 2860 2865 
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Gly Ala Leu Gin Gin Gin Gin Ala Gly Asn Gly Pro Gin Asn Pro 
2870 2875 2880 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin val Met Gin Gin 
2885 2890 2895 

Gin Gin Met Gin His Met Met Asn Gin Gin Gin Gly Gly Gly Gly 
2900 2905 2910 

Pro Gin Gin Met Asn Pro Asn Gin Gin Gin Gin Gin Gin Gin Val 
2915 2920 2925 



Asn Leu Met Gin Gin Gin Gin Gin Gly Gly Pro Gly Gly Pro Gly 
2930 2935 2940 



Ser Gly Leu Pro Thr Arg Met Pro Asn Met Pro Asn Ala Leu Gly 
2945 2950 2955 

Met Leu Gin ser Leu Pro Pro Asn Met Ser Pro Gly val ser Thr 
2960 2965 2970 

Gin Gly Gly Met val Pro Asn Gin Asn Trp Asn Lys Met Arg Tyr 
2975 2980 2985 



Met Gin Met Ser Gin Tyr Pro Pro Pro Tyr Pro Gin Arg Gin Arg 

2990 2995 3000 

Gly Pro His Met Gly Gly Ala Gly Pro Gly Pro Gly Gin Gin Gin 

3005 3010 3015 

Phe Pro Gly Gly Gly Gly Gly Ala Gly Asn Phe Asn Ala Gly Gly 

3020 ' 3025 3030 

Ala Gly Gly Ala Gly Gly val val Gly val Gly Gly val Pro Gly 

3035 3040 3045 

Gly Ala Gly Thr val Pro Gly Gly Asp Gin Tyr Ser Met Ala Asn 

3050 3055 3060 

Ala Ala Ala Ala ser Asn Met Leu Gin Gin Gin Gin Gly Gin val 

3065 3070 3075 

Gly val Gly val Gly val Gly val Lys Pro Gly Pro Gly Gin Gin 

3080 3085 3090 

Gin Gin Gin Met Gly val Gly Met Pro Pro Gly Met Gin Gin Gin 

3095 3100 3105 
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Gin Gin Gin Gin Gin Pro Leu Gin Gin Gin Gin Met Met Gin val 
3110 3115 3120 

Ala Met Pro Asn Ala Asn Ala Gin Asn Pro Ser Ala Val val Gly 
3125 3130 3135 

Gly Pro Asn Ala Gin Val Met Gly Pro Pro Thr Pro His Ser Leu 
3140 3145 3150 



Gin Gin Gin Leu Met Gin Ser Ala Arg Ser Ser Pro Pro lie Arg 
3155 3160 ~ 3165 



Ser Pro Gin Pro Thr Pro Ser Pro Arg Ser Ala Pro Ser Pro Arg 
3170 3175 " 3180 



Ala Ala Pro Ser Ala Ser Pro Arg Ala Gin Pro Ser Pro His His 
3185 3190 3195 



Val Met Ser Ser His Ser Pro Ala Pro Gin Gly Pro Pro His Asp 
3200 3205 3210 

Gly Met His Asn His Gly Met His His Gin Ser Pro Leu Pro Gly 
3215 3220 3225 

val Pro Gin Asp val Gly val Gly val Gly val Gly val Gly val 
3230 3235 3240 

Gly val Asn Val Asn Val Gly Asn Val Gly Val Gly Asn Ala Gly 
3245 3250 3255 

Gly Ala Leu Pro Asp Ala Ser Asp Gin Leu Thr Lys Phe Val Glu 
3260 3265 3270 



Arg Leu 
3275 



<210> 91 

<211> 8147 

<212> DNA 

<213> Homo sapiens 



<400> 91 

tccgaattcc ttttttttaa ttgaggaatc aacagccgcc atcttgtcgc ggacccgacc 
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ggggcttcga 


gcgcgatcta 


Sequence listing 
ctcggccccg ccggtcccgg 


as filedl.txt 
gccccacaac cgcccgcgca 


120 


ccccgctccg 


cccggccggc 


ccgctccgcc 


cggccctcgg 


cgcccgcccc 


ggcggccccg 


180 


ctcgcctctc 


ggctcggcct 


cccggagccc 


ggcggcggcg 


gcggcggcag 


cggcggcggc 


240 


ggcggcggaa 


cggggggtgg 


gggggccgcg 


gcggcggcgg 


cgaccccgct 


cggcgcattg 


300 


tttttcctca 


cggcggcggc 


ggcggcgggc 


cgcgggccgg 


gagcggagcc 


cggagccccc 


360 


tcgtcgtcgg 


gccgcgagcg 

ZJ ZJ ZJ ZJ ZJ 


aattcattaa 


gtggggcgcg 


gggggggagc 


gaggcggcgg 


420 


cggcggcggc 

ZJ ZJ ZJ ZJ ZJzJ^~ 


accatgttct 


cggggactgc 


ctgagccgcc 


cggccgggcg 


ccgtcgctgc 


480 


cagccgggcc 


cgggqqgqcq 

ZJ ZJ ZJ ZJ Zj ZJ ZJ ZJ 


gccgggccgc 


cggggcgccc 


ccaccgcgga 


gtgtcgcgct 


540 


cgggaqgcgg 

ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


gcagqqqatq 

ZJ ZJ ZJ ZJ ZJ ZJ 


agggggccgc 


ggccggcggc 


ggcggcggcg 


gccgggggcg 


600 


ggcggtgagc 

ZJ ZJ ZJ ZJ ZJ ZJ 


gctgcggggc 

ZJ ZJ ZJ ZJ ZJ ZJ 


gctgttgctg 


tggctgagat 


ttggccgccg 


cctcccccac 


660 


ccggcctgcg 


ccctccctct 


ccctcggcgc 


ccgcccgcgc 


cgctcgcggc 


gcccgcgctc 


720 


gctcctctcc 


ctcgcagccg 


gcagggcccc 


cgacccccgt 


ccgggccctc 


gccggcccgg 


780 


ccgcccgtgc 


ccggggctgt 


tttcgcgagc 


aggtgaaaat 


ggctgagaac 


ttgctggacg 


840 


gaccgcccaa 


ccccaaaaga 


gccaaactca 


gctcgcccgg 


tttctcggcg 


aatgacagca 


900 


cagattttgg 


atcattgttt 


gacttggaaa 


atgatcttcc 


tgatgagctg 


atacccaatg 


960 


gaggagaatt 


aggcctttta 


aacagtggga 


accttgttcc 


agatgctgct 


tccaaacata 


1020 


aacaactgtc 


ggagcttcta 


cgaggaggca 


gcggctctag 


tatcaaccca 


ggaataggaa 


1080 


atgtgaqcgc 

ZJ ZJ ZJ ZJ 


cagcagcccc 


gtgcagcagg 


gcctgggtgg 


ccaggctcaa 


gggcagccga 


1140 


acagtgctaa 


catggccagc 


ctcagtgcca 


tgggcaagag 


ccctctgagc 


cagggagatt 


1200 


cttcagcccc 


cagcctgcct 


aaacaggcag 


ccagcacctc 


tgggcccacc 


cccgctgcct 


1260 


cccaagcact 


gaatccgcaa 


gcacaaaagc 


aagtggggct 


ggcgactagc 


agccctgcca 


1320 


cgtcacagac 


tggacctggt 


atctgcatga 


atgctaactt 


taaccagacc 


cacccaggcc 


1380 


tcctcaatag 


taactctggc 


catagcttaa 


ttaatcaggc 


ttcacaaggg 


caggcgcaag 


1440 


tcatgaatgg 


atctcttggg 


gctgctggca 


gaggaagggg 


agctggaatg 


ccgtacccta 


1500 


ctccagccat 


gcagggcqcc 

ZJ ZJ ZJ ZJ ZJ 


tcgagcagcg 


tgctggctga 


gaccctaacg 


caggtttccc 


1560 


cgcaaatgac 


tggtcacgcg 


ggactgaaca 


ccgcacaggc 


aggaggcatg 


gccaagatgg 


1620 


gaataactgg 


gaacacaagt 


ccatttggac 


agccctttag 


tcaagctgga 


gggcagccaa 


1680 


tgggagccac 


tggagtgaac 


ccccaattaa 


ccagcaaaca 


gagcatggtc 


aacaal"tl"cic 


1740 


ccaccttccc 


tacagatatc 


aagaatactt 


cagtcaccaa 


cgtgccaaat 


atgtctcaga 


1800 


tgcaaacatc 


agtgggaatt 


gtacccacac 


aagcaattgc 


aacaggcccc 


actgcagatc 


1860 


ctgaaaaacg 


caaactgata 


cagcagcagc 


tggttctact 


gcttcatgct 


cataagtgtc 


1920 


agagacgaga 


gcaagcaaac 


ggagaggttc 


gggcctgctc gctcccgcat 
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tgtcgaacca 


1980 







Sequence listing 


as filedl.txt 




tgaaaaacgt 


tttgaatcac 


atgacgcatt 


gtcaggctgg 


gaaagcctgc 


caagttgccc 


2040 


attgtgcatc 


ttcacgacaa 


atcatctctc 


attggaagaa 


ctgcacacga 


catgactgtc 


2100 


ctgtttgcct 


ccctttgaaa 


aatgccagtg 


acaagcgaaa 


ccaacaaacc 


atcctggggt 


2160 


ctccagctag 


tggaattcaa 


aacacaattg 


gttctgttgg 


cacagggcaa 


cagaatgcca 


2220 


cttctttaag 


taacccaaat 


cccatagacc 


ccagctccat 


gcagcgagcc 


tatgctgctc 


2280 


tcggactccc 


ctacatgaac 


cagccccaga 


cgcagctgca 


gcctcaggtt 


cctggccagc 


2340 


aaccagcaca 


gcctcaaacc 


caccagcaga 


tgaggactct 


caaccccctg 


ggaaataatc 


2400 


caatgaacat 


tccagcagga 


ggaataacaa 


cagatcagca 


gcccccaaac 


ttgatttcag 


2460 


aatcagctct 


tccgacttcc 


ctgggggcca 


caaacccact 


gatgaacgat 


ggctccaact 


2520 


ctggtaacat 

ZJ ZJ 


tggaaccctc 

ZJ ZJ 


agcactatac 


caacagcagc 


tcctccttct 


agcaccggtg 


2580 


taaggaaagg 

zj zj zj zj 


ctggcacgaa 


catgtcactc 


aggacctgcg 


gagccatcta 


gtgcataaac 


2640 


tcgtccaagc 


catcttccca 


acacctgatc 


ccgcagctct 


aaaggatcgc 


cgcatggaaa 


2700 


acctggtagc 


ctatgctaag 


aaagtggaag 


gggacatgta 


cgagtctgcc 


aacagcaggg 


2760 


atgaatatta 


tcacttatta 


gcagagaaaa 


tctacaagat 


acaaaaagaa 


ctagaagaaa 


2820 


aacggaggtc 


gcgtttacat 


aaacaaggca 


tcttggggaa 


ccagccagcc 


ttaccagccc 


2880 


cgggggctca 

ZJ ZJ ZJ ZJ ZJ 


gccccctgtg 


attccacagg 


cacaacctgt 


gagacctcca 


aatggacccc 


2940 


tgtccctgcc 


agtgaatcgc 

ZJ ZJ ZJ 


atgcaagttt 


ctcaagggat 


gaattcattt 


aaccccatgt 


3000 


ccttggggaa 

ZJ ZJ ZJ ZJ 


cgtccagttg 


ccacaagcac 


ccatgggacc 


tcgtgcagcc 


tccccaatga 


3060 


accactctgt 


ccagatgaac 


agcatgggct 


cagtgccagg 


gatggccatt 


tctccttccc 


3120 


gaatgcctca 


gcctccgaac 


atgatgggtg 


cacacaccaa 


caacatgatg 


gcccaggcgc 


3180 


ccgctcagag 


ccagtttctg 


ccacagaacc 


agttcccgtc 


atccagcggg 


gcgatgagtg 


3240 


tgggcatqgq 

ZJ ZJ ZJ ZJ ZJ ZJ 


gcagccgcca 


gcccaaacag 


gcgtgtcaca 


gggacaggtg 


cctggtgctg 


3300 


ctcttcctaa 


ccctctcaac 


atgctggggc 


ctcaggccag 


ccagctacct 


tgccctccag 


3360 


tgacacagtc 


accactgcac 


ccaacaccgc 


ctcctgcttc 


cacggctgct 


ggcatgccat 


3420 


ctctccagca 


cacgacacca 


cctgggatga 


ctcctcccca 


gccagcagct 


cccactcagc 


3480 


catcaactcc 


tgtgtcgtct 


tccgggcaga 


ctcccacccc 


gactcctggc 


tcagtgccca 


3540 


gtgctaccca 


aacccagagc 


acccctacag 


tccaggcagc 


agcccaggcc 


caggtgaccc 


3600 


cgcagcctca 


aaccccag l l 


cagcccccgt 


ctgtggctac 


ccctcagtca 


tcgcagcaac 


JDDU 


agccgacgcc 


tgtgcacgcc 


cagcctcctg 


gcacaccgct 


ttcccaggca 


gcagccagca 


3720 


ttgataacag 


agtccctacc 


ccctcctcgg 


tggccagcgc 


agaaaccaat 


tcccagcagc 


3780 


caggacctga 


cgtacctgtg 


ctggaaatga 


agacggagac 


ccaagcagag 


gacactgagc 


3840 
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ccgatcctgg 


tgaatccaaa 


Sequence listing 
ggggagccca ggtctgagat 


as filedl.txt 
gatggaggag gatttgcaag 


3900 


gagcttccca 


agttaaagaa 


gaaacagaca 


tagcagagca 


gaaatcagaa 


ccaatggaag 


3960 


tggatgaaaa 


gaaacctgaa 


gtgaaagtag 


aagttaaaga 


ggaagaagag 


agtagcagta 


4020 


acggcacagc 


ctctcagtca 


acatctcctt 


cgcagccgcg 


caaaaaaatc 


tttaaaccag 


4080 


aggagttacg 


ccaggccctc 


atgccaaccc 


tagaagcact 


gtatcgacag 


gacccagagt 


4140 


cattaccttt 


ccggcagcct 


gtagatcccc 


agctcctcgg 


aattccagac 


tattttgaca 


4200 


tcgtaaagaa 


tcccatggac 


ctctccacca 


tcaagcggaa 


gctggacaca 


gggcaatacc 


4260 


aagagccctg 


gcagtacgtg 

Zf Zf Zf Zf 


gacgacgtct 


ggctcatgtt 


caacaatgcc 


tggctctata 


4320 


atcgcaagac 


atcccgagtc 


tataagtttt 


gcagtaagct 


tgcagaggtc 


tttgagcagg 


4380 


aaattgaccc 


tgtcatgcag 


tcccttggat 


attgctgtgg 


acgcaagtat 


gagttttccc 


4440 


cacagacttt 


gtgctgctat 


gggaagcagc 


tgtgtaccat 


tcctcgcgat 


gctgcctact 


4500 


acagctatca 


gaataggtat 


catttctgtg 


agaagtgttt 


cacagagatc 


cagggcgaga 


4560 


atgtgaccct 


gggtgacgac 


ccttcacagc 


cccagacgac 


aatttcaaag 


gatcagtttg 


4620 


aaaagaagaa 


aaatgatacc 


ttagaccccg 


aacctttcgt 


tgattgcaag 


gagtgtggcc 


4680 


ggaagatgca 


tcagatttgc 


gttctgcact 


atgacatcat 


ttggccttca 


ggttttgtgt 


4740 


gcgacaactg 


cttgaagaaa 


actggcagac 


ctcgaaaaga 


aaacaaattc 


agtgctaaga 


4800 


ggctgcagac 

Zf Zf Zf Zf 


cacaagactg 


ggaaaccact 


tggaagaccg 


agtgaacaaa 


tttttgcggc 


4860 


gccagaatca 


ccctgaagcc 


ggggaggttt 


ttgtccgagt 


ggtggccagc 


tcagacaaga 


4920 


cggtggaggt 

Zf Zf Zf Zf Zf Zf 


caagcccqgq 

Zf Zf Zf Zf 


atgaagtcac 


ggtttgtgga 


ttctggggaa 


atgtctgaat 


4980 


ctttcccata 


tcgaaccaaa 


gctctgtttg 


cttttgagga 


aattgacggc 


gtggatgtct 


5040 


gcttttttgg 


aatgcacgtc 


caagaatacg 


gctctgattg 


cccccctcca 


aacacgaggc 


5100 


gtgtgtacat 


ttcttatctg 


gatagtattc 


atttcttccg 


gccacgttgc 


ctccgcacag 


5160 


ccgtttacca 


tgagatcctt 


attggatatt 


tagagtatgt 


gaagaaatta 


gggtatgtga 


5220 


cagggcacat 


ctgggcctgt 


cctccaagtg 


aaggagatga 


ttacatcttc 


cattgccacc 


5280 


cacctgatca 


aaaaataccc 


aagccaaaac 


gactgcagga 


gtggtacaaa 


aagatgctgg 


5340 


acaaggcgtt 


tgcagagcgg 


atcatccatg 


actacaagga 


tattttcaaa 


caagcaactg 


5400 


aagacaggct 


caccagtgcc 


aaggaactgc 


cctattttga 


aggtgatttc 


tggcccaatg 


5460 


tgttagaaga 


gagcattaag 

Zf Zf Zf 


gaactagaac 


aagaagaaga 


ggagaggaaa 


aaqqaaqaqa 


5520 


gcactgcagc 


cagtgaaacc 


actgagggca 


gtcagggcga 


cagcaagaat 


gccaagaaga 


5580 


agaacaacaa 


gaaaaccaac 


aagaacaaaa 


gcagcatcag 


ccgcgccaac 


aagaagaagc 


5640 


ccagcatgcc 


caacgtgtcc 


aatgacctgt 


cccagaagct 


gtatgccacc 


atggagaagc 


5700 


acaaggaggt 


cttcttcgtg 


atccacctgc 


acgctgggcc tgtcatcaac 
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accctgcccc 


5760 







Sequence listing 


as filedl.txt 




ccatcgtcga 


ccccgacccc 


ctgctcagct 


gtgacctcat 


ggatgggcgc 


gacgccttcc 


5820 


tcaccctcgc 


cagagacaag 


cactgggagt 


tctcctcctt 


gcgccgctcc 


aagtggtcca 


5880 


cgctctgcat 


gctggtggag 

ZJ ZJ Zj ZJ Zj Zj 


ctgcacaccc 


agggccagga 


ccgctttgtc 


tacacctgca 


5940 


acgagtgcaa 


gcaccacgtg 


gagacgcgct 


ggcactgcac 


tgtgtgcgag 


gactacgacc 


6000 


tctgcatcaa 


ctgctataac 


acgaagagcc 


atgcccataa 


gatggtgaag 


tgggggctgg 


6060 


gcctggatga 

^ ZJ ZJ ZJ 


cgagggcagc 


agccagggcg 


agccacagtc 


aaagagcccc 


caggagtcac 


6120 


qccqqctqaq 

3 3 3 3 3 


catccagcgc 


tgcatccagt 


cgctggtgca 


cgcgtgccag 


tgccgcaacg 


6180 


ccaactgctc 


gctgccatcc 


tgccagaaga 


tgaagcgggt 


ggtgcagcac 


accaagggct 


6240 


gcaaacgcaa 


gaccaacqgg 

Zj zjZJZJ 


ggctgcccgg 


tgtgcaagca 


gctcatcgcc 


ctctgctgct 


6300 


accacgccaa 


gcactgccaa 


gaaaacaaat 


gccccgtgcc 


cttctgcctc 


aacatcaaac 


6360 


acaagctccg 


ccagcagcag 


atccagcacc 


gcctgcagca 


ggcccagctc 


atgcgccggc 


6420 


qqatgqccac 


catgaacacc 


cgcaacgtgc 


ctcagcagag 


tctgccttct 


cctacctcag 


6480 


caccgcccgg 


gacccccaca 


cagcagccca 


gcacacccca 


gacgccgcag 


ccccctgccc 


6540 


agccccaacc 


ctcacccgtg 


agcatgtcac 


cagctggctt 


ccccagcgtg 


gcccggactc 


6600 


agccccccac 


cacggtgtcc 


acagggaagc 


ctaccagcca 


ggtgccggcc 


cccccacccc 


6660 


cggcccagcc 


ccctcctgca 


gcggtggaag 


cggctcggca 


gatcgagcgt 


gaggcccagc 


6720 


agcagcagca 


cctgtaccgg 


gtgaacatca 


acaacagcat 


gcccccagga 


cgcacgggca 


6780 


tggggacccc 

^ZJZJZJZJ 


qqqqaqccaq 

ZJZJZJZJ^ZJ ZJ 


atggcccccg 


tgagcctgaa 


tgtgccccga 


cccaaccagg 


6840 


tgagcgggcc 

*~ZJ^~ZJ ZJZJZJ 


cgtcatgccc 


agcatgcctc 


ccgggcagtg 


gcagcaggcg 


ccccttcccc 


6900 


agcagcagcc 


catgccaggc 


ttgcccaggc 


ctgtgatatc 


catgcaggcc 


caggcggccg 


6960 


tqqctqqqcc 

3 3 333 


ccggatgccc 


agcgtgcagc 


cacccaggag 


catctcaccc 


agcgctctgc 


7020 


aagacctgct 


gcggaccctq 


aagtcgccca 


gctcccctca 


gcagcaacag 


caggtgctga 


7080 


acattctcaa 


atcaaacccg 


cagctaatgg 


cagctttcat 


caaacagcgc 


acagccaagt 


7140 


acgtggccaa 


tcagcccggc 


atgcagcccc 


agcctggcct 


ccagtcccag 


cccggcatgc 


7200 


aaccccagcc 


tggcatgcac 


cagcagccca 


gcctgcagaa 


cctgaatgcc 


atgcaggctg 


7260 


gcgtgccgcg 


gcccggtgtq 

3 3 3 3 3 


cctccacagc 


agcaggcgat 


gggaggcctg 


aacccccagg 


7320 


gccaggcctt 


gaacatcatg 


aacccaggac 


acaaccccaa 


catggcgagt 


atgaatccac 


7380 


agtaccgaga 


aatgttacgg 

"-3 3 3 


aqqcaqctqc 

**33 3 ^ zj 


tgcagcagca 


gcagcaacag 


cagcagcaac 


7440 


aai.agCd.gCd. 


dcagcagcdg 


cagcaaggga 


gtgccggcat 


ggctgggggc 


atggcggggc 


7CAA 

/ bUU 


acggccagtt 


ccagcagcct 


caaggacccg 


gaggctaccc 


accggccatg 


cagcagcagc 


7560 


agcgcatgca 


gcagcatctc 


cccctccagg 


gcagctccat 


gggccagatg 


gcggctcaga 


7620 
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tgggacagct 


tggccagatg 


Sequence listing 
gggcagccgg ggctgggggc 


as filedl.txt 
agacagcacc cccaacatcc 


7680 


agcaagccct 


gcagcagcgg 


attctgcagc 


aacagcagat 


gaagcagcag 


attgggtccc 


7740 


caggccagcc 


gaaccccatg 


agcccccagc 


aacacatgct 


ctcaggacag 


ccacaggcct 


7800 


cgcatctccc 


tggccagcag 


atcgccacgt 


cccttagtaa 


ccaggtgcgg 


tctccagccc 


7860 


ctgtccagtc 


tccacggccc 


cagtcccagc 


ctccacattc 


cagcccgtca 


ccacggatac 


7920 


g~\ r~ r~ f r~ r~\ r~ r~ 

agccccagcc 


+* f r% f *y 

Liicgccacac 


cacgtctcac 


cccagactgg 


ttccccccac 


cccggactcg 


/you 


cagtcaccat 


ggccagctcc 


atagatcagg 


gacacttggg 


gaaccccgaa 


cagagtgcaa 


8040 


tgctccccca 


gctgaacacc 


cccagcagga 


gtgcgctgtc 


cagcgaactg 


tccctggtcg 


8100 


gggacaccac 


gggggacacg 


ctagagaagt 


ttgtggaggg 


cttgtag 




8147 



<210> 92 

<211> 2442 

<212> PRT 

<213> Homo sapiens 

<400> 92 

Met Ala Glu Asn Leu Leu Asp Gly Pro Pro Asn Pro Lys Arg Ala Lys 
1 5 10 15 

Leu Ser Ser Pro Gly Phe Ser Ala Asn Asp Ser Thr Asp Phe Gly ser 
20 25 30 

Leu Phe Asp Leu Glu Asn Asp Leu Pro Asp Glu Leu lie Pro Asn Gly 
35 40 45 

Gly Glu Leu Gly Leu Leu Asn Ser Gly Asn Leu val Pro Asp Ala Ala 
50 55 60 

Ser Lys His Lys Gin Leu Ser Glu Leu Leu Arg Gly Gly Ser Gly Ser 
65 70 75 80 

Ser lie Asn Pro Gly lie Gly Asn val ser Ala Ser ser Pro val Gin 
85 90 95 

Gin Gly Leu Gly Gly Gin Ala Gin Gly Gin Pro Asn Ser Ala Asn Met 
100 105 110 

Ala ser Leu Ser Ala Met Gly Lys ser Pro Leu ser Gin Gly Asp Ser 
115 120 125 
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Sequence listing as filedl.txt 
Ser Ala Pro Ser Leu Pro Lys Gin Ala Ala Ser Thr Ser Gly Pro Thr 
130 135 140 

Pro Ala Ala Ser Gin Ala Leu Asn Pro Gin Ala Gin Lys Gin val Gly 
145 150 155 160 

Leu Ala Thr Ser ser Pro Ala Thr Ser Gin Thr Gly Pro Gly lie Cys 
165 170 175 

Met Asn Ala Asn Phe Asn Gin Thr His Pro Gly Leu Leu Asn Ser Asn 
180 185 190 

Ser Gly His Ser Leu lie Asn Gin Ala ser Gin Gly Gin Ala Gin Val 
195 200 205 

Met Asn Gly Ser Leu Gly Ala Ala Gly Arg Gly Arg Gly Ala Gly Met 
210 215 * 220 

Pro Tyr Pro Thr Pro Ala Met Gin Gly Ala Ser Ser Ser Val Leu Ala 
225 230 235 240 

Glu Thr Leu Thr Gin Val Ser Pro Gin Met Thr Gly His Ala Gly Leu 
245 250 255 

Asn Thr Ala Gin Ala Gly Gly Met Ala Lys Met Gly lie Thr Gly Asn 
260 265 270 

Thr ser Pro Phe Gly Gin Pro Phe ser Gin Ala Gly Gly Gin Pro Met 
275 280 285 

Gly Ala Thr Gly Val Asn Pro Gin Leu Ala Ser Lys Gin ser Met val 
290 295 300 

Asn ser Leu Pro Thr Phe Pro Thr Asp lie Lys Asn Thr ser Val Thr 
305 310 315 320 

Asn Val Pro Asn Met Ser Gin Met Gin Thr ser val Gly lie val Pro 
325 330 335 

Thr Gin Ala lie Ala Thr Gly Pro Thr Ala Asp Pro Glu Lys Arg Lys 
340 345 350 

Leu lie Gin Gin Gin Leu val Leu Leu Leu His Ala His Lys Cys Gin 
355 360 365 

Arg Arg Glu Gin Ala Asn Gly Glu Val Arg Ala Cys Ser Leu Pro His 
370 375 380 
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Sequence listing as filedl.txt 

Cys Arg Thr Met Lys Asn val Leu Asn His Met Thr His Cys Gin Ala 
385 390 395 400 

Gly Lys Ala Cys Gin val Ala His Cys Ala ser Ser Arg Gin lie lie 
405 410 415 

Ser His Trp Lys Asn Cys Thr Arg His Asp Cys Pro val Cys Leu Pro 
420 425 430 

Leu Lys Asn Ala Ser Asp Lys Arg Asn Gin Gin Thr lie Leu Gly Ser 
435 440 445 

Pro Ala Ser Gly lie Gin Asn Thr lie Gly Ser Val Gly Thr Gly Gin 
450 * 455 460 

Gin Asn Ala Thr Ser Leu Ser Asn Pro Asn Pro lie Asp Pro Ser ser 
465 470 475 480 

Met Gin Arg Ala Tyr Ala Ala Leu Gly Leu Pro Tyr Met Asn Gin Pro 
485 490 495 

Gin Thr Gin Leu Gin Pro Gin val Pro Gly Gin Gin Pro Ala Gin Pro 
500 505 510 

Gin Thr His Gin Gin Met Arg Thr Leu Asn Pro Leu Gly Asn Asn Pro 
515 520 525 

Met Asn lie Pro Ala Gly Gly lie Thr Thr Asp Gin Gin Pro Pro Asn 
530 535 540 

Leu lie Ser Glu ser Ala Leu Pro Thr Ser Leu Gly Ala Thr Asn Pro 
545 550 555 560 

Leu Met Asn Asp Gly Ser Asn Ser Gly Asn lie Gly Thr Leu ser Thr 
565 570 575 

lie Pro Thr Ala Ala Pro Pro Ser ser Thr Gly Val Arg Lys Gly Trp 
580 585 590 

His Glu His Val Thr Gin Asp Leu Arg ser His Leu Val His Lys Leu 
595 600 605 

Val Gin Ala lie Phe Pro Thr Pro Asp Pro Ala Ala Leu Lys Asp Arg 
610 615 620 

Arg Met Glu Asn Leu val Ala Tyr Ala Lys Lys Val Glu Gly Asp Met 
625 630 635 640 
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Sequence listing as filedl.txt 

Tyr Glu Ser Ala Asn Ser Arg Asp Glu Tyr Tyr His Leu Leu Ala Glu 

645 ^ 650 655 

Lys He Tyr Lys lie Gin Lys Glu Leu Glu Glu Lys Arg Arg Ser Arg 

660 665 670 

Leu His Lys Gin Gly lie Leu Gly Asn Gin Pro Ala Leu Pro Ala Pro 

675 680 685 

Gly Ala Gin Pro Pro val lie Pro Gin Ala Gin Pro val Arg Pro Pro 

690 695 700 

Asn Gly Pro Leu Ser Leu Pro Val Asn Arg Met Gin val Ser Gin Gly 

705 710 715 720 

Met Asn Ser Phe Asn Pro Met Ser Leu Gly Asn Val Gin Leu Pro Gin 

725 730 735 

Ala Pro Met Gly Pro Arg Ala Ala Ser Pro Met Asn His Ser Val Gin 

740 745 750 

Met Asn ser Met Gly Ser val Pro Gly Met Ala He Ser Pro Ser Arg 

755 760 765 

Met Pro Gin Pro Pro Asn Met Met Gly Ala His Thr Asn Asn Met Met 

770 775 780 

Ala Gin Ala Pro Ala Gin Ser Gin Phe Leu Pro Gin Asn Gin Phe Pro 

785 790 795 800 

Ser Ser Ser Gly Ala Met Ser val Gly Met Gly Gin Pro Pro Ala Gin 

805 810 815 

Thr Gly Val Ser Gin Gly Gin Val Pro Gly Ala Ala Leu Pro Asn Pro 

820 825 830 

Leu Asn Met Leu Gly Pro Gin Ala Ser Gin Leu Pro Cys Pro Pro Val 

835 840 845 

Thr Gin Ser Pro Leu His Pro Thr Pro Pro Pro Ala Ser Thr Ala Ala 

850 855 860 

Gly Met Pro Ser Leu Gin His Thr Thr Pro Pro Gly Met Thr Pro Pro 

865 870 875 880 

Gin Pro Ala Ala Pro Thr Gin Pro Ser Thr pro val Ser Ser Ser Gly 
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Sequence listing as filedl.txt 
885 890 895 

Gin Thr Pro Thr Pro Thr Pro Gly Ser val Pro Ser Ala Thr Gin Thr 
900 905 910 

Gin Ser Thr Pro Thr Val Gin Ala Ala Ala Gin Ala Gin Val Thr Pro 
915 920 925 

Gin Pro Gin Thr Pro Val Gin Pro Pro Ser val Ala Thr Pro Gin Ser 
930 935 940 

Ser Gin Gin Gin Pro Thr Pro Val His Ala Gin Pro Pro Gly Thr Pro 
945 950 955 960 

Leu Ser Gin Ala Ala Ala Ser lie Asp Asn Arg Val Pro Thr Pro Ser 
965 970 975 

Ser Val Ala Ser Ala Glu Thr Asn Ser Gin Gin Pro Gly Pro Asp Val 
980 985 990 

Pro Val Leu Glu Met Lys Thr Glu Thr Gin Ala Glu Asp Thr Glu Pro 
995 1000 1005 

Asp Pro Gly Glu Ser Lys Gly Glu Pro Arg Ser Glu Met Met Glu 
1010 1015 ~ 1020 

Glu Asp Leu Gin Gly Ala Ser Gin Val Lys Glu Glu Thr Asp lie 
1025 1030 1035 

Ala Glu Gin Lys Ser Glu Pro Met Glu Val Asp Glu Lys Lys Pro 
1040 1045 1050 

Glu val Lys Val Glu val Lys Glu Glu Glu Glu Ser Ser Ser Asn 
1055 1060 1065 

Gly Thr Ala Ser Gin Ser Thr Ser Pro Ser Gin Pro Arg Lys Lys 
1070 1075 1080 

lie Phe Lys Pro Glu Glu Leu Arg Gin Ala Leu Met Pro Thr Leu 
1085 1090 1095 

Glu Ala Leu Tyr Arg Gin Asp Pro Glu Ser Leu Pro Phe Arg Gin 
1100 1105 1110 

Pro val Asp Pro Gin Leu Leu Gly lie Pro Asp Tyr Phe Asp lie 
1115 1120 1125 
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Sequence listing as filedl.txt 
val Lys Asn Pro Met Asp Leu Ser Thr lie Lys Arg Lys Leu Asp 
1130 1135 1140 

Thr Gly Gin Tyr Gin Glu Pro Trp Gin Tyr Val Asp Asp Val Trp 
1145 1150 1155 

Leu Met Phe Asn Asn Ala Trp Leu Tyr Asn Arg Lys Thr Ser Arg 
1160 1165 1170 

Val Tyr Lys Phe Cys Ser Lys Leu Ala Glu Val Phe Glu Gin Glu 
1175 1180 1185 

He Asp Pro val Met Gin Ser Leu Gly Tyr Cys Cys Gly Arg Lys 
1190 1195 1200 

Tyr Glu Phe Ser Pro Gin Thr Leu Cys Cys Tyr Gly Lys Gin Leu 
1205 1210 1215 

Cys Thr lie Pro Arg Asp Ala Ala Tyr Tyr Ser Tyr Gin Asn Arg 
1220 1225 1230 

Tyr His Phe Cys Glu Lys Cys Phe Thr Glu lie Gin Gly Glu Asn 
1235 1240 1245 

val Thr Leu Gly Asp Asp Pro Ser Gin Pro Gin Thr Thr lie Ser 
1250 1255 1260 

Lys Asp Gin Phe Glu Lys Lys Lys Asn Asp Thr Leu Asp Pro Glu 
1265 1270 1275 

Pro Phe val Asp Cys Lys Glu Cys Gly Arg Lys Met His Gin lie 
1280 1285 1290 

Cys Val Leu His Tyr Asp lie lie Trp Pro Ser Gly Phe Val Cys 
1295 1300 1305 

Asp Asn Cys Leu Lys Lys Thr Gly Arg Pro Arg Lys Glu Asn Lys 
1310 1315 ~ 1320 

Phe Ser Ala Lys Arg Leu Gin Thr Thr Arg Leu Gly Asn His Leu 
1325 1330 1335 

Glu Asp Arg Val Asn Lys Phe Leu Arg Arg Gin Asn His Pro Glu 
1340 1345 1350 

Ala Gly Glu val Phe val Arg val Val Ala Ser Ser Asp Lys Thr 
1355 1360 1365 

Page 56 



Sequence listing as filedl.txt 

val Glu val Lys Pro Gly Met Lys Ser Arg Phe val Asp Ser Gly 
1370 1375 " 1380 

Glu Met Ser Glu Ser Phe Pro Tyr Arg Thr Lys Ala Leu Phe Ala 
1385 1390 1395 

Phe Glu Glu lie Asp Gly val Asp val Cys Phe Phe Gly Met His 
1400 1405 1410 



val Gin Glu Tyr Gly Ser Asp Cys Pro Pro Pro Asn Thr Arg Arg 
1415 1420 1425 



Val Tyr lie Ser Tyr Leu Asp Ser He His Phe Phe Arg Pro Arg 
1430 ' 1435 1440 



Cys Leu Arg Thr Ala val Tyr His Glu lie Leu He Gly Tyr Leu 
1445 1450 1455 



Glu Tyr Val Lys Lys Leu Gly Tyr Val Thr Gly His lie Trp Ala 
1460 1465 1470 



Cys Pro Pro Ser Glu Gly Asp Asp Tyr lie Phe His Cys His Pro 
1475 1480 1485 



Pro Asp Gin Lys lie Pro Lys Pro Lys Arg Leu Gin Glu Trp Tyr 
1490 1495 1500 



Lys Lys Met Leu Asp Lys Ala Phe Ala Glu Arg lie lie His Asp 
1505 1510 1515 



Tyr Lys Asp lie Phe Lys Gin Ala Thr Glu Asp Arg Leu Thr Ser 
1520 1525 1530 

Ala Lys Glu Leu Pro Tyr Phe Glu Gly Asp Phe Trp Pro Asn Val 
1535 1540 1545 

Leu Glu Glu Ser lie Lys Glu Leu Glu Gin Glu Glu Glu Glu Arg 
1550 1555 1560 

Lys Lys Glu Glu Ser Thr Ala Ala Ser Glu Thr Thr Glu Gly Ser 
1565 1570 1575 

Gin Gly Asp Ser Lys Asn Ala Lys Lys Lys Asn Asn Lys Lys Thr 
1580 1585 1590 



Asn Lys Asn Lys Ser Ser lie Ser Arg Ala Asn Lys Lys Lys Pro 
1595 1600 1605 
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Ser Met Pro Asn val Ser Asn Asp Leu Ser Gin Lys Leu Tyr Ala 
1610 1615 1620 

Thr Met Glu Lys His Lys Glu val Phe Phe val lie His Leu His 
1625 1630 1635 

Ala Gly Pro val lie Asn Thr Leu Pro Pro lie val Asp Pro Asp 
1640 1645 1650 

Pro Leu Leu Ser Cys Asp Leu Met Asp Gly Arg Asp Ala Phe Leu 
1655 1660 1665 

Thr Leu Ala Arg Asp Lys His Trp Glu Phe Ser Ser Leu Arg Arg 
1670 1675 1680 

Ser Lys Trp Ser Thr Leu Cys Met Leu Val Glu Leu His Thr Gin 
1685 1690 1695 

Gly Gin Asp Arg Phe val Tyr Thr Cys Asn Glu Cys Lys His His 
1700 1705 1710 

Val Glu Thr Arg Trp His Cys Thr Val Cys Glu Asp Tyr Asp Leu 
1715 1720 1725 

Cys lie Asn Cys Tyr Asn Thr Lys Ser His Ala His Lys Met Val 
1730 1735 1740 

Lys Trp Gly Leu Gly Leu Asp Asp Glu Gly Ser Ser Gin Gly Glu 
1745 1750 1755 

Pro Gin Ser Lys Ser Pro Gin Glu Ser Arg Arg Leu Ser lie Gin 
1760 1765 1770 

Arg Cys lie Gin Ser Leu Val His Ala Cys Gin Cys Arg Asn Ala 
1775 1780 1785 

Asn Cys Ser Leu Pro Ser Cys Gin Lys Met Lys Arg Val Val Gin 
1790 1795 1800 

His Thr Lys Gly Cys Lys Arg Lys Thr Asn Gly Gly Cys Pro val 
1805 1810 1815 

Cys Lys Gin Leu lie Ala Leu Cys Cys Tyr His Ala Lys His Cys 
1820 1825 1830 

Gin Glu Asn Lys Cys Pro Val Pro Phe Cys Leu Asn lie Lys His 
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Sequence listing as filedl.txt 
1835 1840 1845 



Lys Leu Arg Gin Gin Gin lie Gin His Arg Leu Gin Gin Ala Gin 

1850 1855 1860 

Leu Met Arg Arg Arg Met Ala Thr Met Asn Thr Arg Asn Val Pro 

1865 ^ ~ 1870 1875 

Gin Gin Ser Leu Pro Ser Pro Thr Ser Ala Pro Pro Gly Thr Pro 

1880 1885 1890 

Thr Gin Gin Pro Ser Thr Pro Gin Thr Pro Gin Pro Pro Ala Gin 

1895 1900 1905 

Pro Gin Pro Ser Pro Val Ser Met Ser Pro Ala Gly Phe Pro Ser 

1910 1915 1920 

Val Ala Arg Thr Gin Pro Pro Thr Thr Val Ser Thr Gly Lys Pro 

1925 1930 1935 

Thr Ser Gin Val Pro Ala Pro Pro Pro Pro Ala Gin Pro Pro Pro 

1940 1945 1950 



Ala Ala val Glu Ala Ala Arg Gin lie Glu Arg Glu Ala Gin Gin 

1955 1960 1965 

Gin Gin His Leu Tyr Arg val Asn lie Asn Asn Ser Met Pro Pro 

1970 1975 1980 

Gly Arg Thr Gly Met Gly Thr Pro Gly Ser Gin Met Ala Pro Val 

1985 1990 1995 

Ser Leu Asn val Pro Arg Pro Asn Gin val Ser Gly Pro Val Met 

2000 2005 2010 

Pro Ser Met Pro Pro Gly Gin Trp Gin Gin Ala Pro Leu Pro Gin 

2015 2020 2025 

Gin Gin Pro Met Pro Gly Leu Pro Arg Pro val lie Ser Met Gin 

2030 2035 2040 

Ala Gin Ala Ala Val Ala Gly Pro Arg Met Pro Ser val Gin Pro 

2045 2050 2055 

Pro Arg Ser lie Ser Pro Ser Ala Leu Gin Asp Leu Leu Arg Thr 

2060 2065 2070 
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Leu Lys Ser Pro Ser Ser Pro Gin Gin Gin Gin Gin val Leu Asn 
2075 2080 2085 



lie Leu Lys Ser Asn Pro Gin Leu Met Ala Ala Phe lie Lys Gin 
2090 2095 2100 



Arg Thr Ala Lys Tyr Val Ala Asn Gin Pro Gly Met Gin Pro Gin 
2105 2110 2115 



Pro Gly Leu Gin Ser Gin Pro Gly Met Gin Pro Gin Pro Gly Met 
2120 2125 2130 



His Gin Gin Pro Ser Leu Gin Asn Leu Asn Ala Met Gin Ala Gly 
2135 2140 2145 



val Pro Arg Pro Gly Val Pro Pro Gin Gin Gin Ala Met Gly Gly 
2150 2155 2160 



Leu Asn Pro Gin Gly Gin Ala Leu Asn lie Met Asn Pro Gly His 
2165 2170 2175 



Asn Pro Asn Met Ala Ser Met Asn Pro Gin Tyr Arg Glu Met Leu 
2180 2185 2190 



Arg Arg Gin Leu Leu Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
2195 2200 2205 



Gin Gin Gin Gin Gin Gin Gin Gin Gly Ser Ala Gly Met Ala Gly 
2210 2215 2220 



Gly Met Ala Gly His Gly Gin Phe Gin Gin Pro Gin Gly Pro Gly 
2225 2230 2235 

Gly Tyr Pro Pro Ala Met Gin Gin Gin Gin Arg Met Gin Gin His 
2240 2245 2250 

Leu Pro Leu Gin Gly Ser Ser Met Gly Gin Met Ala Ala Gin Met 
2255 2260 2265 



Gly Gin Leu Gly Gin Met Gly Gin Pro Gly Leu Gly Ala Asp Ser 
2270 2275 2280 



Thr Pro Asn lie Gin Gin Ala Leu Gin Gin Arg lie Leu Gin Gin 
2285 2290 2295 



Gin Gin Met Lys Gin Gin lie Gly Ser Pro Gly Gin Pro Asn Pro 
2300 2305 2310 
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Met Ser Pro Gin Gin His Met Leu Ser Gly Gin Pro Gin Ala Ser 
2315 2320 2325 

His Leu Pro Gly Gin Gin lie Ala Thr Ser Leu Ser Asn Gin Val 
2330 2335 2340 

Arg Ser Pro Ala Pro val Gin ser Pro Arg Pro Gin Ser Gin Pro 
2345 2350 2355 

Pro His Ser Ser Pro Ser Pro Arg lie Gin Pro Gin Pro Ser Pro 
2360 2365 2370 

His His Val Ser Pro Gin Thr Gly Ser Pro His Pro Gly Leu Ala 
2375 2380 2385 

Val Thr Met Ala Ser Ser lie Asp Gin Gly His Leu Gly Asn Pro 
2390 2395 2400 

Glu Gin Ser Ala Met Leu Pro Gin Leu Asn Thr Pro Ser Arg Ser 
2405 2410 2415 

Ala Leu Ser Ser Glu Leu Ser Leu val Gly Asp Thr Thr Gly Asp 
2420 2425 2430 

Thr Leu Glu Lys Phe Val Glu Gly Leu 
2435 2440 

<210> 93 
<211> 1363 
<212> DNA 

<213> Drosophila melanogaster 
<400> 93 

taaagtgcaa gctggaaaag aaaagcaaaa caaattccgg agagcagaaa gagagttttt 60 

caagtgaacg cgtccaactg tttttgaagc gaagcgctta ggcggaggag cagctagcca 120 

ggatggacaa gatgcggata ttgaaggaaa gtcgccccga gataatcgtc ggtggcaaat 180 

atcgggtgat caggaagatt ggaagcggat cgtttggcga catttacctg ggcatgagca 240 

tccagagcgg cgaagaagtg gccatcaaga tggagagcgc ccacgcccgc catccgcagc 300 

tgttgtacga ggccaagctg taccgcattc tgagcggcgg cgttggattc cctcgtatac 360 

gtcaccatgg caaggaaaag aacttcaaca ccctggtcat ggacctgctg ggaccctcgc 420 

tggaggatct gttcaatttc tgtacgcgcc atttcacaat caaaacggtt ctgatgctcg 480 
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Sequence listing 


as filedl.txt 




tcgaccagat 


gateggaege 


ttggagtaca 


tccatctcaa 


gtgettcate 


catcgcgaca 


540 


tcaagccgga 


taacttccta 


atgggcattg 


gtcggcactg 


caataagctg 


ttcctgatcg 


600 


atttcggtct 


ggccaagaag 


ttccgcgatc 


cgcacacgcg 


ccatcacatc 


gtttaccgcg 


660 


aggacaagaa 


cctcaccggc 


actgcccgct 


atgectcgat 


caatgcccat 


ctgggcatcg 


720 


agcagtcgcg 


gcgtgacgac 


atggaatcgc 


ttggatacgt 


gatgatgtac 


ttcaatcgcg 


780 


gcgtactgcc 


atggcaaggc 


atgaaggeca 


acaccaagca 


gcagaaatac 


gagaagatct 


840 


ccgaaaagaa 


gatgtccacg 


cccatcgagg 


tcctctgcaa 


gggctcgccg 


gecgagttet 


900 


ccatgtatct 


gaactattgt 


cgtagcctgc 


gcttcgagga 


geagecagat 


tacatgtacc 


960 


tacgtcaatt 


gttcegcata 


ctgttcagaa 


cgctgaacca 


tcagtatgac 


tacatctacg 


1020 


actggacaat 


gctgaagcag 


aagacccatc 


agggtcaacc 


caatccagct 


atactcttgg 


1080 


agcaattgga 


caaggacaag 


qaqaaqcaqa 


acggcaagcc 


cctgatcgcg 


gactaagagc 


1140 


l y cagey Co. l 


Lcagacgaa x. 


ggggggagtg 


catcagagaa 


ggagaacgtg 


gatgcgtgga 




tgtaaatgac 


gttgatgtgg 


gegaaaggee 


eggcaaggag 


eggagcaaat 


atgaaacaga 


1260 


cgcaaccgta 


aaattgagta 


acaccagcgg 


tegtccgaat 


gtttcttaat 


attaatttaa 


1320 


attcaatact 


aaacaaataa 


ggaaccacaa 


acaagcaagc 


aac 




1363 



<210> 94 
<211> 337 
<212> PRT 

<213> Drosophila melanogaster 
<400> 94 

Met Asp Lys Met Arg lie Leu Lys Glu Ser Arg Pro Glu lie lie Val 
15 10 15 

Gly Gly Lys Tyr Arg Val lie Arg Lys lie Gly Ser Gly Ser Phe Gly 
20 25 30 

Asp lie Tyr Leu Gly Met Ser lie Gin Ser Gly Glu Glu Val Ala lie 
35 40 45 

Lys Met Glu Ser Ala His Ala Arg His Pro Gin Leu Leu Tyr Glu Ala 
50 55 60 

Lys Leu Tyr Arg lie Leu Ser Gly Gly val Gly Phe Pro Arg lie Arg 
65 70 * " 75 80 
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His His Gly Lys Glu Lys Asn Phe Asn Thr Leu val Met Asp Leu Leu 
85 90 95 

Gly Pro Ser Leu Glu Asp Leu Phe Asn Phe Cys Thr Arg His Phe Thr 
100 105 110 

lie Lys Thr val Leu Met Leu val Asp Gin Met lie Gly Arg Leu Glu 
115 120 125 

Tyr lie His Leu Lys Cys Phe lie His Arg Asp He Lys Pro Asp Asn 
130 135 " 140 

Phe Leu Met Gly lie Gly Arg His Cys Asn Lys Leu Phe Leu lie Asp 
145 150 155 160 

Phe Gly Leu Ala Lys Lys Phe Arg Asp Pro His Thr Arg His His lie 
165 170 ' 175 

val Tyr Arg Glu Asp Lys Asn Leu Thr Gly Thr Ala Arg Tyr Ala Ser 
180 185 190 

lie Asn Ala His Leu Gly He Glu Gin Ser Arg Arg Asp Asp Met Glu 
195 200 205 

Ser Leu Gly Tyr Val Met Met Tyr Phe Asn Arg Gly Val Leu Pro Trp 
210 215 220 

Gin Gly Met Lys Ala Asn Thr Lys Gin Gin Lys Tyr Glu Lys lie ser 
225 230 235 240 

Glu Lys Lys Met Ser Thr Pro lie Glu Val Leu Cys Lys Gly Ser Pro 
245 250 255 

Ala Glu Phe Ser Met Tyr Leu Asn Tyr Cys Arg Ser Leu Arg Phe Glu 
260 265 270 

Glu Gin Pro Asp Tyr Met Tyr Leu Arg Gin Leu Phe Arg lie Leu Phe 
275 280 285 

Arg Thr Leu Asn His Gin Tyr Asp Tyr lie Tyr Asp Trp Thr Met Leu 
290 295 300 

Lys Gin Lys Thr His Gin Gly Gin Pro Asn Pro Ala lie Leu Leu Glu 
305 310 315 320 

Gin Leu Asp Lys Asp Lys Glu Lys Gin Asn Gly Lys Pro Leu lie Ala 
325 330 335 
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Asp 

<210> 95 

<211> 1661 

<212> DNA 

<213> Drosophila melanogaster 



<400> 95 



tttaattaaa 


cctatcgggc 


cctatcgata 


taagcaaaag 


catttttgct 


ggatctacca 


60 


ttttatttta 


gttaataaaa 


tacatatatt 


tcctctcttt 


ttgttccgtt 


tgtgcgcgta 


120 


caaaactaac 


tgcgaactcg 


tgcaatattt 


cataaactga 


atgggaaaac 


aacgataacg 


180 


acgaaagaaa 


acgaaaacgg 


atctgcgacg 


aaattttccc 


cgttccgttt 


ttttttctcc 


240 


accaacaaca 

%A V- V- Wl %J V— %-A. U Xta- 


aaaacaacaa 


agcaaaagca 


gcgaatatat 


ttgtaaaaga 


gagccccaac 


300 


cttaaaaaaa 


aacaaccagc 


agggcaataa 


ttagttgaat 


ttatcgtctg 


ctgtttttca 


360 


aataaacaca 


tccaactgtt 


tttgaagcga 


agcgcttagg 


cggaggagca 


gctagccagg 


420 


atggacaaga 


tgcggatatt 


gaaggaaagt 


cgccccgaga 


taatcgtcgg 


tggcaaatat 


480 


caaataatca 


ggaagattgg 


aagcggatcg 


tttggcgaca 


tttacctggg 


catgagcatc 


540 


caaaacaaca 


aaaaaataac 


catcaaaata 


aaaaacaccc 


acgcccgcca 


tccgcagctg 


600 


ttatacaaaa 


ccaagctgta 


ccgcattctg 


aacaqcqacq 


ttggattccc 


tcgtatacgt 


660 


caccatggca 


aggaaaagaa 


cttcaacacc 


ctggtcatgg 


acctgctggg 


accctcgctg 


/ 


gaggatctgt 


tcaatttctg 


tacgcgccat 


ttcacaatca 


aaacggttct 


gatgctcgtc 


780 


gaccagatga 


tcggacgctt 


ggagtacatc 


catctcaagt 


gcttcatcca 


tcgcgacatc 


840 


aagccggata 


acttcctaat 


gggcattggt 


cggcactgca 


ataagctgtt 


cctgatcgat 


900 


ttcggtctgg 


ccaagaagtt 


ccgcgatccg 


cacacgcgcc 


atcacatcgt 


ttaccgcgag 


960 


gacaagaacc 


tcaccggcac 


tgcccgctat 


gcctcgatca 


atgcccatct 


gggcatcgag 


1020 


cagtcgcggc 


gtgacgacat 


ggaatcgctt 


ggatacgtga 


tgatgtactt 


caatcgcggc 


1080 


gtactgccat 


ggcaaggcat 


gaaggccaac 


accaagcagc 


agaaatacga 


gaagatctcc 


1140 


gaaaagaaga 


tgtccacgcc 


catcgaggtc 


ctctgcaagg 


gctcgccggc 


cgagttctcc 


1200 


atgtatctga 


actattgtcg 


tagcctgcgc 


ttcgaggagc 


agccagatta 


catgtaccta 


1260 


cgtcaattgt 


tccgcatact 


gttcagaacg 


ctgaaccatc 


agtatgacta 


catctacgac 


1320 


tggacaatgc 


tgaagcagaa 


gacccatcag 


ggtcaaccca 


atccagctat 


actcttggag 


1380 
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Sequence listing as filedl.txt 
caattggaca aggacaagga gaagcagaac ggcaagcccc tgatcgcgga ctaagagctg 1440 

cagcgcattc agacgaatgg ggggagtgca tcagagaagg agaacgtgga tgcgtggatg 1500 

taaatgacgt tgatgtgggc gaaaggcccg gcaaggagcg gagcaaatat gaaacagacg 1560 

caaccgtaaa attgagtaac accagcggtc gtccgaatgt ttcttaatat taatttaaat 1620 

tcaatactaa acaaataagg aaccacaaac aagcaagcaa c 1661 

<210> 96 
<211> 337 
<212> PRT 

<213> Drosophila melanogaster 
<400> 96 

Met Asp Lys Met Arg lie Leu Lys Glu Ser Arg Pro Glu lie lie val 
15 10 15 

Gly Gly Lys Tyr Arg val He Arg Lys He Gly Ser Gly Ser Phe Gly 
20 25 30 

Asp lie Tyr Leu Gly Met Ser lie Gin Ser Gly Glu Glu val Ala lie 
35 40 45 

Lys Met Glu Ser Ala His Ala Arg His Pro Gin Leu Leu Tyr Glu Ala 
50 55 60 

Lys Leu Tyr Arg lie Leu Ser Gly Gly val Gly Phe Pro Arg lie Arg 
65 70 75 80 

His His Gly Lys Glu Lys Asn Phe Asn Thr Leu val Met Asp Leu Leu 
85 90 95 

Gly Pro Ser Leu Glu Asp Leu Phe Asn Phe Cys Thr Arg His Phe Thr 
100 105 110 

lie Lys Thr Val Leu Met Leu Val Asp Gin Met lie Gly Arg Leu Glu 
115 120 125 

Tyr lie His Leu Lys Cys Phe lie His Arg Asp lie Lys Pro Asp Asn 
130 135 140 

Phe Leu Met Gly lie Gly Arg His Cys Asn Lys Leu Phe Leu He Asp 
145 150 155 160 
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Phe Gly Leu Ala Lys Lys Phe Arg Asp Pro His Thr Arg His His lie 
165 ^ 170 175 

Val Tyr Arg Glu Asp Lys Asn Leu Thr Gly Thr Ala Arg Tyr Ala Ser 
180 185 190 

lie Asn Ala His Leu Gly lie Glu Gin Ser Arg Arg Asp Asp Met Glu 
195 200 205 

Ser Leu Gly Tyr val Met Met Tyr Phe Asn Arg Gly Val Leu Pro Trp 
210 215 220 

Gin Gly Met Lys Ala Asn Thr Lys Gin Gin Lys Tyr Glu Lys lie Ser 
225 230 235 240 

Glu Lys Lys Met Ser Thr Pro lie Glu Val Leu Cys Lys Gly Ser Pro 
245 250 255 

Ala Glu Phe Ser Met Tyr Leu Asn Tyr Cys Arg Ser Leu Arg Phe Glu 
260 265 ~ 270 

Glu Gin Pro Asp Tyr Met Tyr Leu Arg Gin Leu Phe Arg lie Leu Phe 
275 280 285 

Arg Thr Leu Asn His Gin Tyr Asp Tyr lie Tyr Asp Trp Thr Met Leu 
290 295 300 

Lys Gin Lys Thr His Gin Gly Gin Pro Asn Pro Ala lie Leu Leu Glu 
305 310 315 320 

Gin Leu Asp Lys Asp Lys Glu Lys Gin Asn Gly Lys Pro Leu lie Ala 
325 330 335 



Asp 

<210> 97 

<211> 1259 

<212> DNA 

<213> Homo sapiens 

<400> 97 

ccgcctccgt gttccgtttc ctgccgccct cctctcgtag ccttgcctag tgtggagccc 
caggcctccg tcctcttccc agaggtgtcg aggcttggcc ccagcctcca tcttcgtctc 
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tcaggatggc 


gagtagcagc 


Sequence listing 
ggctccaagg ctgaattcat 


as filedl.txt 
tgtcggtggg aaatataaac 


180 


tggtacggaa 


gatcgqgtct 

ZJ ZJ ZJ ZJ 


ggctccttcg 


gggacatcta 


tttggcgatc 


aacatcacca 


240 


acggcgagga 


agtggcactg 


aagctagaat 


ctcagaaggc 


caggcatccc 


cagttgctgt 


300 


acgagagcaa 


gctctataag 


attcttcaag 


gtggggttgg 


catcccccac 


atacggtggt 


360 


atgqtcaqqa 

ZJ ZJ 3 3 


aaaagactac 


aatgtactag 


tcatggatct 


tctgggacct 


agcctcgaag 


420 


acctcttcaa 


tttctgttca 


agaaggttca 


caatgaaaac 


tgtacttatg 


ttagctgacc 


480 


agatgatcag 


tagaattgaa 


tatgtgcata 


caaagaattt 


tatacacaga 


gacattaaac 


540 


cagataactt 


cctaatqqqt 

— — ~~~~ *~ ZJZJ ZJ 


attgggcgtc 


actgtaataa 


gttattcctt 


attgattttg 


600 


gtttggccaa 


aaagtacaga 


gacaacagga 


caaggcaaca 


cataccatac 


agagaagata 


660 


aaaacctcac 


tggcactgcc 


cgatatgcta 


gcatcaatgc 


acatcttggt 


attgagcaga 


720 


gtcgccgaga 


tgacatggaa 


tcattaggat 


atgttttgat 


gtattttaat 


agaaccagcc 


780 


tgccatggca 


agggctaaag 


gctgcaacaa 


agaaacaaaa 


atatgaaaag 


attagtgaaa 


840 


agaagatgtc 


cacgcctgtt 


gaagttttat 


gtaaggggtt 


tcctgcagaa 


tttgcgatgt 


900 


acttaaacta 


ttqtcqtqqq 

ZJ ZJ ZJZJZJ 


ctacgctttg 


aggaagcccc 


agattacatg 


tatctgaggc 


960 


agctattccg 


cattcttttc 


aggaccctga 


accatcaata 


tgactacaca 


tttgattgga 


1020 


caatgttaaa 


gcagaaagca 


gcacagcagg 


cagcctcttc 


aagtgggcag 


ggtcagcagg 


1080 


cccaaacccc 


cacaggcaag 


caaactgaca 


aatccaagag 


taacatgaaa 


ggtttctaat 


1140 


ttctaagcat 


gaattgagga 


acagaagaag 


cagacgagat 


gatcggagca 


gcatttgttt 


1200 


ctccccaaat 


ctagaaattt 


tagttcatat 


gtacactagc 


cagtggttgt 


ggacaacca 


1259 



<210> 98 

<211> 337 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Met Ala Ser Ser ser Gly Ser Lys Ala Glu Phe lie val Gly Gly Lys 
1 5 10 15 

Tyr Lys Leu Val Arg Lys lie Gly Ser Gly Ser Phe Gly Asp lie Tyr 
20 25 30 

Leu Ala lie Asn lie Thr Asn Gly Glu Glu val Ala Leu Lys Leu Glu 
35 40 45 
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Ser Gin Lys Ala Arg His Pro Gin Leu Leu Tyr Glu Ser Lys Leu Tyr 
50 55 60 

Lys lie Leu Gin Gly Gly val Gly lie Pro His lie Arg Trp Tyr Gly 
65 70 75 80 

Gin Glu Lys Asp Tyr Asn val Leu val Met Asp Leu Leu Gly Pro Ser 
85 90 95 

Leu Glu Asp Leu Phe Asn Phe Cys Ser Arg Arg Phe Thr Met Lys Thr 
100 105 w 110 

val Leu Met Leu Ala Asp Gin Met lie Ser Arg lie Glu Tyr Val His 
115 120 ~ 125 

Thr Lys Asn Phe lie His Arg Asp lie Lys Pro Asp Asn Phe Leu Met 
130 135 140 

Gly lie Gly Arg His Cys Asn Lys Leu Phe Leu lie Asp Phe Gly Leu 
145 ~ 150 155 160 

Ala Lys Lys Tyr Arg Asp Asn Arg Thr Arg Gin His lie Pro Tyr Arg 
165 170 175 

Glu Asp Lys Asn Leu Thr Gly Thr Ala Arg Tyr Ala Ser He Asn Ala 
180 185 190 

His Leu Gly lie Glu Gin ser Arg Arg Asp Asp Met Glu Ser Leu Gly 
195 200 205 

Tyr Val Leu Met Tyr Phe Asn Arg Thr ser Leu Pro Trp Gin Gly Leu 
210 215 220 

Lys Ala Ala Thr Lys Lys Gin Lys Tyr Glu Lys lie Ser Glu Lys Lys 
225 230 235 240 

Met Ser Thr Pro val Glu val Leu Cys Lys Gly Phe Pro Ala Glu Phe 
245 250 255 

Ala Met Tyr Leu Asn Tyr Cys Arg Gly Leu Arg Phe Glu Glu Ala Pro 
260 265 270 

Asp Tyr Met Tyr Leu Arg Gin Leu Phe Arg lie Leu Phe Arg Thr Leu 
275 280 285 

Asn His Gin Tyr Asp Tyr Thr Phe Asp Trp Thr Met Leu Lys Gin Lys 
290 295 300 
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Ala Ala Gin Gin Ala Ala Ser Ser Ser Gly Gin Gly Gin Gin Ala Gin 
305 310 315 320 

Thr Pro Thr Gly Lys Gin Thr Asp Lys Ser Lys Ser Asn Met Lys Gly 
325 330 335 

Phe 

<210> 99 
<211> 332 
<212> DNA 

<213> Drosophila melanogaster 
<400> 99 

gatcagacga tattcggact ccaagcagag cactttgaag gtgagttcgc cggaaaccag 
gcaaagcgcc attcgccatt caggctgcgc aactgttggg aagggcgatc ggtgcgggcc 
tcttcgctat tacgccagct ggcgaaaggg ggatgtgctg caaggcgatt aagttgggta 
acgccagggt tttcccagtc acgacgttgt aaaacgacgg ccagtgccaa gctctgctgc 
tctaaacgac gcatttcgta ctccaaagta cgaatttttt ccctcaagct cttattttca 
ttaaacaatg aacaggacct aacgccacag ta 



<210> 100 
<211> 1861 
<212> DNA 

<213> Drosophila melanogaster 
<400> 100 

gtaaatgttg tttaccaacg taacgcgtgt 
attttggatg ctggccaaga gatagcgcag 
tcactgggtc ggtcaggggt cacgggttat 
atctcagcgc cggcgactct tctcactttg 
caaagacatg cagcgggcgc gctctacact 
ggacctgaac accaaagttg gcaacccggt 
tttaactcgc atcgccgcca aaaaacaacc 
acgatattcg gactccaagc agagcacttt 



tttcgcttcg ttgtattttc ggtgtcgaat 

cgatcgggtc ggaactcttg ggcggactta 

cgttatcgct tatcagccag cggcggcgtc 

cggcagttcc gattcgaacg cagccgttta 

gacacaaaag cttcggtttt gccttagtcg 

taacttcgag actggaaagc ttagcggagc 

atcaccaacg ccattcttac cggcgatcag 

gaagaatatg gccgatcaga aactgctgca 
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aaccccgctg 


gcacagggcg 


atccggagct ggccgagctg atcaagaagg agaaggagcg 


540 


ccagcgcgaa 


ggactcgaga 


tgatcgccag tgagaacttc acctcggtgg cggttctcga 


600 


gagcctgagc 


tcctgcctga 


ccaacaagta ctccgaggga tatcccggca agaggtacta 


660 


cggtggcaac 


gagtacatcg 


accgcataga gctgctcgcc cagcaacgcg gacgcgagct 


720 


gttcaacctg 


gacgatgaga 


agtggggcgt taatgtgcag ccttattccg gatccccggc 


780 


caatctggct 


gtctacacgg 


gcgtctgccg gccccacgat cgcatcatgg gcctggatct 


840 


gcccgatggc 


ggtcacttga 


cgcacggttt cttcacgccc accaagaaga tatcggccac 


900 


atcgatcttc 


ttcgagagca 


tgccgtacaa agtgaacccg gagacgggca tcatcgatta 


960 


cgataagttg 


gcggaggcgg 


cgaagaattt ccggccgcag atcatcattg ctggcatatc 


1020 


gtgctactcc 


cgtctgctgg 


actatgcgcg tttccgacag atttgcgatg atgtgggcgc 


1080 


ctacctgatg 


gccgacatgg 


cccatgtggc gggcattgtg gccgcgggat tgataccatc 


1140 


gccgttcgaa 


tgggccgaca 


ttgtgaccac caccacgcac aagacactgc gaggtccgcg 


1200 


cgccggcgtg 


atcttcttcc 


gcaagggcgt gcgcagcacc aaggccaatg gagacaaggt 


1260 


actctacgat 


ctggaggagc 


gcatcaacca ggcggtgttt ccatcactcc agggtggtcc 


1320 


gcacaacaac 


gccgtggctg 


gcattgccac cgccttcaag caggccaaga gtcccgaatt 


1380 


caaggcctac 


cagacgcagg 


tgctcaagaa tgccaaggcc ctgtgcgatg gcctcatttc 


1440 


gcgaggctat 


caggtggcca 


ccggcggcac cgacgtccat ttggtgctgg tcgatgtgcg 


1500 


taaggctggc 


ctgaccggcg 


ccaaggccga gtacatcctc gaggaggtgg gcatcgcgtg 


1560 


caacaagaac 


actgtgcccg 


gcgacaagtc cgccatgaat ccctccggca tccggctggg 


1620 


cacaccggcc 


c tgaccactc 


gcggccttgc cgagcaggac atcgagcagg tggtggcctt 


iDoU 


catcgatgct 


gccctaaagg 


ttggcgtcca ggcagccaag ctggccggca gtcccaagat 


1740 


aaccgattac 


cacaagacgc 


tggccgagaa tgtggagctc aaggcccagg tggacgagat 


1800 


ccgcaagaat 


gtggcccagt 


tcagcaggaa attcccgctg cccggcctgg agaccctgta 


1860 


g 






1861 



<210> 101 
<211> 537 
<212> PRT 

<213> Drosophila melanogaster 
<400> 101 

Met Gin Arg Ala Arg Ser Thr Leu Thr Gin Lys Leu Arg Phe Cys Leu 
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Sequence listing as filedl.txt 
1 5 10 " 15 

Ser Arg Asp Leu Asn Thr Lys val Gly Asn Pro Val Asn Phe Glu Thr 
20 25 30 

Gly Lys Leu Ser Gly Ala Leu Thr Arg lie Ala Ala Lys Lys Gin Pro 
35 40 45 

Ser Pro Thr Pro Phe Leu Pro Ala lie Arg Arg Tyr Ser Asp Ser Lys 
50 55 60 

Gin Ser Thr Leu Lys Asn Met Ala Asp Gin Lys Leu Leu Gin Thr Pro 
65 70 75 80 

Leu Ala Gin Gly Asp Pro Glu Leu Ala Glu Leu lie Lys Lys Glu Lys 
85 90 95 

Glu Arg Gin Arg Glu Gly Leu Glu Met lie Ala Ser Glu Asn Phe Thr 
100 105 110 

Ser val Ala val Leu Glu Ser Leu Ser ser Cys Leu Thr Asn Lys Tyr 
115 120 125 

Ser Glu Gly Tyr Pro Gly Lys Arg Tyr Tyr Gly Gly Asn Glu Tyr lie 
130 135 ~ 140 

Asp Arg lie Glu Leu Leu Ala Gin Gin Arg Gly Arg Glu Leu Phe Asn 
145 150 155 160 

Leu Asp Asp Glu Lys Trp Gly val Asn val Gin Pro Tyr ser Gly Ser 
165 170 175 

Pro Ala Asn Leu Ala val Tyr Thr Gly val Cys Arg Pro His Asp Arg 
180 185 ~ 190 

lie Met Gly Leu Asp Leu Pro Asp Gly Gly His Leu Thr His Gly Phe 
195 200 205 

Phe Thr Pro Thr Lys Lys lie Ser Ala Thr Ser lie Phe Phe Glu Ser 
210 215 220 

Met Pro Tyr Lys Val Asn Pro Glu Thr Gly lie lie Asp Tyr Asp Lys 
225 230 235 240 

Leu Ala Glu Ala Ala Lys Asn Phe Arg Pro Gin lie lie lie Ala Gly 
245 250 255 
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lie ser Cys Tyr Ser Arg Leu Leu Asp Tyr Ala Arg Phe Arg Gin lie 
260 265 270 

Cys Asp Asp val Gly Ala Tyr Leu Met Ala Asp Met Ala His val Ala 
275 280 285 

Gly lie val Ala Ala Gly Leu He Pro Ser Pro Phe Glu Trp Ala Asp 
290 295 300 

lie val Thr Thr Thr Thr His Lys Thr Leu Arg Gly Pro Arg Ala Gly 
305 310 315 ~ 320 

val lie Phe Phe Arg Lys Gly Val Arg Ser Thr Lys Ala Asn Gly Asp 
325 330 335 

Lys val Leu Tyr Asp Leu Glu Glu Arg lie Asn Gin Ala val Phe Pro 
340 345 350 

Ser Leu Gin Gly Gly Pro His Asn Asn Ala val Ala Gly lie Ala Thr 
355 360 365 

Ala Phe Lys Gin Ala Lys Ser Pro Glu Phe Lys Ala Tyr Gin Thr Gin 
370 375 380 

val Leu Lys Asn Ala Lys Ala Leu Cys Asp Gly Leu lie Ser Arg Gly 
385 390 395 400 

Tyr Gin val Ala Thr Gly Gly Thr Asp val His Leu Val Leu val Asp 
405 410 415 

Val Arg Lys Ala Gly Leu Thr Gly Ala Lys Ala Glu Tyr lie Leu Glu 
420 425 430 

Glu Val Gly lie Ala Cys Asn Lys Asn Thr val Pro Gly Asp Lys Ser 
435 440 445 

Ala Met Asn Pro ser Gly lie Arg Leu Gly Thr Pro Ala Leu Thr Thr 
450 455 460 

Arg Gly Leu Ala Glu Gin Asp lie Glu Gin val val Ala Phe lie Asp 
465 470 475 480 

Ala Ala Leu Lys val Gly Val Gin Ala Ala Lys Leu Ala Gly Ser Pro 
485 490 495 

Lys lie Thr Asp Tyr His Lys Thr Leu Ala Glu Asn Val Glu Leu Lys 
500 505 510 
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Ala Gin val Asp Glu lie Arg Lys Asn val Ala Gin Phe Ser Arg Lys 
515 520 525 

Phe Pro Leu Pro Gly Leu Glu Thr Leu 
530 535 

<210> 102 

<211> 1931 

<212> DNA 

<213> Homo sapiens 



<400> 102 

vj vj \_ ^— y *-*y y 


i_ y \— y u \_ i_ i_ v_ 


v_yciy u i_ y v_- y cl 


tactatactt 


ctctttattt 


u yy y *-yy ^ v - 


60 


QQCCtCtQCfi 
y y v_ \_ v. Ly v.a 


y ay a ^y ^y y y 


Luy l Ly y i. v_ ci 


y y ci uyy ci i_ 


Lcyyy v. i_ \— ci y 


raranraarn 

v.ql. ci y v_ ci. cl \_ y 


120 
j- i- \j 


v, ci y v.^.v, ci y ci v_ 


L^ay yyy 


aaaacaaaca 

yuuy ^uuauu 


oaanctoci^c 
yyyy<- L yy aL 


nance Annan 
a yy v - La yy a y 


uy v_v» uy Lv.yy 


180 


acaataatcc 

timely i_ y ci llv. 


Lyayn *~y ^yy 


y ci y l. Ly v. uyv- 


aaaooaaaaa 

ciyciyyyciycici 


aaacnaaczia 


TaTcataacc 

*~y y Lyy v.v. 


240 




Ly ll i_ V— ciy ci y 


aacttctara 

clci v_ u u V- uy v~ci 


y v.y ciy v- i_ y v_ 


y V- tyy ciyy v_v_ 


ctaaaai' c ft* 

v_ uy y y y ilv. c. 


300 


atctaaacaa 


caaatactca 

^uuu i_ u. ^» i»v-y 


y q. yyy v. v. ci v. v. 


ctaacaaaaa 


atactataaa 

c* i»clv» ci i_ y y y 


oaaacaaaao 

y y ciy v. cl y cl y y 


360 


■taal"aaat*aa 
L yy »-yy c **-y c * 


aa"t"taaQr1"Q 

qq u uyciy v. i. y 


v» v_ y i_ y v_ v_ci y v_ 


y v.v>yyy v.v> i_ i» 


ciaaaflrrttt 

yyaay lv. l. i_ i_ 


aacctaaatc 

yaLv. Lyy cl lv. 


420 




yyy y v. a. c* v_ 




artrr QOfltr 

civ. Lv_v_yy y lv. 


v_ v_ v_ ciy v_ i— clci v_ 


rtaorratrt 

v- Lyy L\_y ll i_ 


480 


acacagccct 


tctgcaacct 


cacgaccgga 


tcatggggct 


ggacctgccc 


gatgggggee 


540 


agtgatctca 


cccacggcta 


catgtctgac 


gtcaagcgga 


tatcagccac 


gtccatcttc 


600 


ttcgagtcta 


tgccctataa 


gctcaacccc 


aaaactggcc 


tcattgacta 


caaccagctg 


660 


gcactgactg 


ctcgactttt 


ccggccacgg 


ctcatcatag 


ctggcaccag 


cgcctatgct 


720 


cgcctcattg 


actacgcccg 


catgagagag 


gtgtgtgatg 


aagtcaaagc 


acacctgctg 


780 


gcagacatgg 


cccacatcag 


tggcctggtg 


gctgccaagg 


tgattccctc 


gectttcaag 


840 


cacgcggaca 


tcgtcaccac 


cactactcac 


aagactcttc 


gaggggecag 


gtcagggctc 


900 


atcttctacc 


ggaaaggggt 


gaaggctgtg 


gaccccaaga 


ctggccggga 


gatcccttac 


960 


acatttgagg 


accgaatcaa 


ctttgccgtg 


ttcccatccc 


tgcagggggg 


cccccacaat 


1020 


catgccattg 


ctgcagtagc 


tgtggcccta 


aagcaggcct 


gcacccccat 


gttcegggag 


1080 


tactccctgc 


aggttctgaa 


gaatgctcgg 


gccatggcag 


atgccctgct 


agagegagge 


1140 


tactcactgg 


tatcaggtgg 


tactgacaac 


cacctggtgc 


tggtggacct 


gcggcccaag 


1200 


ggcctggatg 


gagctcgggc 


tgagcgggtg 


ctagagcttg 


tatccatcac 


tgccaacaag 


1260 


aacacctgtc 


ctggagaccg 


aagtgccatc 


acaccgggcg 
Page 


gcctgcggct 
73 


tggggcccca 


1320 







Sequence listing 


as filedl.txt 




gccttaactt 


ctcgacagtt 


ccgtgaggat 


gacttccgga 


gagttgtgga 


ctttatagat 


1380 


gaaggggtca 


acattggctt 


agaggtgaag 


agcaagactg 


ccaagctcca ggatttcaaa 


1440 


tccttcctgc 


ttaaggactc 


agaaacaagt 


cagcgtctgg 


ccaacctcag 


gcaacgggtg 


1500 


gagcagtttg 


ccagggcctt 


ccccatgcct 


ggttttgatg 


agcattgaag 


gcacctggga 


1560 


aatgaggccc 


acagactcaa 


agttactctc 


cttcccccta 


cctgggccag 


tgaaatagaa 


1620 


agcctttcta 


ttttttggtg 


cgggagggaa 


gacctctcac 


ttagggcaag 


agccaggtat 


1680 


agtctccctt 


cccagaattt 


ntaartnana 


anatrttttr 

ay d LLLLLLL 


tttttccttt 


ttttggtaac 


1740 


aagacttaga 


aggagggccc 


aggcactttc 


tgtttgaacc 


cctgtcatga 


tcacagtgtc 


1800 


agagacgcgt 


cctctttctt 


ggggaagttg 


aggagtgccc 


ttcagagcca gtagcaggca 


1860 


ggggtgggta 


ggcaccctcc 


ttcctgtttt 


tatctaataa 


aatgctaacc 


tgcaaaaaaa 


1920 


aaaaaaaaaa 


a 










1931 



<210> 103 

<211> 474 

<212> PRT 

<213> Homo sapiens 

<400> 103 

Ala Ala Gin Thr Gin Thr Gly Glu Ala Asn Arg Gly Trp Thr Gly Gin 
1 5 10 15 

Glu Ser Leu Ser Asp Ser Asp Pro Glu Met Trp Glu Leu Leu Gin Arg 
20 25 30 

Glu Lys Asp Arg Gin Cys Arg Gly Leu Glu Leu lie Ala Ser Glu Asn 
35 40 45 

Phe Cys Ser Arg Ala Ala Leu Glu Ala Leu Gly ser Cys Leu Asn Asn 
50 55 60 

Lys Tyr Ser Glu Gly Tyr Pro Gly Lys Arg Tyr Tyr Gly Gly Ala Glu 
65 70 75 ' 80 

val Val Asp Glu lie Glu Leu Leu Cys Gin Arg Arg Ala Leu Glu Ala 
85 90 ~ ~ 95 

Phe Asp Leu Asp Pro Ala Gin Trp Gly val Asn val Gin Pro Tyr ser 
100 105 110 
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Gly Ser Pro Ala Asn Leu Ala val Tyr Thr Ala Leu Leu Gin Pro His 
115 120 125 

Asp Arg lie Met Gly Leu Asp Leu Pro Asp Gly Gly His Leu Thr His 
130 135 140 

Gly Tyr Met Ser Asp Val Lys Arg lie Ser Ala Thr Ser lie Phe Phe 
145 150 155 160 

Glu Ser Met Pro Tyr Lys Leu Asn Pro Lys Thr Gly Leu lie Asp Tyr 
165 170 175 

Asn Gin Leu Ala Leu Thr Ala Arg Leu Phe Arg Pro Arg Leu He lie 
180 185 190 

Ala Gly Thr Ser Ala Tyr Ala Arg Leu lie Asp Tyr Ala Arg Met Arg 
195 200 205 

Glu Val Cys Asp Glu Val Lys Ala His Leu Leu Ala Asp Met Ala His 
210 215 220 

lie Ser Gly Leu Val Ala Ala Lys Val lie Pro ser Pro Phe Lys His 
225 230 235 240 

Ala Asp lie val Thr Thr Thr Thr His Lys Thr Leu Arg Gly Ala Arg 
245 250 255 

Ser Gly Leu lie Phe Tyr Arg Lys Gly val Lys Ala Val Asp Pro Lys 
260 265 270 

Thr Gly Arg Glu lie Leu Tyr Thr Phe Glu Asp Arg lie Asn Phe Ala 
275 280 285 

Val Phe Pro Ser Leu Gin Gly Gly Pro His Asn His Ala lie Ala Ala 
290 295 300 

val Ala val Ala Leu Lys Gin Ala Cys Thr pro Met Phe Arg Glu Tyr 
305 310 315 320 

Ser Leu Gin val Leu Lys Asn Ala Arg Ala Met Ala Asp Ala Leu Leu 
325 330 335 

Glu Arg Gly Tyr ser Leu Val Ser Gly Gly Thr Asp Asn His Leu val 
340 345 350 

Leu Val Asp Leu Arg Pro Lys Gly Leu Asp Gly Ala Arg Ala Glu Arg 
355 360 365 

Page 75 



Sequence listing as filedl.txt 



val Leu Glu Leu val Ser lie Thr Ala Asn Lys Asn Thr Cys Pro Gly 
370 375 380 

Asp Arg Ser Ala He Thr Pro Gly Gly Leu Arg Leu Gly Ala Pro Ala 
385 390 ' 395 400 

Leu Thr Ser Arg Gin Phe Arg Glu Asp Asp Phe Arg Arg val Val Asp 
405 410 ~ 415 

Phe lie Asp Glu Gly Val Asn lie Gly Leu Glu val Lys Ser Lys Thr 
420 425 430 

Ala Lys Leu Gin Asp Phe Lys Ser Phe Leu Leu Lys Asp Ser Glu Thr 
435 440 445 

Ser Gin Arg Leu Ala Asn Leu Arg Gin Arg Val Glu Gin Phe Ala Arg 
450 455 460 

Ala Phe Pro Met Pro Gly Phe Asp Glu His 
465 470 

<210> 104 

<211> 511 

<212> DNA 

<213> Drosophila melanogaster 



<220> 

<221> mi sc_f eature 

<222> 455, 463, 466, 477, 480, 481, 486, 487, 490, 493 

<223> n is a or c or g or t 

<220> 

<221> mi sc_f eature 

<222> 496, 498, 504, 507 

<223> n is a or c or g or t 

<400> 104 

gacaggagca gctcggaacg gacaggaaaa gcaggagact aaacagtaag caataaattg 
atttggcgta tagtagctta caccaaagta catatattgc cgcatatata gccagccggt 
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cacttgcgga tcagccaacg tcctgggccc caaggcgata gataccacga taaggagata 180 

cagcgatacc accaatcatt agcaggcgac aacgacacat ccgcatccgc agaagatgtc 240 

caacggcaag gcgacggtct cgttcttcga gaccgggagc accaaacagt tcgagtactg 300 

ctaccagctc tatccccagg ttcttaagct aaaggccgag aagcgcaact gttgggaagg 360 

gcgatcggtg cgggcctctt cgctattacg ccagctggcg aaagggggat gtgctgcaag 420 

gcgattaagt tgggtaacgc cagggttttc ccagncacga cgntgnaaaa cgacggncan 480 

ngccannctn tgntgntnta aacnacncat t 511 

<210> 105 

<211> 2280 

<212> DNA 

<213> Drosophila melanogaster 



<400> 105 

a. y ci i_ a. y a. a. v_ y 


araartrrta 

Cl v_ d Cl V_ LV.V. Ly 




gtcgtcgttc gtcattccca tattcgcttc 


60 


i_ v-y ia i_ i_ v_ v- 






ccaattccca attcccgtca 


cacgagttag 


120 


cagcacatcg 


cacagctgca 


tcgctccgct 


ccgatccttt ttaatttttt 


gttgtgcctt 


180 


cggtggcgtg 


ctcatttcga 


gaacagagta 


accccttttt atttgtcagt 


tgtcaacggc 


240 


gcccctgcag 


gcagaaagca 


gaaactgaaa 


cagcagagga agaagaagaa 


gcagcacagc 


300 


acgggcacag 


cacgaagcac 


gcagcacagc 


acaagcacag aggcgaagcg 


aagcaaagca 


360 


aagcagaggc 


aacacagaaa 


aacagcaaag 


cattggagta gttgtttgga 


tgtggacgga 


420 


aaggaagact 


ggcggcgact 


aactaaaagc 


agtacgttga caggagcagc 


tcggaacgga 


480 


caggaaaagc 


aggagactaa 


acaccagccg 


gtcacttgcg gatcagccaa 


cgtcctgggc 


540 


cccaaggcga 


tagataccac 


gataaggaga 


tacagcgata ccaccaatca 


ttagcaggcg 


600 


acaacgacac 


atccgcatcc 


gcagaagatg 


tccaacggca aggcgacggt 


ctcgttcttc 


660 


gagaccggga 


gcaccaaaca 


gttcgagtac 


tgctaccagc tctatcccca ggttcttaag 


720 


ctaaaggccg 


agaagcgctg 


caagaagccg 


caagagctga tccgcctgga tcagtggtat 


780 


cagaatgaac 


tgcccaaatt 


gattaaggca 


cgcggcaagg acgcgcatat 


ggtatacgat 


840 


gagctcgtcc 


agtcgatgaa 


gtggaagcag 


tcgcgcggca aattctatcc gcagctatcc 


900 


tacctggtca 


aggtcaacac 


accgcgcgcc 


gtcatccagg agacaaagaa ggccttccgc 


960 


aagctgccca 


atctggagca 


ggcgatcaca 


gctttatcga acctcaaggg 


cgttggcacc 


1020 


acaatggcca 


gtgcactgct 


ggcagccgca 


gctcccgatt cggcaccatt 


catggccgac 


1080 


gagtgcctga 


tggccatacc 


agagatcgag 


ggcatcgatt acaccaccaa ggagtacctc 
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Sequence listing 


as filedl.txt 




aacttcgtca 


atcacattca 


ggccaccgtg 


gagcgcctca 


atgcggaggt 


gggcggggat 


1200 


acgccgcact 


ggtcgcctca 


tcgcgtggag 


ctggccctct 


ggtcacacta 


tgtggccaat 


1260 


gatctcagtc 


ccgagatgct 


cgacgatatg 


ccgccgcctg 


gatccggcgc 


ctccactggc 


1320 


accggttcac 


tcagcacaaa 


cggcaacagc 


agcaaggtgc 


tcgatggcga 


cgataccaac 


1380 


gatggtgtgg 

7 7 7 7 ZJ ZJ 


gtgttgattt 


ggacgacgaa 


agccaaggag 


caggcggtcg 


caacactgct 


1440 


acagaatcgg 


agacagagaa 


tgagaacacc 


aacccggctg 


ctctgacgcc 


tctacagtcg 


1500 


qqcqaqqcca 

ZJ ZJ ZJ ZJ ZJ 


agaacaacgc 


agctgccgtt 


ggcgccgccc 


tgcaggacgg 


tgactccaac 


1560 


tttgtttcga 


acgattccac 


ctcccaggag 


ccgatcatcg 


atgacaacga 


tggcaccaca 


1620 


cagacaacgg 


ccaccacttc 


cacagaggac 


ggtgagccca 


tcgccctaga 


cattggcatt 


1680 


ggcatcggtt 


cgagtggaac 


accgctcgcc 


tcggactctg 


aaagcaatca 


ggaggcgccg 


1740 


cccaagacca 


acagcctgcc 


catcctgact 


cccacacagc 


actcgagcca 


gaatcagaat 


1800 


caaaagcagt 


cgccgagcca 


gccccacaaa 


actaacaatt 


cgatcaccaa 


caacggtcag 


1860 


cctgctcctt 


tggcagaaga 


ggaagcggtt 


acagcagcac 


cacagccagc 


cagcaaagcg 


1920 


actgcagcac 


cagccaatgg 


aaatggtaac 


gggaacggcg 


tcctgggcga 


cgaggatgag 


1980 


qatqaqqcqq 

7""* 7 7 7 ZJ ZJ 


aqqacqaqqa 


ggaagatgag 


ctggacgagg 


aggaggataa 


taaaacaaaa 


2040 


ctagaggctg 


acgagagcaa 


tagcagcaac 


ggcattgtga 


gggacagtaa 


actgcagcag 


^XUU 


ctggcggcga 


acaaggcggt 


ggatgcggtt 


tcaccggtag 


cagcgggtgc 


agactcggca 


2160 


ccagccattg 


gacagaagcg 


tactgccctg 


cactgcgata 


tggagctgaa 


gaacgccggc 


2220 


ggagtgggtg 


tgggcgtggg 


ggagaagtca 


ccggatctaa 


agaaactgcg 


cagcgaatga 


2280 



<210> 106 
<211> 550 
<212> PRT 

<213> Drosophila melanogaster 
<400> 106 

Met Ser Asn Gly Lys Ala Thr val Ser Phe Phe Glu Thr Gly Ser Thr 
15 10 15 

Lys Gin Phe Glu Tyr cys Tyr Gin Leu Tyr Pro Gin val Leu Lys Leu 
20 25 30 

Lys Ala Glu Lys Arg cys Lys Lys Pro Gin Glu Leu lie Arg Leu Asp 
35 40 45 
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Gin Trp Tyr Gin Asn Glu Leu Pro Lys Leu lie Lys Ala Arg Gly Lys 
50 55 60 

Asp Ala His Met Val Tyr Asp Glu Leu val Gin Ser Met Lys Trp Lys 
65 70 75 80 

Gin Ser Arg Gly Lys Phe Tyr Pro Gin Leu Ser Tyr Leu Val Lys val 
85 90 95 

Asn Thr Pro Arg Ala Val lie Gin Glu Thr Lys Lys Ala Phe Arg Lys 
100 105 110 

Leu Pro Asn Leu Glu Gin Ala lie Thr Ala Leu Ser Asn Leu Lys Gly 
115 120 125 

val Gly Thr Thr Met Ala Ser Ala Leu Leu Ala Ala Ala Ala Pro Asp 
130 135 140 

Ser Ala Pro Phe Met Ala Asp Glu Cys Leu Met Ala lie Pro Glu lie 
145 150 155 160 

Glu Gly lie Asp Tyr Thr Thr Lys Glu Tyr Leu Asn Phe val Asn His 
165 170 175 

lie Gin Ala Thr val Glu Arg Leu Asn Ala Glu Val Gly Gly Asp Thr 
180 " 185 190 

Pro His Trp Ser Pro His Arg val Glu Leu Ala Leu Trp Ser His Tyr 
195 200 205 

val Ala Asn Asp Leu Ser Pro Glu Met Leu Asp Asp Met Pro Pro Pro 
210 215 220 

Gly Ser Gly Ala Ser Thr Gly Thr Gly Ser Leu ser Thr Asn Gly Asn 
225 230 235 240 

Ser Ser Lys Val Leu Asp Gly Asp Asp Thr Asn Asp Gly val Gly val 
245 250 255 

Asp Leu Asp Asp Glu Ser Gin Gly Ala Gly Gly Arg Asn Thr Ala Thr 
260 265 270 

Glu Ser Glu Thr Glu Asn Glu Asn Thr Asn Pro Ala Ala Leu Thr Pro 
275 280 285 

Leu Gin Ser Gly Glu Ala Lys Asn Asn Ala Ala Ala Val Gly Ala Ala 
290 295 300 
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Leu Gin Asp Gly Asp Ser Asn Phe val Ser Asn Asp Ser Thr Ser Gin 
305 310 315 320 

Glu Pro lie lie Asp Asp Asn Asp Gly Thr Thr Gin Thr Thr Ala Thr 
325 330 335 

Thr Ser Thr Glu Asp Gly Glu Pro lie Ala Leu Asp lie Gly lie Gly 
340 345 350 

lie Gly Ser Ser Gly Thr Pro Leu Ala Ser Asp Ser Glu Ser Asn Gin 
355 360 365 

Glu Ala Pro Pro Lys Thr Asn ser Leu Pro lie Leu Thr Pro Thr Gin 
370 * 375 380 

His Ser Ser Gin Asn Gin Asn Gin Lys Gin Ser Pro Ser Gin Pro His 
385 390 395 400 

Lys Thr Asn Asn Ser lie Thr Asn Asn Gly Gin Pro Ala Pro Leu Ala 
405 410 415 

Glu Glu Glu Ala Val Thr Ala Ala Pro Gin Pro Ala Ser Lys Ala Thr 
420 425 430 

Ala Ala Pro Ala Asn Gly Asn Gly Asn Gly Asn Gly val Leu Gly Asp 
435 440 445 

Glu Asp Glu Asp Glu Ala Glu Asp Glu Glu Glu Asp Glu Leu Asp Glu 
450 455 460 

Glu Glu Asp Asn Glu Ala Glu Leu Glu Ala Asp Glu Ser Asn Ser Ser 
465 470 475 480 

Asn Gly lie Val Arg Asp Ser Lys Leu Gin Gin Leu Ala Ala Asn Lys 
485 490 495 

Ala val Asp Ala val ser Pro val Ala Ala Gly Ala Asp Ser Ala Pro 
500 505 510 

Ala lie Gly Gin Lys Arg Thr Ala Leu His Cys Asp Met Glu Leu Lys 
515 520 525 

Asn Ala Gly Gly Val Gly Val Gly Val Gly Glu Lys ser Pro Asp Leu 
530 535 540 

Lys Lys Leu Arg ser Glu 
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550 



<210> 107 

<211> 2023 

<212> DNA 

<213> Drosophila 



melanogaster 



<400> 107 
acctqtcaat 


ttaactatat 


aaatacataa 


caaactaaaa 

V» W X* LA LA IA LA 


aaaacccaac 

LA LA LA LA \w V LA LA V- 


aacaacacta 


60 


taaaaattcg 


atttgtgtgc 


tatacaaaca 


acaacaaaaa 


caaacaaatt 

X* LJ LA \A L— LA L*J LA L> L> 


tttaacaaat 

w v ^yy vuuu v. 


120 


agtgagcgat 


tatcaaatta 


agtaaataca 


acaaacaaca 


aaaacacaac 

yuyuv.av.yyi- 


cacaacaaca 

v>y v>uy v.ay v.a 


180 

-LL» V/ 


gcagcattaa 


cacagtacgt 


tgacaggagc 


aactcaaaac 

fcAM ^— L* V* ^A LA LA LA V* 


aaacaaaaaa 

Vj LA LA Lj la la la la la la 


aacaaaaaac 

LA LA X* LA Vj LA LA LA LA 


240 


taaacaccaa 


ccaatcactt 


acaaatcaac 


caacatxcta 

v. ci.ci.v_y ll^. l y 


yy v-v.v.v.uuyy 


V— y ci Layu cuv. 


300 


cacgataagg 


agatacagcg 


ataccaccaa 

IA V* V* V* V* LA V* V« LA LA 


tcattiaacaa 

v- v.u w v> uy *»**y 


acaacaacaa 

y v* y \*k v>uu\»yu 


cacatccaca 

v. u v. u v_ v. v. y lu 


360 


tccacaaaaa 

V* V* V* LA V* LA \$ LA^A^J 


atatccaaca 

LA V_ LA I. \— X* U LA LA 


acaaaacaac 

y *~ y y ~y **^» 


aa"tc1"ca1"l"c 

y y i- v. iw v.. y l lv. 


i_ i. V- y cl y civ_ v- y 


yyuyv.uv_v.uu 


420 


acaattcaaa 


tactactacc 


aactctatcc 


ccaaaTi"ci"t 

v.v»wyy v. ll l l 


aaactaaaaa 

uuy v- Luuuy y 


r coaaaaaro 

wyayaay vy 


480 


ctacaaaaaa 


ccacaaaaac 

^« ~y y y 


taatccacct 

l y u v.v. l 


y y a l v. ay Lyy 


L.a i_ v_ciy au w y 


aar1~arrraa 

uu v. l. y v. v. v. u u 


540 


attaattaaa 

V* L. W LA LA L. J^LALALA 


acacacaaca 


aaaacacaca 


tataatatac 

l u Ly y lu l u v. 


y ci Lyuyv. v. v-y 


trraatraat 

v. v. v. uy LLyai 


600 


gaagtggaag 


caatcacaca 

v«*lala; \— la V— la; V— \md 


acaaattcTa 


"tccacaacta 

v. V— v— y uuu V- L u 


v. v_ v_ \_ ci v_ v_ Ly y 


■tcaaaalTaa 

v. muy y v. v. u u 


660 


cacaccgcgc 


accatcatcc 

%A X- ^— LA W V— LA *w V* V» 


aaaaaacaaa 


aaaaaccttc 

y *-* y y *- *- 


v_y v.aay v. Ly v. 


ccaatctaaa 

v. v. uu v. v. Ly y u 


720 


gcaggcgatc 


acaactttat 

LAX»LALAX* w w LA W 


caaacctcaa 




accacaataa 


v>Luy Ly v. u v. l 


780 

1 L» V/ 


actaacaacc 


gcagctcccg 


attcaacacc 


attcataacc 


oacoaa"tacc 

yuv>yuu i_y v.v_ 


"taataaccat 

l y u i_ y y v> v-u l 


840 


accagagatc 


gagggcatcg 


attacaccac 


caaggagtac 


ctcaacttcg 


tcaatcacat 


900 


tcaggccacc 


gtggagcgcc 


tcaatgcgga 


ggtgggcggg 


gatacgccgc 


actggtcgcc 


960 


tcatcgcgtg 


gagctggccc 


tctggtcaca 


ctatgtggcc 


aatgatctca 


gtcccgagat 


1020 


gctcgacgat 


atgccgccgc 


ctggatccgg 


cgcctccact 


ggcaccggtt 


cactcagcac 


1080 


aaacggcaac 


agcagcaagg 


tgctcgatgg 


cgacgatacc 


aacgatggtg 


tgggtgttga 


1140 


tttggacgac 


gaaagccaag 


gagcaggcgg 


tcgcaacact 


gctacagaat 


cggagacaga 


1200 


gaatgagaac 


accaacccgg 


ctgctctgac 


gcctctacag 


tcgggcgagg 


ccaagaacaa 


1260 


cgcagctgcc 


gttggcgccg 


ccctgcagga 


cggtgactcc 


aactttgttt 


cgaacgattc 


1320 


cacctcccag 


gagccgatca 


tcgatgacaa 


cgatggcacc 


acacagacaa 


cggccaccac 


1380 


ttccacagag 


gacggtgagc 


ccatcgccct 


agacattggc 


attggcatcg 


gttcgagtgg 


1440 


aacaccgctc 


gcctcggact 


ctgaaagcaa 


tcaggaggcg ccgcccaaga 
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ccaacagcct 


1500 







Sequence listing 


as filedl.txt 




gcccatcctg 


actcccacac 


agcactcgag 


ccagaatcag 


aatcaaaagc 


agtcgccgag 


1560 


ccagccccac 


aaaactaaca 


attcgatcac 


caacaacggt 


cagcctgctc 


ctttggcaga 


1620 


agaggaagcg 


gttacagcag 


caccacagcc 


agccagcaaa 


gcgactgcag 


caccagccaa 


1680 


tggaaatggt 


aacgggaacg 


gcgtcctggg 


cgacgaggat 


gaggatgagg 


cggaggacga 


1740 


ggaggaagat 


gagctggacg 


aqqaqqaqqa 


taatgaggcg 


qaqctaqaqq 


ctqacqaqaq 


1800 


Cdd LdyCdyC 


-» -~\ f~ (-A r~\ t i -t~ -t~ /"i 

aacggcd l T.g 


tgagggacag 


taaactgcag 


cagctggcgg 


cgaacaaggc 


JLobU 


ggtggatgcg 


gtttcaccgg 


tagcagcggg 


tgcagactcg 


gcaccagcca 


ttggacagaa 


1920 


gcgtactgcc 


ctgcactgcg 


atatggagct 


gaagaacgcc 


ggcggagtgg 


gtgtgggcgt 


1980 


gggggagaag 


tcaccggatc 


taaagaaact 


gcgcagcgaa 


tga 




2023 



<210> 108 

<211> 550 

<212> PRT 

<213> Drosophila melanogaster 



<400> 108 

Met Ser Asn Gly Lys Ala Thr val Ser Phe Phe Glu Thr Gly Ser Thr 
1 5 10 15 

Lys Gin Phe Glu Tyr cys Tyr Gin Leu Tyr Pro Gin val Leu Lys Leu 
20 25 30 

Lys Ala Glu Lys Arg Cys Lys Lys Pro Gin Glu Leu lie Arg Leu Asp 
35 ~ 40 45 

Gin Trp Tyr Gin Asn Glu Leu Pro Lys Leu lie Lys Ala Arg Gly Lys 
50 55 60 

Asp Ala His Met Val Tyr Asp Glu Leu val Gin Ser Met Lys Trp Lys 
65 70 75 80 

Gin Ser Arg Gly Lys Phe Tyr Pro Gin Leu Ser Tyr Leu val Lys Val 
85 90 95 

Asn Thr Pro Arg Ala Val lie Gin Glu Thr Lys Lys Ala Phe Arg Lys 
100 105 110 

Leu Pro Asn Leu Glu Gin Ala lie Thr Ala Leu Ser Asn Leu Lys Gly 
115 120 125 
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Sequence listing as filedl.txt 

val Gly Thr Thr Met Ala Ser Ala Leu Leu Ala Ala Ala Ala Pro Asp 
130 135 140 

Ser Ala Pro Phe Met Ala Asp Glu Cys Leu Met Ala lie Pro Glu lie 
145 150 155 160 

Glu Gly lie Asp Tyr Thr Thr Lys Glu Tyr Leu Asn Phe val Asn His 
165 170 175 

lie Gin Ala Thr val Glu Arg Leu Asn Ala Glu val Gly Gly Asp Thr 
180 ~ 185 190 

Pro His Trp Ser Pro His Arg Val Glu Leu Ala Leu Trp ser His Tyr 
195 200 205 

Val Ala Asn Asp Leu Ser Pro Glu Met Leu Asp Asp Met Pro Pro Pro 
210 215 220 

Gly Ser Gly Ala Ser Thr Gly Thr Gly Ser Leu Ser Thr Asn Gly Asn 
225 230 235 240 

Ser Ser Lys val Leu Asp Gly Asp Asp Thr Asn Asp Gly Val Gly Val 
245 250 255 

Asp Leu Asp Asp Glu Ser Gin Gly Ala Gly Gly Arg Asn Thr Ala Thr 
260 265 ~ 270 

Glu Ser Glu Thr Glu Asn Glu Asn Thr Asn Pro Ala Ala Leu Thr Pro 
275 280 285 

Leu Gin Ser Gly Glu Ala Lys Asn Asn Ala Ala Ala val Gly Ala Ala 
290 295 300 

Leu Gin Asp Gly Asp Ser Asn Phe val Ser Asn Asp Ser Thr Ser Gin 
305 310 315 320 

Glu Pro lie lie Asp Asp Asn Asp Gly Thr Thr Gin Thr Thr Ala Thr 
325 330 335 

Thr Ser Thr Glu Asp Gly Glu Pro lie Ala Leu Asp lie Gly lie Gly 
340 345 350 

lie Gly Ser Ser Gly Thr Pro Leu Ala Ser Asp Ser Glu Ser Asn Gin 
355 360 365 



Glu Ala Pro Pro Lys Thr Asn Ser Leu Pro lie Leu Thr Pro Thr Gin 
370 375 380 
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Sequence listing as filedl.txt 



His Ser ser Gin Asn Gin Asn Gin Lys Gin Ser Pro Ser Gin Pro His 
385 390 395 400 

Lys Thr Asn Asn Ser lie Thr Asn Asn Gly Gin Pro Ala Pro Leu Ala 
405 410 415 

Glu Glu Glu Ala val Thr Ala Ala Pro Gin Pro Ala Ser Lys Ala Thr 
420 425 430 

Ala Ala Pro Ala Asn Gly Asn Gly Asn Gly Asn Gly Val Leu Gly Asp 
435 440 445 

Glu Asp Glu Asp Glu Ala Gl u Asp Gl u Glu Glu Asp Glu Leu Asp Glu 
450 455 460 

Glu Glu Asp Asn Glu Ala Glu Leu Glu Ala Asp Glu Ser Asn Ser ser 
465 470 475 480 

Asn Gly lie Val Arg Asp Ser Lys Leu Gin Gin Leu Ala Ala Asn Lys 
485 490 495 

Ala val Asp Ala val Ser Pro val Ala Ala Gly Ala Asp Ser Ala Pro 
500 505 510 

Ala lie Gly Gin Lys Arg Thr Ala Leu His Cys Asp Met Glu Leu Lys 
515 520 525 

Asn Ala Gly Gly val Gly val Gly val Gly Glu Lys Ser Pro Asp Leu 
530 535 540 

Lys Lys Leu Arg Ser Glu 
545 550 

<210> 109 

<211> 740 

<212> DNA 

<213> Drosophila melanogaster 



<220> 

<221> misc_feature 
<222> 

3, 8, 11, 40, 41, 48, 49, 66, 70, 76, 78, 81, 96, 100 
<223> n is a or g or c or t 
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Sequence listing as filedl.txt 

<220> 

<221> misc_feature 
<222> 

106, 114, 120, 121, 124, 154, 176, 178, 179, 185 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 
<222> 

186, 192, 197, 215, 218, 235.. 237, 251, 256, 268 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 
<222> 

287, 294, 307, 309, 310, 313, 314, 320, 321, 329 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 
<222> 

333.-335, 337, 339, 344, 346, 350, 359, 369, 370, 372 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 
<222> 

374, 375, 382, 422, 442.. 445, 453, 461.. 464, 473, 475.. 481 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 
<222> 

486, 491, 492, 494, 506, 518, 540, 545, 568, 569, 574 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 
<222> 

575, 597, 609, 610, 618, 623, 629, 632, 640, 644, 645 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 
<222> 

650, 660, 663, 664, 667, 682, 687, 688, 693.. 695 
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Sequence listing as filedl.txt 
<223> n is a or g or c or t 

<220> 

<221> misc_feature 
<222> 

703, 704, 719, 725, 727, 733, 734 
<223> n is a or g or c or t 



<400> 109 
ctncatgntg 


naggagacaa 


ggcgttctat 


attatatagn 


ngattttnnt 


gtatataaag 


60 


gaaganctgn 


gctaangnaa 


naggcatctc 


gatgantttn 


ataatnaggg 


caantggtan 


120 


naanggttta 


tgccaaagta 


ttacacacca gggntgggca 


caacagatct 


taactnanna 


180 


taggnnattg 


gnataanctt 


aaatttgtaa gattntgnaa taatatagta 


gagannntca 


240 


atacgcatta 


ntaatngtga 


cgatcccnag 


cataaactca 


aaaaaanctt 


atanttttat 


300 


aaaggcnann 


ccnnactaan 


naattaaang 


aannncngnc 


gccncnaaan 


gatgattgng 


360 


ctatataann 


anannattga 


tngaggcact 


tatattatta 


taattaaaac 


acttaattat 


420 


tntgtgtgaa 


atgattgcac 


tnnnnattgg 


gcnagagcct 


nnnncgtatt 


ganannnnnn 


480 


natttnggct 


nnanctgtaa 


atatcntaca aactcgtnat tgctaaataa cttttgtatn 


540 


ccccnctggt 


cactctgact 


taaacgtnnt 


tcgnnaaaac 


agcggctgat 


cactgangtt 


600 


ttctcccgnn 


tttcgctntc 


aanccgaant 


anaaacaggn 


gaanntcccn 


gataatttgn 


660 


ggnntanccc 


actgatcaca 


gngcccnngg 


atnnncaagg 


aanngcgatc 


gaaacccgnc 


720 


ctggngnaac 


acnntttccc 










740 



<210> 110 
<211> 664 
<212> DNA 

<213> Drosophila melanogaster 
<400> 110 

caaaaacagc ggctgatcac tgaagttttc tcgtgttttt cgctatcaaa ccgaaataaa 60 
aacagcccaa aatgtccttc gttaagaacg cccgtttgct ggccgcccgc ggcgctcgct 120 
tggcccagaa ccgcagctac tcggatgaga tgaagctgac cttcgccgcc gccaacaaaa 180 
ccttctacga tgccgctgtg gtgcgccaaa tcgatgtgcc ttccttctcg ggatccttcg 240 
gcatcctggc caagcacgtg cccactctgg ctgtcctgaa gcccggcgtt gtccaggtgg 300 
tggaaaacga tggcaagacc ctcaagttct tcgtctccag cggttccgtc accgtcaacg 360 
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Sequence listing as filedl.txt 
aggattcctc cgttcaggtt ctggccgagg aggcccacaa catcgaggac atcgatgcca 420 

atgaggcgcg ccagctgctc gcgaaatacc agtcacagct tagctccgct ggcgacgaca 480 

aggccaaggc ccaggctgcc attgccgtgg aggtcgccga agcgttagtc aaggctgccg 540 

aatagacgta atcaccacac aaccgccacc aataaaccac aatcgatgct ttgtgtctga 600 

aataaataaa aaacataacg atcaccttaa aaagccagag agttatgaaa caataaaaaa 660 

gcga 664 

<210> 111 

<211> 157 

<212> PRT 

<213> Drosophila melanogaster 



<400> 111 

Met Ser Phe Val Lys Asn Ala Arg Leu Leu Ala Ala Arg Gly Ala Arg 
1 5 10 15 

Leu Ala Gin Asn Arg Ser Tyr ser Asp Glu Met Lys Leu Thr Phe Ala 
20 25 30 

Ala Ala Asn Lys Thr Phe Tyr Asp Ala Ala Val Val Arg Gin lie Asp 
35 40 45 

Val Pro Ser Phe Ser Gly Ser Phe Gly lie Leu Ala Lys His val Pro 
50 55 60 

Thr Leu Ala val Leu Lys Pro Gly val Val Gin Val val Glu Asn Asp 
65 70 75 80 

Gly Lys Thr Leu Lys Phe Phe Val Ser Ser Gly Ser Val Thr Val Asn 
85 90 95 

Glu Asp Ser Ser val Gin Val Leu Ala Glu Glu Ala His Asn lie Glu 
100 105 110 

Asp lie Asp Ala Asn Glu Ala Arg Gin Leu Leu Ala Lys Tyr Gin Ser 
115 120 125 

Gin Leu Ser Ser Ala Gly Asp Asp Lys Ala Lys Ala Gin Ala Ala He 
130 135 140 

Ala val Glu val Ala Glu Ala Leu val Lys Ala Ala Glu 
145 150 155 
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Sequence listing as filedl.txt 



<210> 112 

<211> 994 

<212> DNA 

<213> Homo sapiens 



<400> 112 
gtcctcctcg 


ccctccaggc 


cgcccgcgcc 


gcgccggagt ccgctgtccg ccagctaccc 


60 


gcttcctgcc 


gcccgccgct 


gccatgctgc 


ccgccgcgct gctccgccgc ccgggacttg 


120 


gccgcctcgt 


ccgccacgcc 


cgtgcctatg 


ccgaggccgc cgccgccccg gctgccgcct 


180 


ctggccccaa 


ccagatgtcc 


ttcaccttcg 


cctctcccac gcaggtgttc ttcaacggtg 


240 


ccaacgtccg 


gcaggtggac 


gtgcccacgc 


tgaccggagc cttcggcatc ctggcggccc 


300 


acgtgcccac 


gctgcaggtc 


ctgcggccgg 


ggctggtcgt ggtgcatgca gaggacggca 


360 


ccacctccaa 


atactttgtg 


agcagcggtt 


ccatcgcagt gaacgccgac tcttcggtgc 


420 


agttgttggc 


cgaagaggcc 


gtgacgctgg 


acatgttgga cctgggggca gccaaggcaa 


480 


acttggagaa 


ggcccaggcg 


gagctggtgg 


ggacagctga cgaggccacg cgggcagaga 


540 


tccagatccg 


aatcgaggcc 


aacgaggccc 


tggtgaaggc cctggagtag gcggtgcgta 


600 


cccggtgtcc 


cgaggcccgg 


ccaggggctg 


ggcagggatg ccaggtgggc ccagccagct 


660 


cctggggtcc 


cggccacctg 


gggaagccgc 


gcctgccaag gaggccacca gagggcagtg 


720 


caggcttctg 


cctgggcccc 


aggccctgcc 


tgtgttgaaa gctctgggga ctgggccagg 


780 


gaagctcctc 


ctcagctttg 


agctgtggct 


gccacccatg gggctctcct tccgcctctc 


840 


aagatccccc 


cagcctgacg 


ggccgcttac 


catcccctct gccctgcaga gccagccgcc 


900 


aaggttgacc 


tcagcttcgg 


agccacctct 


ggatgaactg cccccagccc ccgccccatt 


960 


aaagacccgg 


aagcctgaaa 


aaaaaaaaaa 


aaaa 


994 



<210> 113 

<211> 168 

<212> PRT 

<213> Homo sapiens 

<400> 113 

Met Leu Pro Ala Ala Leu Leu Arg Arg Pro Gly Leu Gly Arg Leu val 
1 5 10 15 
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Sequence listing as filedl.txt 

Arg His Ala Arg Ala Tyr Ala Glu Ala Ala Ala Ala Pro Ala Ala Ala 
20 25 30 

Ser Gly Pro Asn Gin Met Ser Phe Thr Phe Ala Ser Pro Thr Gin Val 
35 40 45 

Phe Phe Asn Gly Ala Asn val Arg Gin Val Asp val Pro Thr Leu Thr 
50 55 60 

Gly Ala Phe Gly lie Leu Ala Ala His Val Pro Thr Leu Gin Val Leu 
65 70 75 80 

Arg Pro Gly Leu val val Val His Ala Glu Asp Gly Thr Thr Ser Lys 
85 90 95 

Tyr Phe Val Ser ser Gly Ser lie Ala Val Asn Ala Asp Ser Ser val 
100 105 110 

Gin Leu Leu Ala Glu Glu Ala Val Thr Leu Asp Met Leu Asp Leu Gly 
115 120 125 

Ala Ala Lys Ala Asn Leu Glu Lys Ala Gin Ala Glu Leu Val Gly Thr 
130 135 140 

Ala Asp Glu Ala Thr Arg Ala Glu lie Gin lie Arg lie Glu Ala Asn 
145 150 155 " 160 

Glu Ala Leu val Lys Ala Leu Glu 
165 

<210> 114 
<211> 4010 
<212> DNA 

<213> Drosophila melanogaster 



<400> 114 

agtttcattc ggggatgctt ggcctatcgc aaggaggatc gcatggatgt gttcgcactg 60 

gccaggcacg agtacattca gccaccgata ccgaaacatg ggcgcggttc gctcaatcag 120 

caacagcagg cgcaacaaca gcagcagcaa caacagcaac agcagcagca acagtcgtcg 180 

acgtcacagg ccaattctac aggccagaca tctttctctg cccacatgtt tggcaatatg 240 

aatcagtcga gttcgtccta gatgagagcg actgcaaaaa aatcggaata aacacggtta 300 

taatatataa gtacaaataa accatatata tgtgtttatg ttatgtatat atacataaag 360 
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Sequence listing 


as filedl.txt 




gaaaataaca 


aggcaaatgt 


gaaaattagt 


gcaaactgaa 


cgaaaagaca 


aaaataaaac 


420 


aaaaggaaac 


ccaaatgtga 


taatattgta 


atataatgtg 


aaaagcaaaa 


cacacacaaa 


480 


tacacaactc 


acgcacttag 


ccacgtatgt 


gtgtgcagaa 


aaatatgcgg 


cgcttaaaaa 


540 


agatgtcccc 


cggcgcccat 


ttgcagatgt 


ccccgcagaa 


cacttcgtcc 


ctaagtcaac 


600 


accatccaca 


tcaacagcaa 


cagttacaac 


ccccacagca 


gcaacaacag 


catttcccta 


660 


accatcacag 


cgcccagcaa 


cagtcgcagc 


agcagcagca 


acaggagcaa 


cagaatcccc 


720 


agcagcaggc 


gcaacagcag 


cagcagatac 


tcccacatca 


acatttgcag 


cacctgcaca 


780 


agcatccgca 


tcagctgcaa 


ctgcatcagc 


agcagcaaca 


acaactccac 


cagcaacagc 


840 


agcaacactt 


ccaccagcag 


tcgctgcaag 


ggctgcatca 


gggtagcagc 


aatccggatt 


900 


cgaatatgag 


cactggctcc 


tcgcatagcg 


agaaggatgt 


caatgatatg 


ctgagtggcg 


960 


gtgcagcaac 


gccaggagct 


gcagcagcag 


cgattcaaca 


gcaacatccc 


gcctttgcgc 


1020 


ccacactggg 


aatgcagcaa 


ccaccgccgc 


ccccacctca 


acactccaat 


aatggaggcg 


1080 


agatgggcta 


cttgtcggca 


ggcacgacca 


cgacgacgtc 


ggtgttaacg 


gtaggcaagc 


1140 


ctcggacgcc 


agcggagcgg 

ZJ zj zj zj zj zj 


aaacggaagc 


gaaaaatgcc 


tccatgtgcc 


actagtgcgg 


1200 


atgaggcggg 


gagtggcggt 


ggctctggcg 


gagcaggagc 


aaccgttgtt 


aacaacagca 


1260 


gcctgaaggg 


caaatcattg 


gcctttcgtg 


atatgcccaa 


ggtaaacatg 


agcctgaatc 


1320 


tgggcgatcg 


tctgggagga 

zj ZJ zj zj zj 


tctgcaggaa 


gcggagtagg 


agccggtggc 


gccggaagcg 


1380 


ggggagqtgg 

~ ZJZJ 


cgctggttcc 


ggttctggaa 


gcggtggcgg 


caaaagcgcc 


cgcctgatgc 


1440 


tgccagtcag 


cgacaacaag 


aagatcaacg 


actatttcaa 


taagcagcaa 


acgggcgtgg 


1500 


gcgtcggtgt 

ZJ ZJ ZJZJ .7 


gccagqtgqt 

ZJ ZJ ZJ *~ ZJZJ 


gcgggaggca 


ataccgctgg 


ccttcgagga 


tcacatacgg 


1560 


gaggtggcag 


caagtcaccc 


tcatccgccc 


agcagcagca 


aacggcggca 


cagcagcagg 


1620 


gaagcggtgt 


tgcgacggga 


ggcagtgcag 


gcggttccgc 


tggcaaccag 


gtgcaagtgc 


1680 


aaacgagcag 


cgcttacgcc 


ctttacccac 


cagctagtcc 


ccaaacccag 


acgtcacagc 


1740 


aacagcagca 


gcagcaaccg 


ggatcagact 


ttcactatgt 


caactccagc 


aaggcgcagc 


1800 


aacaacagca 


gcgtcaacag 


caacagactt 


ccaatcaaat 


ggttcctcca 


cacgtggtcg 


1860 


ttggccttgg 


tggtcatcca 


ctgagcctcg 


cgtccattca 


gcagcagacg 


cccttatccc 


1920 


agcagcaaca 


gcagcaacaa 


cagcagcagc 


aacagcagca 


actgggacca 


ccgaccacat 


1980 


cgacggcctc 


cgtcg tgcca 


acgcatccgc 


atcaactcgg 


atccctggga 


gttgttggga 




tggtcggtgt 


gggtgttggc 


gtgggcgttg 


gagtaaatgt 


gggtgtggga 


ccaccactgc 


2100 


caccaccacc 


gccgatggcc 


atgccagcgg 


ccattatcac 


ttatagtaag 


gccactcaaa 


2160 


cggaggtgtc 


gctgcatgaa 


ttgcaggagc 


gcgaagcgga 


gcacgaatcg 


ggcaaggtga 


2220 



Page 90 



agctagacga 


gatgacacgg 


Sequence listing 
ctgtccgatg aacaaaagtc 


as filedl.txt 
ccaaattgtt ggcaaccaga 


2280 


agacgattga 


ccagcacaag 


tgccacatag 


ccaagtgtat 


tgatgtggtc 


aagaagctgt 


2340 


tgaaggagaa 


gagcagcatc 


gagaagaagg 


aggcgcgaca 


gaagtgcatg 


cagaatcgcc 


2400 


tcaggctcgg 


acagtttgtt 


acccaacgag 


tgggcgccac 


attccaggag 


aactggacgg 


2460 


acggctatgc 


gttccaggag 


ctgagtcggc 


ggcaagaaga 


aataaccgct 


gagcgtgaag 


2520 


agatagatcg 


gcagaaaaag 


cagctgatga 


aaaagcgtcc 


ggcggagtcc 


ggacgcaagc 


2580 


gcaacaacaa 


cagtaaccag 


aacaaccagc 


agcagcagca 


acagcaacac 


cagcaacagc 


2640 


agcagcaaca 


aaattccaac 


tcgaacgatt 


ccacgcagct 


gacgagcgga 


gttgttaccg 


2700 


gtccaggcag 


tgatcqtgtg 

7 7 7 7 


agcgtaagcg 


tcgacagcgg 


attgggtggc 


aataatgcgg 


2760 


gcgcgatcgg 

3 3 3 77 


tggcggaacc 


gttggtggtg 


gcgttggagg 


tggtggtgtt 


ggaggcggtg 


2820 


gtgtcqgagg 

7 7 7 7 77 


cggcggtgga 


cgtggacttt 


ctcgcagcaa 


ttcgacgcag 


gccaatcagg 


2880 


ctcaattgct 


gcacaacggc 


ggtggtggtt 


cgggcggcaa 


tgtcggcaac 


tcgggcggcg 


2940 


ttggcgaccg 


cttgtcagat 


cgaggaggag 


gaggtggcgg 


catcggcgga 


aacgatagcg 


3000 


gcagctgctc 

7 7 7 


ggactcgggc 


actttcctga 


agccagaccc 


cgtatcgggt 


gcctacacag 


3060 


cgcaggagta 


ttacgagtac 


gatgagatcc 


tcaagttgcg 


acaaaatgcc 


ctcaaaaagg 


3120 


aggacgccga 


cctgcagctg 


gagatggaga 


agctggagcg 


ggagcgcaat 


ctgcacatcc 


3180 


gagagctcaa 

7 3 7 


gcggattctt 


aacgaggatc 


agtcccgctt 


taacaatcat 


cccgtgctga 


3240 


atgatcgcta 


tcttctgttg 


atgctcctgg 


gcaagggcgg 


cttctcagag 


gtccacaagg 


3300 


ccttcgacct 


gaaggagcaa 


cgctatgtcg 


catgtaaggt 


gcaccaatta 


aacaaggatt 


3360 


qqaaqqaqqa 

777777 


taagaaagct 


aattatatca 


aacacgcttt 


gcgggaatac 


aacattcaca 


3420 


aggcactgga 


tcatccgcgg 


gtcgtcaagc 


tatacgatgt 


cttcgagatc 


gatgcgaatt 


3480 


ccttttgcac 


agtgctcgaa 


tactgtgatg 


gccacgatct 


ggacttctat 


ttgaagcaac 


3540 


ataagactat 


acccgagcgt 


gaagcgcgct 


cgataataat 


gcaggttgta 


tctgcactca 


3600 


agtatctaaa 


tgagattaag 


cctccagtta 


tccactacga 


tctgaagccc 


ggcaacattc 


3660 


tgcttaccga 


gggcaacgtc 

7 7 7 7 


tgcggcgaga 


ttaagatcac 


cgacttcggt 


ctgtcaaagg 


3720 


tgatggacga 


cgagaattac 


aatcccgatc 


acggcatgga 


tctgacctct 


cagggggcgg 


3780 


gaacctactg 


gtatctgcca 


cccgagtgct 


ttgtcgtggg 


caaaaatccg 


ccgaaaatct 




cctccaaagt 


ggacgtatgg 


agtgtgggtg 


ttatcttcta 


ccagtgtctg 


tacggcaaaa 


3900 


agcccttcgg 


tcacaatcag 


tcgcaggcca 


cgattctcga 


ggagaatacg 


atcctgaagg 


3960 


ccaccgaagt 


gcagttctcc 


aacaagccaa 


ccgtttctaa 


cgaggccaag 




4010 



<210> 115 



Page 91 



Sequence listing as filedl.txt 

<211> 1168 
<212> PRT 

<213> Drosophila melanogaster 



<400> 115 

Met Cys val Gin Lys Asn Met Arg Arg Leu Lys Lys Met Ser Pro Gly 
1 5 10 15 

Ala His Leu Gin Met Ser Pro Gin Asn Thr Ser Ser Leu Ser Gin His 
20 25 30 

His Pro His Gin Gin Gin Gin Leu Gin Pro Pro Gin Gin Gin Gin Gin 
35 40 45 

His Phe Pro Asn His His Ser Ala Gin Gin Gin Ser Gin Gin Gin Gin 
50 55 60 

Gin Gin Glu Gin Gin Asn Pro Gin Gin Gin Ala Gin Gin Gin Gin Gin 
65 70 75 80 

lie Leu Pro His Gin His Leu Gin His Leu His Lys His Pro His Gin 
85 90 95 

Leu Gin Leu His Gin Gin Gin Gin Gin Gin Leu His Gin Gin Gin Gin 
100 105 110 

Gin His Phe His Gin Gin Ser Leu Gin Gly Leu His Gin Gly Ser ser 
115 120 125 

Asn Pro Asp Ser Asn Met Ser Thr Gly Ser Ser His Ser Glu Lys Asp 
130 135 140 

val Asn Asp Met Leu Ser Gly Gly Ala Ala Thr Pro Gly Ala Ala Ala 
145 150 ^ 155 160 

Ala Ala lie Gin Gin Gin His Pro Ala Phe Ala Pro Thr Leu Gly Met 
165 170 175 

Gin Gin Pro Pro Pro Pro Pro Pro Gin His Ser Asn Asn Gly Gly Glu 
180 185 190 

Met Gly Tyr Leu Ser Ala Gly Thr Thr Thr Thr Thr Ser Val Leu Thr 
195 200 205 

val Gly Lys Pro Arg Thr Pro Ala Glu Arg Lys Arg Lys Arg Lys Met 
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210 215 220 

Pro Pro Cys Ala Thr Ser Ala Asp Glu Ala Gly Ser Gly Gly Gly Ser 
225 230 235 240 

Gly Gly Ala Gly Ala Thr val Val Asn Asn Ser Ser Leu Lys Gly Lys 
245 250 255 

Ser Leu Ala Phe Arg Asp Met Pro Lys val Asn Met Ser Leu Asn Leu 
260 265 270 

Gly Asp Arg Leu Gly Gly Ser Ala Gly Ser Gly val Gly Ala Gly Gly 
275 280 285 

Ala Gly Ser Gly Gly Gly Gly Ala Gly Ser Gly Ser Gly Ser Gly Gly 
290 295 300 

Gly Lys Ser Ala Arg Leu Met Leu Pro Val Ser Asp Asn Lys Lys lie 
305 310 315 320 

Asn Asp Tyr Phe Asn Lys Gin Gin Thr Gly val Gly val Gly val Pro 
325 330 335 

Gly Gly Ala Gly Gly Asn Thr Ala Gly Leu Arg Gly ser His Thr Gly 
340 345 350 

Gly Gly Ser Lys Ser Pro Ser Ser Ala Gin Gin Gin Gin thr Ala Ala 
355 360 365 

Gin Gin Gin Gly ser Gly Val Ala Thr Gly Gly Ser Ala Gly Gly Ser 
370 375 380 

Ala Gly Asn Gin Val Gin Val Gin Thr Ser Ser Ala Tyr Ala Leu Tyr 
385 390 395 400 

Pro Pro Ala Ser Pro Gin Thr Gin Thr Ser Gin Gin Gin Gin Gin Gin 
405 410 415 

Gin Pro Gly Ser Asp Phe His Tyr val Asn Ser Ser Lys Ala Gin Gin 
420 425 430 

Gin Gin Gin Arg Gin Gin Gin Gin Thr Ser Asn Gin Met Val Pro Pro 
435 440 445 

His val val val Gly Leu Gly Gly His Pro Leu ser Leu Ala Ser lie 
450 455 460 
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Gin Gin Gin Thr Pro Leu Ser Gin Gin Gin Gin Gin Gin Gin Gin Gin 

465 470 475 480 

Gin Gin Gin Gin Gin Leu Gly Pro Pro Thr Thr Ser Thr Ala Ser Val 
485 ' 490 495 

val Pro Thr His Pro His Gin Leu Gly Ser Leu Gly val val Gly Met 
500 505 510 

val Gly val Gly val Gly val Gly val Gly val Asn val Gly val Gly 
515 520 525 

Pro Pro Leu Pro Pro Pro Pro Pro Met Ala Met Pro Ala Ala lie lie 
530 535 540 

Thr Tyr ser Lys Ala Thr Gin Thr Glu Val Ser Leu His Glu Leu Gin 

545 550 555 560 

Glu Arg Glu Ala Glu His Glu Ser Gly Lys val Lys Leu Asp Glu Met 
565 570 575 

Thr Arg Leu Ser Asp Glu Gin Lys Ser Gin lie Val Gly Asn Gin Lys 
580 585 590 

Thr lie Asp Gin His Lys Cys His lie Ala Lys Cys lie Asp val val 
595 600 605 

Lys Lys Leu Leu Lys Glu Lys Ser Ser lie Glu Lys Lys Glu Ala Arg 
610 615 620 

Gin Lys Cys Met Gin Asn Arg Leu Arg Leu Gly Gin Phe Val Thr Gin 

625 630 ~ 635 640 

Arg val Gly Ala Thr Phe Gin Glu Asn Trp Thr Asp Gly Tyr Ala Phe 
645 650 655 

Gin Glu Leu Ser Arg Arg Gin Glu Glu lie Thr Ala Glu Arg Glu Glu 
660 665 670 

lie Asp Arg Gin Lys Lys Gin Leu Met Lys Lys Arg Pro Ala Glu Ser 
675 680 685 

Gly Arg Lys Arg Asn Asn Asn Ser Asn Gin Asn Asn Gin Gin Gin Gin 
690 695 700 

Gin Gin Gin His Gin Gin Gin Gin Gin Gin Gin Asn Ser Asn Ser Asn 

705 710 715 720 
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Asp Ser Thr Gin Leu Thr Ser Gly Val val Thr Gly Pro Gly Ser Asp 
725 730 735 

Arg val Ser val Ser Val Asp Ser Gly Leu Gly Gly Asn Asn Ala Gly 
740 745 750 

Ala lie Gly Gly Gly Thr val Gly Gly Gly val Gly Gly Gly Gly val 
755 760 765 

Gly Gly Gly Gly Val Gly Gly Gly Gly Gly Arg Gly Leu Ser Arg Ser 
770 775 780 

Asn ser Thr Gin Ala Asn Gin Ala Gin Leu Leu His Asn Gly Gly Gly 
785 790 795 800 

Gly Ser Gly Gly Asn Val Gly Asn Ser Gly Gly Val Gly Asp Arg Leu 
805 810 815 

Ser Asp Arg Gly Gly Gly Gly Gly Gly lie Gly Gly Asn Asp Ser Gly 
820 825 ' 830 

Ser Cys Ser Asp Ser Gly Thr Phe Leu Lys Pro Asp Pro val Ser Gly 
835 840 845 

Ala Tyr Thr Ala Gin Glu Tyr Tyr Glu Tyr Asp Glu lie Leu Lys Leu 
850 855 860 

Arg Gin Asn Ala Leu Lys Lys Glu Asp Ala Asp Leu Gin Leu Glu Met 
865 870 875 880 

Glu Lys Leu Glu Arg Glu Arg Asn Leu His lie Arg Glu Leu Lys Arg 
885 " 890 ~ 895 

lie Leu Asn Glu Asp Gin ser Arg Phe Asn Asn His Pro val Leu Asn 
900 905 910 

Asp Arg Tyr Leu Leu Leu Met Leu Leu Gly Lys Gly Gly Phe Ser Glu 
915 920 925 

val His Lys Ala Phe Asp Leu Lys Glu Gin Arg Tyr Val Ala Cys Lys 
930 935 940 

Val His Gin Leu Asn Lys Asp Trp Lys Glu Asp Lys Lys Ala Asn Tyr 
945 950 955 960 

lie Lys His Ala Leu Arg Glu Tyr Asn lie His Lys Ala Leu Asp His 
965 ' 970 975 
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Pro Arg val val Lys Leu Tyr Asp val Phe Glu lie Asp Ala Asn ser 
980 985 990 

Phe Cys Thr val Leu Glu Tyr Cys Asp Gly His Asp Leu Asp Phe Tyr 
995 1000 1005 

Leu Lys Gin His Lys Thr lie Pro Glu Arg Glu Ala Arg Ser lie 
1010 1015 ~ 1020 

lie Met Gin val val Ser Ala Leu Lys Tyr Leu Asn Glu lie Lys 
1025 1030 1035 

Pro Pro Val lie His Tyr Asp Leu Lys Pro Gly Asn lie Leu Leu 
1040 1045 1050 

Thr Glu Gly Asn Val Cys Gly Glu lie Lys lie Thr Asp Phe Gly 
1055 1060 1065 

Leu Ser Lys val Met Asp Asp Glu Asn Tyr Asn Pro Asp His Gly 
1070 1075 1080 

Met Asp Leu Thr Ser Gin Gly Ala Gly Thr Tyr Trp Tyr Leu Pro 
1085 1090 1095 

Pro Glu Cys Phe Val Val Gly Lys Asn Pro Pro Lys lie Ser Ser 
1100 1105 1110 

Lys Val Asp val Trp Ser val Gly val lie Phe Tyr Gin Cys Leu 
1115 1120 1125 

Tyr Gly Lys Lys Pro Phe Gly His Asn Gin Ser Gin Ala Thr lie 
1130 1135 1140 

Leu Glu Glu Asn Thr lie Leu Lys Ala Thr Glu val Gin Phe Ser 
1145 1150 1155 

Asn Lys Pro Thr val Ser Asn Glu Ala Lys 
1160 1165 

<210> 116 
<211> 4108 
<212> DNA 

<213> Drosophila melanogaster 
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<400> 116 
agtttcattc 


ggggatgctt 


ggcctatcgc 


aaggaggatc 


gcatggatgt 


gttcgcactg 


60 


gccaggcacg 


agtacattca 


gccaccgata 


ccgaaacatg 


ggcgcggttc 

ZJ ZJ ZJ ZJ ZJ 


gctcaatcag 


120 


caacagcagg 


cgcaacaaca 


gcagcagcaa 


caacagcaac 


agcagcagca 


acagtcgtcg 


180 


acgtcacagg 

3 ZJ ZJ 


ccaattctac 


aggccagaca 


tctttctctg 


cccacatgtt 


tggcaatatg 


240 


aatcagtcga 


gttcgtccta 


gtggtgtcgq 

3 3 3 3 3 3 


tgtcgttttg 


qttttqtcqq 

3 *" 3 ^"33 


cggttgctaa 


300 


acacaattta 


agttcactcg 


gttagcagac 


attacacact 


gcctgctctc 


atacatattt 


360 


acgcacttgt 


atatacatgc 


aatqtqcctq 


tgtgtgcgca 


agaaaccaga 


aaaaacgaaa 


420 


agtacaacat 


tcgttgagtc 


gcgttcggct 


taattttttt 


ttgtgttacc 


qtqtqtqtqt 

3 *-3 **3 *"3 **3 w 


480 


ttgtgctttg 


gatttgccaa 


ttttagccga 


ctggctctca 


gtgtcgaact 


taaacttaaa 


540 


gagcgagcaa 


cgtqacgtgt 

3 3 3 3 


cgcccagtgt 


cgcttaaaat 


tcgcgcacac 


aacttcctac 


600 


tacaaaaaaa 


cgaaagaaag 


aaggagaaaa 


aacgttaaag 


atgtcccccg 


gcgcccattt 


660 


gcagatgtcc 


ccgcagaaca 


cttcgtccct 


aagtcaacac 


catccacatc 


aacagcaaca 


720 


gttacaaccc 


ccacagcagc 


aacaacagca 


tttccctaac 


catcacagcg 


cccagcaaca 


780 


gtcgcagcag 


cagcagcaac 


aggagcaaca 


gaatccccag 


caqcaqqcqc 

^"***3 3 3 3 


aacagcagca 


840 


gcagatactc 


ccacatcaac 


atttgcagca 


cctgcacaag 


catccgcatc 


agctgcaact 


900 


gcatcagcag 


cagcaacaac 


aactccacca 


gcaacagcag 


caacacttcc 


accagcagtc 


960 


qctgcaaggg 


ctqcatcaqq 


gtagcagcaa 


tccqqattcq 


aatatgagca 


ctggctcctc 


1020 


qcataqcqaq 


aaggatgtca 


atgatatgct 


qaataqcaat 

3 "3 *~3 3 3 *- 


gcagcaacgc 


caggagctgc 


1080 


agcagcaqcq 


attcaacagc 


aacatcccgc 


ctttgcgccc 


acactgggaa 


tgcagcaacc 


1140 


accgccgccc 


ccacctcaac 


actccaataa 


taaaaacaaa 


atgggctact 


tatcaacaaa 


1200 


cacgaccacg 


acqacqtcqq 

^* 3 3 33 


tgttaacggt 


aggcaagcct 


cggacgccag 


cggagcggaa 


1260 


acggaagcga 


aaaatgcctc 


catgtgccac 


taqtqcqqat 

w 3 3 3 


qaqqcqqqqa 


qtaqcqataq 

3 *- 3 Z3 ^""3 3 *-33 


1320 


ctctggcgga 


gcaggagcaa 


ccgttgttaa 


caacagcagc 


ctgaagggca 


aatcattggc 


1380 


ctttcgtgat 


atgcccaagg 


taaacatgag 


cctgaatctg 


ggcgatcgtc 


tqqqaqqatc 

w 27 Z7 Z7 *7 *7 


1440 


tgcaggaagc 


ggagtaggag 

33 3 -3 3 3 


ccggtggcgc 

33 3 3 3 


cqqaaqcqqq 

3 3 3 3 3 3 


qqaqqtqqcq 

33 33 ^333 


ctqqttccqq 

33 3 3 


1500 


ttctggaagc 


ggtggcggca 

33 -33 -73 


aaagcgcccg 


cctgatgctg 


ccagtcagcg 


acaacaagaa 


1560 


gatcaacgac 


tatttcaata 


agcagcaaac 


gggcgtgggc 


gtcggtgtgc 


caggtggtgc 


1620 


gggaggcaat 


accgctggcc 


ttcgaggatc 


acatacggga 


ggtggcagca 


agtcaccctc 


1680 


atccgcccag 


cagcagcaaa 


cggcggcaca 


gcagcaggga 


agcggtgttg 


cgacgggagg 


1740 


cagtgcaggc 


ggttccgctg 


gcaaccaggt 


gcaagtgcaa 


acgagcagcg 


cttacgccct 


1800 


ttacccacca 


gctagtcccc 


aaacccagac 


gtcacagcaa 


cagcagcagc 


agcaaccggg 


1860 
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atcagacttt 


cactatgtca 


actccagcaa 


ggcgcagcaa 


caacagcagc 


gtcaacagca 


1920 


acagacttcc 


aatcaaatgg 


ttcctccaca 


cgtggtcgtt 


ggccttggtg 


gtcatccact 


1980 


gagcctcgcg 


tccattcagc 


agcagacgcc 


cttatcccag 


cagcaacagc 


agcaacaaca 


2040 


gcagcagcaa 


cagcagcaac 


tgggaccacc 


gaccacatcg 


acggcctccg 


tcgtgccaac 


2100 


gcatccgcat 


caactcggat 


ccctgggagt 


tgttgggatg 


gtcggtgtgg 


gtgttggcgt 


2160 


gggcgttgga 


gtaaatgtgg 


gtgtgggacc 


accactgcca 


ccaccaccgc 


cgatggccat 


2220 


gccagcggcc 


attatcactt 


atagtaaggc 


cactcaaacg 


gaggtgtcgc 


tgcatgaatt 


2280 


gcaggagcgc 


gaagcggagc 


acgaatcggg 


caaggtgaag 


ctagacgaga 


tgacacggct 


2340 


gtccgatgaa 


caaaagtccc 


aaattgttgg 


caaccagaag 


acgattgacc 


agcacaagtg 


2400 


ccacatagcc 


aagtgtattg 


atgtggtcaa 


gaagctgttg 


aaggagaaga 


gcagcatcga 


2460 


gaagaaggag 


gcgcgacaga 


agtgcatgca 


gaatcgcctc 


aggctcggac 


agtttgttac 


2520 


ccaacgagtg 


ggcgccacat 


tccaggagaa 


ctggacggac 


ggctatgcgt 


tccaggagct 


2580 


gagtcggcgg 


caagaagaaa 


taaccgctga 


gcgtgaagag 


atagatcggc 


agaaaaagca 


2640 


gctgatgaaa 


aagcgtccgg 


cggagtccgg 


acgcaagcgc 


aacaacaaca 


gtaaccagaa 


2700 


caaccagcag 


cagcagcaac 


agcaacacca 


gcaacagcag 


cagcaacaaa 


attccaactc 


2760 


gaacgattcc 


acgcagctga 


cgagcggagt 


tgttaccggt 


ccaggcagtg 


atcgtgtgag 


2820 


cgtaagcgtc 


gacagcggat 


tgggtggcaa 


taatgcgggc 


gcgatcggtg 


gcggaaccgt 


2880 


tggtggtggc 


gttggaggtg 

ZJ ZJ ZJ ZJ ZJ ZJ 


gtggtgttgg 


aggcggtggt 


gtcggaggcg 


gcggtggacg 


2940 


tggactttct 


cgcagcaatt 


cgacgcaggc 


caatcaggct 


caattgctgc 


acaacggcgg 


3000 


tggtggttcg 


ggcggcaatg 


tcggcaactc 


gggcggcgtt 


ggcgaccgct 


tgtcagatcg 


3060 


aggaggagga 

ZJ ZJ ZJ ZJ ZJ ZJ 


ggtggcggca 

ZJ ZJ ZJ ZJ ZJ ZJ 


tcggcggaaa 


cgatagcggc 


agctgctcgg 


actcgggcac 


3120 


tttcctgaag 


ccagaccccg 


tatcgggtgc 


ctacacagcg 


caggagtatt 


acgagtacga 


3180 


tgagatcctc 


aagttgcgac 


aaaatgccct 


caaaaaggag 


gacgccgacc 


tgcagctgga 


3240 


gatggagaag 


ctggagcggg 

ZJ ZJ ZJ ZJ ZJ ZJ 


agcgcaatct 


gcacatccga 


gagctcaagc 


ggattcttaa 


3300 


cgaggatcag 


tcccgcttta 


acaatcatcc 


cgtgctgaat 


gatcgctatc 


ttctgttgat 


3360 


gctcctgggc 


aagggcggct 


tctcagaggt 


ccacaaggcc 


ttcgacctga 


aggagcaacg 


3420 


ctatgtcgca 


tgtaaggtgc 


accaattaaa 


caaggattgg 


aaggaggata 


agaaagctaa 


3480 


L LdLd ICdda 


Ccicgc L l ugc 


gggaatacaa 


cattcacaag 


gcactggatc 


atccgcgggt 




cgtcaagcta 


tacgatgtct 


tcgagatcga 


tgcgaattcc 


ttttgcacag 


tgctcgaata 


3600 


ctgtgatggc 


cacgatctgg 


acttctattt 


gaagcaacat 


aagactatac 


ccgagcgtga 


3660 


agcgcgctcg 


ataataatgc 


aggttgtatc 


tgcactcaag 


tatctaaatg 


agattaagcc 


3720 
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tccagttatc cactacgatc tgaagcccgg caacattctg cttaccgagg gcaacgtctg 3780 

cggcgagatt aagatcaccg acttcggtct gtcaaaggtg atggacgacg agaattacaa 3840 

tcccgatcac ggcatggatc tgacctctca gggggcggga acctactggt atctgccacc 3900 

cgagtgcttt gtcgtgggca aaaatccgcc gaaaatctcc tccaaagtgg acgtatggag 3960 

tgtgggtgtt atcttctacc agtgtctgta cggcaaaaag cccttcggtc acaatcagtc 4020 

gcaggccacg attctcgagg agaatacgat cctgaaggcc accgaagtgc agttctccaa 4080 

caagccaacc gtttctaacg aggccaag 4108 

<210> 117 
<211> 1156 
<212> PRT 

<213> Drosophila melanogaster 
<400> 117 

Met Ser Pro Gly Ala His Leu Gin Met Ser Pro Gin Asn Thr Ser Ser 
15 10 15 

Leu Ser Gin His His Pro His Gin Gin Gin Gin Leu Gin Pro Pro Gin 
20 25 30 

Gin Gin Gin Gin His Phe Pro Asn His His Ser Ala Gin Gin Gin Ser 
35 40 45 

Gin Gin Gin Gin Gin Gin Glu Gin Gin Asn Pro Gin Gin Gin Ala Gin 
50 55 60 

Gin Gin Gin Gin lie Leu Pro His Gin His Leu Gin His Leu His Lys 
65 70 75 80 

His Pro His Gin Leu Gin Leu His Gin Gin Gin Gin Gin Gin Leu His 
85 90 95 

Gin Gin Gin Gin Gin His Phe His Gin Gin Ser Leu Gin Gly Leu His 
100 105 110 

Gin Gly Ser Ser Asn Pro Asp Ser Asn Met Ser Thr Gly Ser Ser His 
115 120 125 

Ser Glu Lys Asp val Asn Asp Met Leu Ser Gly Gly Ala Ala Thr Pro 
130 135 140 
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Gly Ala Ala Ala Ala Ala lie Gin Gin Gin His Pro Ala Phe Ala Pro 
145 150 155 160 

Thr Leu Gly Met Gin Gin Pro Pro Pro Pro Pro Pro Gin His Ser Asn 
165 170 175 

Asn Gly Gly Glu Met Gly Tyr Leu Ser Ala Gly Thr Thr Thr Thr Thr 
180 185 190 

Ser val Leu Thr val Gly Lys Pro Arg Thr Pro Ala Glu Arg Lys Arg 
195 200 205 

Lys Arg Lys Met Pro Pro Cys Ala Thr Ser Ala Asp Glu Ala Gly Ser 
210 215 220 

Gly Gly Gly Ser Gly Gly Ala Gly Ala Thr Val Val Asn Asn Ser Ser 
225 230 235 240 

Leu Lys Gly Lys Ser Leu Ala Phe Arg Asp Met Pro Lys val Asn Met 
245 250 255 

Ser Leu Asn Leu Gly Asp Arg Leu Gly Gly Ser Ala Gly Ser Gly Val 
260 265 270 

Gly Ala Gly Gly Ala Gly Ser Gly Gly Gly Gly Ala Gly ser Gly Ser 
275 280 285 

Gly Ser Gly Gly Gly Lys Ser Ala Arg Leu Met Leu Pro Val Ser Asp 
290 295 300 

Asn Lys Lys lie Asn Asp Tyr Phe Asn Lys Gin Gin Thr Gly val Gly 
305 310 315 320 

val Gly val Pro Gly Gly Ala Gly Gly Asn Thr Ala Gly Leu Arg Gly 
325 330 335 

Ser His Thr Gly Gly Gly Ser Lys Ser Pro Ser Ser Ala Gin Gin Gin 
340 345 350 

Gin Thr Ala Ala Gin Gin Gin Gly Ser Gly Val Ala Thr Gly Gly Ser 
355 360 365 

Ala Gly Gly Ser Ala Gly Asn Gin Val Gin Val Gin Thr Ser Ser Ala 
370 375 380 

Tyr Ala Leu Tyr Pro Pro Ala Ser Pro Gin Thr Gin Thr Ser Gin Gin 
385 390 395 400 
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Gin Gin Gin Gin Gin Pro Gly Ser Asp Phe His Tyr val Asn ser ser 

405 410 415 

Lys Ala Gin Gin Gin Gin Gin Arg Gin Gin Gin Gin Thr Ser Asn Gin 

420 425 430 

Met val Pro Pro His Val val val Gly Leu Gly Gly His Pro Leu Ser 

435 440 445 

Leu Ala Ser lie Gin Gin Gin Thr Pro Leu Ser Gin Gin Gin Gin Gin 

450 455 460 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Leu Gly Pro Pro Thr Thr Ser 

465 470 475 480 

Thr Ala Ser val val Pro Thr His Pro His Gin Leu Gly Ser Leu Gly 

485 490 495 

val val Gly Met val Gly val Gly Val Gly val Gly val Gly val Asn 

500 505 ' 510 

Val Gly val Gly Pro Pro Leu Pro Pro Pro Pro Pro Met Ala Met Pro 

515 520 525 

Ala Ala lie lie Thr Tyr Ser Lys Ala Thr Gin Thr Glu Val Ser Leu 

530 535 540 

His Glu Leu Gin Glu Arg Glu Ala Glu His Glu Ser Gly Lys Val Lys 

545 550 555 560 

Leu Asp Glu Met Thr Arg Leu Ser Asp Glu Gin Lys Ser Gin lie Val 

565 ~ 570 575 

Gly Asn Gin Lys Thr lie Asp Gin His Lys Cys His lie Ala Lys Cys 

580 585 590 

lie Asp val val Lys Lys Leu Leu Lys Glu Lys Ser ser lie Glu Lys 

595 600 605 

Lys Glu Ala Arg Gin Lys Cys Met Gin Asn Arg Leu Arg Leu Gly Gin 

610 615 620 

Phe val Thr Gin Arg val Gly Ala Thr Phe Gin Glu Asn Trp Thr Asp 

625 630 635 640 

Gly Tyr Ala Phe Gin Glu Leu Ser Arg Arg Gin Glu Glu lie Thr Ala 

645 650 655 

Page 101 



Sequence listing as filedl.txt 

Glu Arg Glu Glu lie Asp Arg Gin Lys Lys Gin Leu Met Lys Lys Arg 
660 665 670 

Pro Ala Glu Ser Gly Arg Lys Arg Asn Asn Asn Ser Asn Gin Asn Asn 
675 680 685 

Gin Gin Gin Gin Gin Gin Gin His Gin Gin Gin Gin Gin Gin Gin Asn 
690 695 700 

Ser Asn Ser Asn Asp Ser Thr Gin Leu Thr Ser Gly Val val Thr Gly 
705 710 715 720 

Pro Gly Ser Asp Arg Val Ser Val Ser Val Asp Ser Gly Leu Gly Gly 
725 730 735 

Asn Asn Ala Gly Ala lie Gly Gly Gly Thr Val Gly Gly Gly Val Gly 
740 745 750 

Gly Gly Gly Val Gly Gly Gly Gly val Gly Gly Gly Gly Gly Arg Gly 
755 760 765 

Leu Ser Arg Ser Asn Ser Thr Gin Ala Asn Gin Ala Gin Leu Leu His 
770 775 780 

Asn Gly Gly Gly Gly Ser Gly Gly Asn Val Gly Asn Ser Gly Gly Val 
785 790 795 800 

Gly Asp Arg Leu Ser Asp Arg Gly Gly Gly Gly Gly Gly lie Gly Gly 
805 810 815 

Asn Asp Ser Gly Ser Cys Ser Asp Ser Gly Thr Phe Leu Lys Pro Asp 
820 825 830 

Pro val Ser Gly Ala Tyr Thr Ala Gin Glu Tyr Tyr Glu Tyr Asp Glu 
835 840 845 

lie Leu Lys Leu Arg Gin Asn Ala Leu Lys Lys Glu Asp Ala Asp Leu 
850 855 860 

Gin Leu Glu Met Glu Lys Leu Glu Arg Glu Arg Asn Leu His lie Arg 
865 870 875 880 

Glu Leu Lys Arg lie Leu Asn Glu Asp Gin Ser Arg Phe Asn Asn His 
885 890 895 

Pro Val Leu Asn Asp Arg Tyr Leu Leu Leu Met Leu Leu Gly Lys Gly 
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900 905 " 910 

Gly Phe ser Glu val His Lys Ala Phe Asp Leu Lys Glu Gin Arg Tyr 
915 920 925 

Val Ala Cys Lys Val His Gin Leu Asn Lys Asp Trp Lys Glu Asp Lys 
930 935 940 

Lys Ala Asn Tyr lie Lys His Ala Leu Arg Glu Tyr Asn lie His Lys 
945 950 955 960 

Ala Leu Asp His Pro Arg Val Val Lys Leu Tyr Asp Val Phe Glu lie 
965 970 975 

Asp Ala Asn Ser Phe Cys Thr Val Leu Glu Tyr Cys Asp Gly His Asp 
980 985 ' 990 

Leu Asp Phe Tyr Leu Lys Gin His Lys Thr lie Pro Glu Arg Glu Ala 
995 1000 1005 

Arg Ser lie lie Met Gin val val Ser Ala Leu Lys Tyr Leu Asn 
1010 1015 1020 

Glu lie Lys Pro Pro Val lie His Tyr Asp Leu Lys Pro Gly Asn 
1025 1030 1035 

lie Leu Leu Thr Glu Gly Asn Val Cys Gly Glu lie Lys lie Thr 
1040 1045 1050 

Asp Phe Gly Leu Ser Lys Val Met Asp Asp Glu Asn Tyr Asn Pro 
1055 1060 1065 

Asp His Gly Met Asp Leu Thr Ser Gin Gly Ala Gly Thr Tyr Trp 
1070 1075 1080 

Tyr Leu Pro Pro Glu Cys Phe val val Gly Lys Asn Pro Pro Lys 
1085 1090 1095 

lie Ser Ser Lys Val Asp val Trp ser Val Gly val He Phe Tyr 
1100 ' 1105 1110 

Gin Cys Leu Tyr Gly Lys Lys Pro Phe Gly His Asn Gin Ser Gin 
1115 1120 1125 

Ala Thr lie Leu Glu Glu Asn Thr lie Leu Lys Ala Thr Glu Val 
1130 1135 1140 

Page 103 



Sequence listing as filedl.txt 
Gin Phe Ser Asn Lys Pro Thr val Ser Asn Glu Ala Lys 
1145 1150 1155 

<210> 118 

<211> 3327 

<212> DNA 

<213> Homo sapiens 



<r400> 118 

ccgggcgggg 


ggttgcggcg 


ctcaggagag 


gccccggctc cgccccgggc 


ctgcccaggg 


60 


ggagagcgga 


gctccgcagc 


cgggtcgggt 


cggggcccct cccgggagga 


gcgtggagcg 


120 


cggcggcggc 


ggcggcagca 


gaaatgatgg 


aagaattgca tagcctggac 


ccacgacggc 


180 


aggaattatt 


ggaggccagg 


tttactggag 


taggtgttag taagggacca 


cttaatagtg 


240 


agtcttccaa 


ccagagcttg 


tgcagcgtcg 


gatccttgag tgataaagaa 


gtagagactc 


300 


ccgagaaaaa 


gcagaatgac 


cagcgaaatc 


ggaaaagaaa agctgaacca 


tatgaaacta 


360 


gccaagggaa 


aggcactcct 


aggggacata 


aaattagtga ttactttgag 


tttgctgggg 


420 


gaagcgcgcc 


aggaaccagc 


cctggcagaa 


gtgttccacc agttgcacga 


tcctcaccgc 


480 


aacattcctt 


atccaatccc 


ttaccgcgac 


gagtagaaca gcccctctat 


ggtttagatg 


540 


gcagtgctgc 


aaaggaggca 


acggaggagc 


agtctgctct gccaaccctc 


atgtcagtga 


600 


tgctagcaaa 


acctcggctt 


gacacagagc 


agctggcgca aaggggagct 


ggcctctgct 


660 


tcacttttgt 


ttcagctcag 


caaaacagtc 


cctcatctac gggatctggc 


aacacagagc 


720 


attcctgcag 


ctcccaaaaa 


cagatctcca 


tccagcacag acggacccag 


tccgacctca 


780 


caatagaaaa 


aatatctgca 


ctagaaaaca 


gtaagaattc tgacttagag 


aagaaggagg 


840 


gaagaataga 


tgatttatta 


agagccaact 


gtgatttgag acggcagatt 


gatgaacagc 


900 


aaaagatgct 


agagaaatac 


aaggaacgat 


taaatagatg tgtgacaatg 


agcaagaaac 


960 


tccttataga 


aaagtcaaaa 


caagagaaga 


tggcgtgtag agataagagc 


atgcaagacc 


1020 


gcttgagact 


gggccacttt 


actactgtcc 


gacacggagc ctcatttact 


gaacagtgga 


1080 


cagatggtta 


tgcttttcag 


aatcttatca 


agcaacagga aaggataaat 


tcacagaggg 


1140 


aagagataga 


aagacaacgg 


aaaatgttag 


caaagcggaa acctcctgcc 


atgggtcagg 


1200 


cccctcctgc 


aaccaatgag 


cagaaacagc 


ggaaaagcaa gaccaatgga 


gctgaaaatg 


1260 


aaacgttaac 


gttagcagaa 


taccatgaac 


aagaagaaat cttcaaactc 


agattaggtc 


1320 


atcttaaaaa 


ggaggaagca 


gagatccagg 


cagagctgga gagactagaa 


agggttagaa 


1380 


atctacatat 


cagggaacta 


aaaaggatac 


ataatgaaga taattcacaa 


tttaaagatc 


1440 
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atccaacgct 


aaatgacaga 


Sequence listing 
tatttgttgt tacatctttt 


as filedl.txt 
gggtagagga ggtttcagtg 


1500 


aagtttacaa 


ggcatttgat 


ctaacagagc 


aaagatacgt 


agctgtgaaa 


attcaccagt 


1560 


taaataaaaa 


ctggagagat 


gagaaaaagg 


agaattacca 


caagcatgca 


tgtagggaat 


1620 


accggattca 


taaagagctg 


gatcatccca 


gaatagttaa 


gctgtatgat 


tacttttcac 


1680 


tggatactga 


ctcgttttgt 


acagtattag 


aatactgtga 


gggaaatgat 


ctggacttct 


1740 


acctgaaaca 


gcacaaatta 


atgtcggaga 


aagaggcccg 


gtccattatc 


atgcagattg 


1800 


tgaatgcttt 


aaagtactta 


aatgaaataa 


aacctcccat 


catacactat 


gacctcaaac 


1860 


caggtaatat 


tcttttagta 


aatggtacag 


cgtgtggaga 


gataaaaatt 


acagattttg 


1920 


gtctttcgaa 


gatcatggat 


gatgatagct 


acaattcagt 


ggatggcatg 


gagctaacat 


1980 


cacaaggtgc 


tggtacttat 


tggtatttac 


caccagagtg 


ttttgtggtt 


gggaaagaac 


2040 


caccaaagat 


ctcaaataaa 


gttgatgtgt 


ggtcggtggg 


tgtgatcttc 


tatcagtgtc 


2100 


tttatggaag 


gaagcctttt 


ggccataacc 


agtctcagca 


agacatccta 


caagagaata 


2160 


cgattcttaa 


agctactgaa 


gtgcagttcc 


cgccaaagcc 


agtagtaaca 


cctgaagcaa 


2220 


aggcgtttat 


tcgacgatgc 


ttggcctacc 


gaaagaggga 


ccgcattgat 


gtccagcagc 


2280 


tggcctgtga 


tccctacttg 


ttgcctcaca 


tccgaaagtc 


agtctctaca 


agtagccctg 


2340 


ctggagctgc 


tattgcatca 


acctctgggg 


cgtccaataa 


cagttcttct 


aattgagact 


2400 


gactccaagg 


ccacaaactg 


ttcaacacac 


acaaagtgga 


caaatggcgt 


tcagcagcgg 


2460 


gtttggaaca 


tagcgaatcc 


gaatggatct 


gatgaaacct 


gtaccaggtg 


cttttatttt 


2520 


cttgcttttt 


tcccatccat 


agagcatgac 


agcatcgatt 


ctcattgagg 


agaaaccttg 


2580 


ggcagctccg 


gccaggcctt 


gtaggaaaag 


gccccgcccg 


aggttccagc 


gtcaacggcc 


2640 


actqtqtqtq 


gctgctctga 


gtgaggaaaa 


aattaaaaag 


aaaaactggt 


tccatgtact 


2700 


gtgaacttga 


aaacttgcag 


actcaggggg 


gtccctgatg 


cagtgcttca 


gatgaagaat 


2760 


ataaacttaa 


aaatacagac 


tgggctagtc 


cagtgtctat 


atttaaactt 


gttcttttct 


2820 


tttaataaag 


tttaggtaac 


atctcctgaa 


aagcttgtag 


cacaaaggct 


cagctgggga 


2880 


tqqtqtttqa 


cttcggagga 


aaaaagttgc 


tattgcccgt 


taaaggcact 


agagttagtg 


2940 


ttttatccct 


aaataatttc 


aatttttaaa 


aacatgcagc 


ttccctctcc 


ccttttttat 


3000 


ttttgaaaga 


atacatttgg 


tcataaagtg 


aaacccgtat 


tagcaagtac 


gaggcaatgt 


3060 


tcattccaat 


cagatgcagc 


tttctcctcc 


gtctggtctc 


ctgtttgcaa 


ttgcttccct 


3120 


catc tcagta 


gggaaaaaa l 


tgagtgggag 


tactgagatg 


tgtgggtttt 


tgccattgga 


jloU 


caaagaatga 


ggttagaaga 


ctgcagcttg 


gagtctctct 


aggttttcaa 


ctatttcttc 


3240 


acaatttgaa 


cacttgacgg 


ttgtcccttt 


taatttattt 


gaagtgctat 


ttttttaaat 


3300 


aaaggttcat 


ctgtccatgc 


aaaaaaa 








3327 
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<210> 119 
<211> 749 
<212> PRT 
<213> Homo sapiens 

<400> 119 

Met Glu Glu Leu His Ser Leu Asp Pro Arg Arg Gin Glu Leu Leu Glu 
1 5 10 15 

Ala Arg Phe Thr Gly Val Gly val Ser Lys Gly Pro Leu Asn Ser Glu 
20 25 30 

Ser Ser Asn Gin ser Leu Cys Ser val Gly Ser Leu Ser Asp Lys Glu 
35 40 45 

Val Glu Thr Pro Glu Lys Lys Gin Asn Asp Gin Arg Asn Arg Lys Arg 
50 55 60 

Lys Ala Glu Pro Tyr Glu Thr Ser Gin Gly Lys Gly Thr Pro Arg Gly 
65 70 75 80 

His Lys lie Ser Asp Tyr Phe Glu Phe Ala Gly Gly Ser Ala Pro Gly 
85 90 95 

Thr Ser pro Gly Arg Ser Val Pro Pro Val Ala Arg Ser Ser Pro Gin 
100 105 110 

His Ser Leu Ser Asn Pro Leu Pro Arg Arg val Glu Gin Pro Leu Tyr 
115 120 ^ 125 

Gly Leu Asp Gly Ser Ala Ala Lys Glu Ala Thr Glu Glu Gin Ser Ala 
130 135 140 

Leu Pro Thr Leu Met Ser val Met Leu Ala Lys Pro Arg Leu Asp Thr 
145 150 155 " 160 

Glu Gin Leu Ala Gin Arg Gly Ala Gly Leu Cys Phe Thr Phe Val Ser 
165 170 175 

Ala Gin Gin Asn Ser Pro Ser Ser Thr Gly Ser Gly Asn Thr Glu His 
180 185 190 

Ser cys Ser Ser Gin Lys Gin lie Ser lie Gin His Arg Arg Thr Gin 
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195 200 " 205 

Ser Asp Leu Thr lie Glu Lys lie Ser Ala Leu Glu Asn Ser Lys Asn 
210 215 220 

Ser Asp Leu Glu Lys Lys Glu Gly Arg lie Asp Asp Leu Leu Arg Ala 
225 230 " 235 240 

Asn Cys Asp Leu Arg Arg Gin lie Asp Glu Gin Gin Lys Met Leu Glu 
245 250 255 

Lys Tyr Lys Glu Arg Leu Asn Arg Cys val Thr Met Ser Lys Lys Leu 
260 265 270 

Leu lie Glu Lys Ser Lys Gin Glu Lys Met Ala Cys Arg Asp Lys ser 
275 280 285 

Met Gin Asp Arg Leu Arg Leu Gly His Phe Thr Thr Val Arg His Gly 
290 ~ 295 300 

Ala Ser Phe Thr Glu Gin Trp Thr Asp Gly Tyr Ala Phe Gin Asn Leu 
305 310 315 320 

lie Lys Gin Gin Glu Arg lie Asn Ser Gin Arg Glu Glu lie Glu Arg 
325 330 335 

Gin Arg Lys Met Leu Ala Lys Arg Lys Pro Pro Ala Met Gly Gin Ala 1 
340 345 350 

Pro Pro Ala Thr Asn Glu Gin Lys Gin Arg Lys Ser Lys Thr Asn Gly 
355 360 365 

Ala Glu Asn Glu Thr Leu Thr Leu Ala Glu Tyr His Glu Gin Glu Glu 
370 375 380 

lie Phe Lys Leu Arg Leu Gly His Leu Lys Lys Glu Glu Ala Glu lie 
385 390 395 400 

Gin Ala Glu Leu Glu Arg Leu Glu Arg Val Arg Asn Leu His lie Arg 
405 " 410 415 

Glu Leu Lys Arg lie His Asn Glu Asp Asn Ser Gin Phe Lys Asp His 
420 425 430 

Pro Thr Leu Asn Asp Arg Tyr Leu Leu Leu His Leu Leu Gly Arg Gly 
435 440 445 
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Gly Phe Ser Glu val Tyr Lys Ala Phe Asp Leu Thr Glu Gin Arg Tyr 
450 455 460 

Val Ala val Lys lie His Gin Leu Asn Lys Asn Trp Arg Asp Glu Lys 
465 470 475 480 

Lys Glu Asn Tyr His Lys His Ala Cys Arg Glu Tyr Arg lie His Lys 
485 490 495 

Glu Leu Asp His Pro Arg lie Val Lys Leu Tyr Asp Tyr Phe Ser Leu 
500 505 510 

Asp Thr Asp Ser Phe Cys Thr Val Leu Glu Tyr Cys Glu Gly Asn Asp 
515 520 525 

Leu Asp Phe Tyr Leu Lys Gin His Lys Leu Met Ser Glu Lys Glu Ala 
530 535 540 

Arg Ser lie lie Met Gin lie Val Asn Ala Leu Lys Tyr Leu Asn Glu 
545 550 555 560 

lie Lys Pro Pro lie lie His Tyr Asp Leu Lys Pro Gly Asn lie Leu 
565 570 575 

Leu val Asn Gly Thr Ala Cys Gly Glu lie Lys lie Thr Asp Phe Gly 
580 585 590 

Leu Ser Lys lie Met Asp Asp Asp Ser Tyr Asn ser Val Asp Gly Met 
595 600 605 

Glu Leu Thr ser Gin Gly Ala Gly Thr Tyr Trp Tyr Leu Pro Pro Glu 
610 615 620 

Cys Phe val val Gly Lys Glu Pro Pro Lys lie Ser Asn Lys val Asp 
625 630 635 640 

val Trp Ser Val Gly Val lie Phe Tyr Gin Cys Leu Tyr Gly Arg Lys 
645 650 655 

Pro Phe Gly His Asn Gin Ser Gin Gin Asp lie Leu Gin Glu Asn Thr 
660 665 670 

lie Leu Lys Ala Thr Glu val Gin Phe Pro Pro Lys Pro Val val Thr 
675 680 685 

Pro Glu Ala Lys Ala Phe lie Arg Arg Cys Leu Ala Tyr Arg Lys Arg 
690 695 " 700 
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Asp Arg lie Asp Val Gin Gin Leu Ala Cys Asp Pro Tyr Leu Leu Pro 
705 ~ 710 715 ' 720 

His He Arg Lys Ser Val Ser Thr Ser Ser Pro Ala Gly Ala Ala lie 
725 730 735 

Ala Ser Thr Ser Gly Ala Ser Asn Asn ser Ser ser Asn 
740 745 

<210> 120 
<211> 1509 
<212> DNA 

<213> Drosophila melanogaster 



<400> 120 
atctgtaagt 


aaaatccact 


aacaaccaat 


ttacttacaa 


tacacaacta 


v. V- y uuv.u y y v» 


60 


aaacaggtcc 


aaataacaaa 




cataacctct 


atctcaaatc 


acacaaaatc 


120 


ttcttacaac 


aacccatcct 


actaoaacta 

y V— V_ y y U U V- I— V4 




taatcatcta 

v. y c*. i. v_a i- v. w y 


caacaacatc 


180 


cacaaccaat 


acacaaacct 


attacaccta 


ttcaaataca 


acaaattccc 


TCCQQCtQCC 

\— V- y y \w ^ y ^» ^» 


240 


aactacttgt 


tcctcggcga 


ctacgtcgat 


cggggcaagc 


agtccctgga 


gaccatctgt 


300 


ctgctgctgg 


cctacaagat 


caaatatccg 


gagaacttct 


tcttgttgcg 


cggcaaccac 


360 


gagtgcgcca 


gtattaatag 


gatttacggc 


ttctacgatg 


agtgcaagcg 


ccgatacaat 


420 


gtcaaactgt 


ggaagacttt 


cacagattgc 


ttcaactgtc 


tgccggtagc 


cgccattatt 


480 


gacgaaaaga 


tcttctgctg 


ccacggcggc 


ctcagtcccg 


atcttcaggg 


catggagcag 


540 


atccgtcgcc 


taatgcgacc 


cacagatgtg 


ccggataccg 


ggttactgtg 


cgatcttctg 


600 


tggagtgatc 


ccgacaagga 


tgttcagggt 


tggggcgaga 


atgatcgcgg 


tgtgagcttc 


660 


accttcggtg 


tggatgtggt 


ctccaagttt 


ttgaaccgcc 


acgagctgga 


cttgatctgc 


720 


cgtgcacatc 


aggttgtgga 


ggatggctat 


gagttctttg 


cgcgtcggca 


actggtcacg 


780 


ttgttctcgg 


cgcccaatta 


ctgtggagag 


ttcgacaatg 


ccggcggaat 


gatgaccgtg 


840 


gacgacacgc 


tgatgtgctc 


attccagatc 


ctgaaaccat 


ccgagaagaa 


ggccaagtat 


900 


ctgtacagcg 


gaatgaactc 


gtcgcgaccc 


acaacaccgc 


agcgcagcgc 


cccaatgctt 


960 


gcgaccaaca 


agaagaaata 


atatatccat 


ccgcttccat 


ttccttaaag 


gttcaacaaa 


1020 


caacagaaat 


aaacttttac 


atagatacac 


acatatatac 


atataaatat 


aacgaaacga 


1080 


tagaaaagga 


gagcgttagg 


cgatagtaga 


gaaagggcaa 


atgataaatt 


aaatgtgtga 


1140 


gctattaaag 


caagcaaaat 


cgaagtgcat 


gaatatcaac 


atctatgtga 


atccgtcatt 


1200 
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atctgttatc tgatgtgtca tctgtatcca acttgattac cttatccgtg tacctgctag 1260 

ttgcagcagc aacatcagga gcaacaacac cagcagcagc agcagcagaa acatcagtga 1320 

aacactcaga ggcccatagt taagtcgatt cctgcatttg atgattatct gttgaatgga 1380 

aattgtgaca acgtccccgt aacagcagct cccagatcca aaactcccga aacatgcaga 1440 

taaataaata cattaaaagt acagcgatgt taagcaatga atttatatat aggcttatta 1500 

atgtaaact 1509 

<210> 121 

<211> 302 

<212> PRT 

<213> .Drosophila melanogaster 

<400> 121 

Met Thr Glu Ala Glu val Arg Gly Leu Cys Leu Lys ser Arg Glu lie 
1 5 10 15 

Phe Leu Gin Gin Pro lie Leu Leu Glu Leu Glu Ala Pro Leu lie lie 
20 25 30 

Cys Gly Asp lie His Gly Gin Tyr Thr Asp Leu Leu Arg Leu Phe Glu 
35 40 45 

Tyr Gly Gly Phe Pro Pro Ala Ala Asn Tyr Leu Phe Leu Gly Asp Tyr 
50 55 60 

val Asp Arg Gly Lys Gin Ser Leu Glu Thr lie Cys Leu Leu Leu Ala 
65 70 75 80 

Tyr Lys lie Lys Tyr Pro Glu Asn Phe Phe Leu Leu Arg Gly Asn His 
85 90 95 

Glu Cys Ala Ser lie Asn Arg lie Tyr Gly Phe Tyr Asp Glu Cys Lys 
100 105 110 

Arg Arg Tyr Asn val Lys Leu Trp Lys Thr Phe Thr Asp Cys Phe Asn 
115 120 125 

Cys Leu Pro val Ala Ala lie lie Asp Glu Lys lie Phe Cys Cys His 
130 135 140 



Gly Gly Leu Ser pro Asp Leu Gin Gly Met Glu Gin He Arg Arg Leu 
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145 



150 



Sequence listing as filedl.txt 
155 



160 



Met Arg pro Thr Asp val Pro Asp Thr Gly Leu Leu Cys Asp Leu Leu 

165 170 175 

Trp ser Asp Pro Asp Lys Asp val Gin Gly Trp Gly Glu Asn Asp Arg 

180 185 190 

Gly val Ser Phe Thr Phe Gly val Asp val val Ser Lys Phe Leu Asn 

195 200 205 

Arg His Glu Leu Asp Leu lie Cys Arg Ala His Gin val val Glu Asp 

210 215 " 220 

Gly Tyr Glu Phe Phe Ala Arg Arg Gin Leu val Thr Leu Phe Ser Ala 
225 230 235 240 

Pro Asn Tyr Cys Gly Glu Phe Asp Asn Ala Gly Gly Met Met Thr val 

245 250 ' 255 

Asp Asp Thr Leu Met Cys Ser Phe Gin lie Leu Lys Pro Ser Glu Lys 

260 265 270 

Lys Ala Lys Tyr Leu Tyr Ser Gly Met Asn Ser ser Arg Pro Thr Thr 

275 280 285 

Pro Gin Arg Ser Ala Pro Met Leu Ala Thr Asn Lys Lys Lys 

290 295 300 



<210> 


122 


<211> 


3590 


<212> 


DNA 


<213> 


Homo 


<400> 


122 



cctgggtctg acgcggccct gttcgagggg gcctctcttg tttatttatt tattttccgt 60 

gggtgcctcc gagtgtgcgc gcgctctcgc tacccggcgg ggagggggtg gggggagggc 120 

ccgggaaaag ggggagttgg agccggggtc gaaacgccgc gtgacttgta ggtgagagaa 180 

cgccgagccg tcgccgcagc ctccgccgcc gagaagccct tgttcccgct gctgggaagg 240 

agagtctgtg ccgacaagat ggcggacggg gagctgaacg tggacagcct catcacccgg 300 

ctgctggagg tacgaggatg tcgtccagga aagattgtgc agatgactga agcagaagtt 360 

cgaggcttat gtatcaagtc tcgggagatc tttctcagcc agcctattct tttggaattg 420 

page 111 







Sequence listing 


as filedl.txt 




gaagcaccgc 


tgaaaatttg 


tggagatatt 


catggacaat 


atacagattt 


actgagatta 


480 


tttgaatatg 


gaggtttccc 


accagaagcc 


aactatcttt 


tcttaggaga 


ttatgtggac 


540 


agaggaaagc 


agtctttgga 


aaccatttgt 


ttgctattgg 


cttataaaat 


caaatatcca 


600 


gagaacttct 


ttctcttaag 


aggaaaccat 


gagtgtgcta 


gcatcaatcg 


catttatgga 


660 


ttctatgatg 


aatgcaaacg 


aagatttaat 


attaaattgt 


ggaagacctt 


cactgattgt 


720 


tttaactgtc 


tgcctatagc 


agccattgtg 


gatgagaaga 


tcttctgttg 


tcatggagga 


780 


ttgtcaccag 


acctgcaatc 


tatggagcag 


attcggagaa 


ttatgagacc 


tactgatgtc 


840 


cctgatacag 


gtttgctctg 


tgatttgcta 


tggtctgatc 


cagataagga 


tgtgcaaggc 


900 


tggggagaaa 


atgatcgtgg 


tgtttccttt 


acttttggag 


ctgatgtagt 


cagtaaattt 


960 


ctgaatcgtc 


atgatttaga 


tttgatttgt 


cgagctcatc 


aggtggtgga 


agatggatat 


1020 


gaattttttg 


ctaaacgaca 


gttggtaacc 


ttattttcag 


ccccaaatta 


ctgtggcgag 


1080 


tttgataatg 


ctggtggaat 


gatgagtgtg 


gatgaaactt 


tgatgtgttc 


atttcagata 


1140 


ttgaaaccat 


ctgaaaagaa 


agctaaatac 


cagtatggtg 


gactgaattc 


tggacgtcct 


1200 


gtcactccac 


ctcgaacagc 


taatccgccg 


aagaaaaggt 


gaagaaagga 


attctgtaaa 


1260 


gaaaccatca 


gatttgttaa 


ggacatactt 


cataatatat 


aagtgtgcac 


tgtaaaacca 


1320 


tccagccatt 


tgacaccctt 


tatgatgtca 


cacctttaac 


ttaaggagac 


gggtaaagga 


1380 


tcttaaattt 


ttttctaata 


gaaagatgtg 


ctacactgta 


ttgtaataag 


tatactctgt 


1440 


tatagtcaac 


aaagttaaat 


ccaaattcaa 


aattatccat 


taaagttaca 


tcttcatgta 


1500 


tcacaatttt 


taaagttgaa 


aagcatccca 


gttaaactag 


atgtgatagt 


taaaccagat 


1560 


gaaagcatga 


tgatccatct 


gtgtaatgtg 


gttttagtgt 


tgcttggttg 


tttaattatt 


1620 


ttgagcttgt 


tttgtttttg 


tttgttttca 


ctagaataat 


ggcaaatact 


tctaattttt 


1680 


ttccctaaac 


atttttaaaa 


gtgaaatatg 


ggaagagctt 


tacagacatt 


caccaactat 


1740 


tattttccct 


tgtttatcta 


cttagatatc 


tgtttaatct 


tactaagaaa 


actttcgcct 


1800 


cattacatta 


aaaaggaatt 


ttagagattg 


attgttttaa 


aaaaaaatac 


gcacattgtc 


1860 


caatccagtg 


attttaatca 


tacagtttga 


ctgggcaaac 


tttacagctg 


atagtgaata 


1920 


ttttgcttta 


tacaggaatt 


gacactgatt 


tggatttgtg 


cactctaatt 


tttaacttat 


1980 


tgatgctcta 


ttgtgcagta 


gcatttcatt 


taagataagg 


ctcatatagt 


attacccaac 


2040 


tag LT.gg udd 


Lg ugdi. Ldty 


tggtaccttg 


gctttaggtt 


ttcattcgca 


cggaacacct 


7100 

C JL\J\J 


tttggcatgc 


ttaacttcct 


ggtaacacct 


tcacctgcat 


tggttttctt 


tttctttttt 


2160 


ctttcttttt 


tttttttttt 


ttttttttga 


gttgttgttt 


gtttttagat 


ccacagtaca 


2220 


tgagaatcct 


tttttgacaa 


gccttggaaa 


gctgacactg 


tctctttttc 


ctccctctat 


2280 
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acgaaggatg 


tatttaaatg 


Sequence listing 
aatgctggtc agtgggacat 


as filedl.txt 
tttgtcaact atgggtattg 


2340 


ggtgcttaac 


tgtctaatat 


tgccatgtga 


atgttgtata 


cgattgtaag 


gcttatgtca 


2400 


ctaaagattt 


ttattctgat 


tttttcataa 


tcaaaggtca 


tatgatactg 


tatagacaag 


2460 


ctttgtagtg 


aagtatagta 


gcaataattt 


ctgtacctga 


tcaagtttat 


tgcagccttt 


2520 


cttttcctat 


ttcttttttt 


taagggttag 


tattaacaaa 


tggcaatgag 


tagaaaagtt 


2580 


aacatgaaga 


ttttagaagg 


agagaactta 


caggacacag 


atttgtgatt 


ctttgactgt 


2640 


gacactattg 


gatgtgattc 


taaaagcttt 


tattgagcat 


tgtcaaattt 


gtaagcttca 


2700 


tagggatgga 


catcatatct 


ataatgccct 


tctatatgtg 


ctaccataga 


tgtgacattt 


2760 


ttgaccttaa 


tatcgtcttt 


gaaaatgtta 


aattgagaaa 


cctgttaact 


tacattttat 


2820 


gaattggcac 


attgtattac 


ttactgcaag 


agatatttca 


ttttcagcac 


agtgcaaaag 


2880 


ttctttaaaa 


tgcatatgtc 


tttttttcta 


attccgtttt 


gttttaaagc 


acattttaaa 


2940 


tgtagttttc 


tcatttagta 


aaagttgtct 


aattgatatg 


aagcctgact 


gatttttttt 


3000 


ttccttacag 


tgagacattt 


aagcacacat 


tttattcaca 


tagatactat 


gtccttgaca 


3060 


tattgaaatg 


attcttttct 


gaaagtattc 


atgatctgca 


tatgatgtat 


taggttaggt 


3120 


cacaaaggtt 


ttatctgagg 


tgatttaaat 


aacttcctga 


ttggagtgtg 


taagctgagc 


3180 


gatttctaat 


aaaattttag 


ttgtacactt 


ttagtagtca 


tagtgaagca 


ggtctagaaa 


3240 


ataagccttt 


ggcagggaaa 


aagggcaatg 


ttgattaatc 


tcagtattaa 


accacattaa 


3300 


tctgtatccc 


attgtctggc 


ttttgtaaat 


tcatccaggt 


caagactaag 


tatgttggtt 


3360 


aataggaatc 


CtTttttttt 


tttaaagact 


aaatgtgaaa 


aaataatcac 


tacttaagct 




aattaatatt 


ggtcattaaa 


tttaaaggat 


ggaaatttat 


catgtttaaa 


aattattcaa 


3480 


gcactcttaa 


aaccacttaa 


acagcctcca 


gtcataaaaa 


tgtgttcttt 


acaaatattt 


3540 


gcttggcaac 


acgacttgaa 


ataaataaaa 


ctttgtttct 


taggagaaaa 




3590 



<210> 123 

<211> 327 

<212> PRT 

<213> Homo sapiens 

<400> 123 

Met Ala Asp Gly Glu Leu Asn Val Asp Ser Leu lie Thr Arg Leu Leu 
1 5 10 15 



Glu val Arg Gly Cys Arg Pro Gly Lys lie val Gin Met Thr Glu Ala 
20 25 30 
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Glu val Arg Gly Leu Cys lie Lys Ser Arg Glu lie Phe Leu Ser Gin 
35 40 ~ 45 

Pro lie Leu Leu Glu Leu Glu Ala Pro Leu Lys lie Cys Gly Asp lie 
50 55 60 

His Gly Gin Tyr Thr Asp Leu Leu Arg Leu Phe Glu Tyr Gly Gly Phe 
65 70 75 80 

Pro Pro Glu Ala Asn Tyr Leu Phe Leu Gly Asp Tyr val Asp Arg Gly 
85 90 95 

Lys Gin Ser Leu Glu Thr lie Cys Leu Leu Leu Ala Tyr Lys lie Lys 
100 105 110 

Tyr Pro Glu Asn Phe Phe Leu Leu Arg Gly Asn His Glu Cys Ala Ser 
115 120 125 

lie Asn Arg lie Tyr Gly Phe Tyr Asp Glu Cys Lys Arg Arg Phe Asn 
130 135 140 

He Lys Leu Trp Lys Thr Phe Thr Asp Cys Phe Asn Cys Leu Pro lie 
145 150 155 160 

Ala Ala lie Val Asp Glu Lys lie Phe Cys Cys His Gly Gly Leu Ser 
165 170 175 

Pro Asp Leu Gin ser Met Glu Gin lie Arg Arg lie Met Arg Pro Thr 
180 185 190 

Asp Val Pro Asp Thr Gly Leu Leu Cys Asp Leu Leu Trp Ser Asp Pro 
195 200 205 

Asp Lys Asp val Gin Gly Trp Gly Glu Asn Asp Arg Gly val Ser Phe 
210 215 220 

Thr Phe Gly Ala Asp Val val Ser Lys Phe Leu Asn Arg His Asp Leu 
225 230 235 240 

Asp Leu lie Cys Arg Ala His Gin Val Val Glu Asp Gly Tyr Glu Phe 
245 250 255 

Phe Ala Lys Arg Gin Leu Val Thr Leu Phe Ser Ala Pro Asn Tyr Cys 
260 265 270 

Gly Glu Phe Asp Asn Ala Gly Gly Met Met Ser val Asp Glu Thr Leu 
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Sequence listing as filedl.txt 
280 285 



Met Cys Ser Phe Gin lie Leu Lys Pro Ser Glu Lys Lys Ala Lys Tyr 
290 295 300 

Gin Tyr Gly Gly Leu Asn Ser Gly Arg Pro val Thr Pro Pro Arg Thr 
305 310 " 315 320 

Ala Asn Pro Pro Lys Lys Arg 
325 

<210> 124 
<211> 1365 
<212> DNA 

<213> Drosophila melanogaster 



<400> 124 

^— Cl V_ Q l_ V- CI V- l- CL 


y i_y en—ay clcl 


1"at*a1*nar1"1" 


L L L LaLa L L L 


tnrattttra 

i_yi_y l l l Lv_a 


cl v_ i.y aay ill 


60 


y v-yciciycicici\_ 


uyaay v.y uyy 


Lacici.i_L.ci.i_ l y 


a. clcl tLyaaaa 


Let l t_y cLL,ciy a 


ctctcty L.y ch_l. l 


1 70 


aaagtcggtg 


aagaagtcgc 


acgttgatcg 


ttgtgttttt 


ttcccgaaat 


tttctgcaaa 


180 


aagcccgtgc 


gtgcgtgagt 


ttctctggct 


cttgcttttt 


ttttgtccat 


gcgtgtgtgt 


240 


gtggtcgcat 


aaatttaccg 


atatttcgcc 


tgtgagagcg 


aaacgaacga 


aaaacgaaag 


300 


aaaaaaagag 


agacgagtaa 


agtaaaacga 


aacaggcata 


aaaacagcag 


cagttttctt 


360 


gatatatttg 


gctaaaaaac 


gcaaaccaaa 


cagccagcaa 


gaacaacaaa 


tagctgggca 


420 


aaaacaggac 


gcacaaaaaa 


taaaattaaa 


acgataagag 


gcgaaaagcg 


gagagagtga 


480 


aattctcggc 


agcaacaacg 


acaagaacaa 


caccaggagc 


agcagcaaca 


acaacaacaa 


540 


aagccagccg 


ccacaatgag 


caaatcactc 


tttgatcttc 


cgttgaccat 


tgaaccagaa 


600 


catgagttgc 


gttttgtggg 


tcccttcacc 


cgacccgttg 


tcacaatcat 


gactctgcgc 


660 


aacaactcgg 


ctctgcctct 


ggtcttcaag 


atcaagacaa 


ccgccccgaa 


acgctactgc 


720 


gtacgtccaa 


acatcggcaa 


gataattccc 


tttcgatcaa 


cccaggtgga 


gatctgeett 


780 


cagccattcg 


tctacgatca 


gcaggagaag 


aacaagcaca 


agttcatggt 


geagagegtc 


840 


ctggcaccca 


tggatgctga 


tctaagcgat 


ttaaataaat 


tgtggaagga 


tctggagccc 


900 


gagcagctga 


tggacgccaa 


actgaagtgc 


gttttcgaga 


tgcccaccgc 


tgaggcaaat 


960 


gctgagaaca 


ccagcggtgg 


tggtgccgtt 


ggcggcggaa 


ccggagctgc 


eggaggegga 


1020 


agcgcgggtg 


ccaatactag 


ctcagccagc 


gctgaggcgc 


tcgagagcaa 


gccgaagctc 


1080 


tccagcgagg 


ataagtttaa 


gccatccaat 


ttgctcgaaa cgtctgagag 
Page 115 


tctggacttg 


1140 



Sequence listing as filedl.txt 

ctgtccggag agatcaaagc gctgcgtgaa tgcaacattg aattgcgaag agagaatctt 1200 

cacttgaagg atcaaatcac acgtttccgg agctcgccgg ccgtcaaaca ggtgaatgag 1260 

ccctatgccc cagtcctggc tgagaagcag attccggtct tttacattgc agttgccatt 1320 

gctgcggcca tcgttagcct cctgctgggc aaattctttc tctga 1365 

<210> 125 

<211> 269 

<212> PRT 

<213> Drosophila melanogaster 

<400> 125 

Met Ser Lys Ser Leu Phe Asp Leu Pro Leu Thr lie Glu Pro Glu His 
1 5 10 15 

Glu Leu Arg Phe val Gly Pro Phe Thr Arg Pro val val Thr lie Met 
20 25 30 

Thr Leu Arg Asn Asn Ser Ala Leu Pro Leu Val Phe Lys lie Lys Thr 
35 40 45 

Thr Ala Pro Lys Arg Tyr Cys Val Arg Pro Asn lie Gly Lys lie lie 
50 55 60 

Pro Phe Arg Ser Thr Gin val Glu lie Cys Leu Gin Pro Phe Val Tyr 
65 70 75 80 

Asp Gin Gin Glu Lys Asn Lys His Lys Phe Met val Gin ser Val Leu 
85 90 95 

Ala Pro Met Asp Ala Asp Leu Ser Asp Leu Asn Lys Leu Trp Lys Asp 
100 105 110 

Leu Glu Pro Glu Gin Leu Met Asp Ala Lys Leu Lys Cys Val Phe Glu 
115 120 125 

Met Pro Thr Ala Glu Ala Asn Ala Glu Asn Thr Ser Gly Gly Gly Ala 
130 135 140 

val Gly Gly Gly Thr Gly Ala Ala Gly Gly Gly Ser Ala Gly Ala Asn 
145 150 155 160 

Thr Ser Ser Ala Ser Ala Glu Ala Leu Glu Ser Lys Pro Lys Leu Ser 
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Sequence listing as filedl.txt 
165 170 175 



Ser Glu Asp Lys Phe Lys Pro Ser Asn Leu Leu Glu Thr Ser Glu Ser 

180 185 190 

Leu Asp Leu Leu Ser Gly Glu lie Lys Ala Leu Arg Glu Cys Asn He 

195 200 205 

Glu Leu Arg Arg Glu Asn Leu His Leu Lys Asp Gin lie Thr Arg Phe 

210 ~ 215 220 

Arg ser Ser Pro Ala Val Lys Gin val Asn Glu Pro Tyr Ala Pro Val 

225 230 235 240 

Leu Ala Glu Lys Gin lie Pro val Phe Tyr lie Ala val Ala lie Ala 



Ala Ala lie val Ser Leu Leu Leu Gly Lys Phe Phe Leu 
260 265 

<210> 126 

<211> 2195 

<212> DNA 

<213> Homo sapiens 

<400> 126 

gcgcgcccac ccggtagagg acccccgccc gtgccccgac cggtccccgc ctttttgtaa 60 

aacttaaagc gggcgcagca ttaacgcttc ccgccccggt gacctctcag gggtctcccc 120 

gccaaaggtg ctccgccgct aaggaacatg gcgaaggtgg agcaggtcct gagcctcgag 180 

ccgcagcacg agctcaaatt ccgaggtccc ttcaccgatg ttgtcaccac caacctaaag 240 

cttggcaacc cgacagaccg aaatgtgtgt tttaaggtga agactacagc accacgtagg 300 

tactgtgtga ggcccaacag cggaatcatc gatgcagggg cctcaattaa tgtatctgtg 360 

atgttacagc ctttcgatta tgatcccaat gagaaaagta aacacaagtt tatggttcag 420 

tctatgtttg ctccaactga cacttcagat atggaagcag tatggaagga ggcaaaaccg 480 

gaagacctta tggattcaaa acttagatgt gtgtttgaat tgccagcaga gaatgataaa 540 

ccacatgatg tagaaataaa taaaattata tccacaactg catcaaagac agaaacacca 600 

atagtgtcta agtctctgag ttcttctttg gatgacaccg aagttaagaa ggttatggaa 660 

gaatgtaaga ggctgcaagg tgaagttcag aggctacggg aggagaacaa gcagttcaag 720 

gaagaagatg gactgcggat gaggaagaca gtgcagagca acagccccat ttcagcatta 780 
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gccccaactg 

■-J 3 


ggaaggaaga 


aggccttagc 


acccggctct tggctctggt ggttttgttc 


840 


tttatcgttg 

3 


gtgtaattat 


tgggaagatt 


gccttgtaga ggtagcatgc acaggatggt 


900 


aaattggatt 


ggtggatcca 


ccatatcatg 


ggatttaaat ttatcataac catgtgtaaa 


960 


aagaaattaa 


tgtatgatga 


catctcacag 


gtcttgcctt taaattaccc ctccctgcac 


1020 


acacatacac 


agatacacac 


acacaaatat 


aatgtaacga tcttttagaa agttaaaaat 


1080 


gtatagtaac 


tqattqagqq 


ggaaaagaat 


gatctttatt aatgacaagg gaaaccatga 


1140 


gtaatgccac 


aatggcatat 


tgtaaatgtc 


attttaaaca ttggtaggcc ttggtacatg 


1200 


atgctggatt 


acctctctta 


aaatgacacc 


cttcctcgcc tgttggtgct ggcccttggg 


1260 


gagctggagc 


ccagcatgct 


qqqqaqtqcq 

3 t7 3 ^ 3 w 3^*3 


gtcagctcca cacagtagtc cccacgtggc 


1320 


ccactcccgg 


cccaggctgc 


tttccgtgtc 


ttcagttctg tccaagccat cagctccttg 


1380 


ggactgatga 


acagagtcag 


aagcccaaag 


gaattgcact gtggcagcat cagacgtact 


1440 


cgtcataagt 


gagaggcgtq 


tgttgactga 


ttgacccagc gctttggaaa taaatggcag 


1500 


tgctttgttc 


acttaaaggg 


accaagctaa 


atttgtattg gttcatgtag tgaagtcaaa 


1560 


ctgttattca 


gagatgttta 


atgcatattt 


aacttattta atgtatttca tctcatgttt 


1620 


tcttattgtc 


acaagagtac 


agttaatgct 


gcgtgctgct gaactctgtt gggtgaactg 


1680 


gtattgctgc 


tqqaqqqctq 


tgggctcctc 


tgtctctgga gagtctggtc atgtggaggt 


1740 


ggggtttatt 


qqqatqctqq 

3 3 3 3 w w 3 3 


agaagagctg 


ccaggaagtg ttttttctgg gtcagtaaat 


1800 


aacaactgtc 


ataqqcaqqq 


aaattctcag 


tagtgacagt caactctagg ttaccttttt 


1860 


taatgaagag 


tagtcagtct 


tctagattgt 


tcttatacca cctctcaacc attactcaca 


1920 


cttccagcgc 


ccaggtccaa 


gtttgagcct 


gacctcccct tggggaccta gcctggagtc 


1980 


aggacaaatg 


gatcgggctg 


caaagggtta 


gaagcgaggg caccagcagt tgtgggtggg 


2040 


gagcaaggga 


agagagaaac 


tcttcagcga 


atccttctag tactagttga gagtttgact 


2100 


gtgaattaat 


tttatgccat 


aaaagaccaa 


cccagttctg tttgactatg tagcatcttg 


2160 


aaaagaaaaa 


ttataataaa 


gccccaaaat 


taaga 


2195 



<210> 127 

<211> 243 

<212> PRT 

<213> Homo sapiens 

<400> 127 

Met Ala Lys Val Glu Gin val Leu Ser Leu Glu Pro Gin His Glu Leu 
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1 



5 



Sequence 



1 i sti ng 
10 



as filedl.txt 



15 



Lys Phe Arg Gly Pro Phe Thr Asp val val Thr Thr Asn Leu Lys Leu 
20 25 30 



Gly Asn Pro Thr Asp Arg Asn val Cys Phe Lys val Lys Thr Thr Ala 
35 40 45 



Pro Arg Arg Tyr Cys val Arg Pro Asn Ser Gly lie lie Asp Ala Gly 
50 55 60 



Ala Ser lie Asn val ser val Met Leu Gin Pro Phe Asp Tyr Asp Pro 
65 70 75 80 



Asn Glu Lys Ser Lys His Lys Phe Met val Gin ser Met Phe Ala Pro 
85 90 95 



Thr Asp Thr Ser Asp Met Glu Ala val Trp Lys Glu Ala Lys Pro Glu 
100 105 110 



Asp Leu Met Asp ser Lys Leu Arg Cys val Phe Glu Leu Pro Ala Glu 
115 120 125 



Asn Asp Lys Pro His Asp val Glu lie Asn Lys lie lie Ser Thr Thr 



Ala Ser Lys Thr Glu Thr Pro lie val ser Lys Ser Leu Ser Ser ser 
145 150 155 160 



Leu Asp Asp Thr Glu Val Lys Lys val Met Glu Glu Cys Lys Arg Leu 
165 " 170 175 



Gin Gly Glu Val Gin Arg Leu Arg Glu Glu Asn Lys Gin Phe Lys Glu 
180 185 190 



Glu Asp Gly Leu Arg Met Arg Lys Thr Val Gin Ser Asn Ser Pro lie 
195 200 205 



Ser Ala Leu Ala Pro Thr Gly Lys Glu Glu Gly Leu Ser Thr Arg Leu 
210 215 220 



Leu Ala Leu val val Leu Phe Phe lie val Gly val lie lie Gly Lys 
225 230 235 240 



lie Ala Leu 



130 



135 



140 
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<210> 128 
<211> 609 
<212> DNA 

<213> Drosophila melanogaster 



<400> 128 
caaaacgttc 


agttgtgttt cagttgtcga gaagtcaggg tgtttctacc ttccatttac 


60 


cgttccagtg 


taaaattcag gcgacacgct tagcgttacc aaggagaacc gctaaaaagg 


120 


gccacttttc 


aaacggttag attccagtga agttgtaagc acacagggaa cctaaaaaaa 


180 


aaaaaaacag 


ccaaaatgtc tgatcgcaag gccgtgatta aaaatgccga catgagcgag 


240 


gagatgcagc 


aggatgccgt cgattgtgcg acacaggccc tcgagaagta caacattgaa 


300 


aaggacattg 


cggcctacat caagaaggag ttcgacaaaa aatacaatcc cacatggcat 


360 


tgcattgtcg 


gtcgcaactt tggatcgtat gtcacacacg agacgcgcca ctttatttac 


420 


ttctatttgg 


gccaggtggc tattttactg tttaagagcg gttaaagtat tgtcgagtcg 


480 


gatgaagtgg 


tggtgaggag gctgatggag atgcagcagc tgccccgcca gcagcaacaa 


540 


cagcaggggc 


agcagtcgca tttcggagca tcagaggatg aggatctaga gcagaaacag 


600 


caacaacca 




609 



<210> 129 
<211> 89 
<212> PRT 

<213> Drosophila melanogaster 
<400> 129 

Met Ser Asp Arg Lys Ala val lie Lys Asn Ala Asp Met Ser Glu Glu 
15 10 15 

Met Gin Gin Asp Ala val Asp Cys Ala Thr Gin Ala Leu Glu Lys Tyr 
20 25 30 

Asn lie Glu Lys Asp lie Ala Ala Tyr lie Lys Lys Glu Phe Asp Lys 
35 40 45 

Lys Tyr Asn Pro Thr Trp His Cys lie val Gly Arg Asn Phe Gly Ser 
50 55 60 

Tyr val Thr His Glu Thr Arg His Phe lie Tyr Phe Tyr Leu Gly Gin 
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Sequence listing as filedl.txt 
65 70 75 80 

Val Ala lie Leu Leu Phe Lys Ser Gly 
85 

<210> 130 
<211> 735 
<212> DNA 
<213> Homo sapiens 

<400> 130 

gctgtgaggc gccagtgcgg agcgggcggg cgggcgggcg ggcgggcggc gcgaggcgga 60 

gcgcgggcgg ccggcgaaac tccaagggcg gaccgcggca gggagcgatc ggcctcgggc 120 

tgcgggagcc ggagaccgcg gcggcggcgg ctgctgcagc tgcaggagga gcccagggaa 180 

caccgcccct gcctgtgctc tgcctcgggc catcgctcct ccccagggcc cagtgcggac 240 

tcgcctccgt gaagtgtcac accatgtctg accggaaggc agtgatcaag aacgcagaca 300 

tgtctgagga catgcaacag gatgccgttg actgcgccac gcaggccatg gagaagtaca 360 

atatagagaa ggacattgct gcctatatca agaaggaatt tgacaagaaa tataacccta 420 

cctggcattg tatcgtgggc cgaaattttg gcagctacgt cacacacgag acaaagcact 480 

tcatctattt ttacttgggt caagttgcaa tcctcctctt caagtcaggc taggtggcca 540 

tggtgaaggt gtcagtggcg gcggcagcga tggcaagcag gcggcgttgc tgggactgtt 600 

ttgcactgga gccagcatca ggatgtcctc tccaatggct gtgctactgc atggactgta 660 

tactcgattt catgtgtatg tcgcagtaaa caaaaccaaa cctcaaaaaa aaaaaaaaaa 720 

aaaaaaaaaa aaaaa 735 

<210> 131 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 131 

Met Ser Asp Arg Lys Ala Val lie Lys Asn Ala Asp Met Ser Glu Asp 
1 5 10 15 



Met Gin Gin Asp Ala val Asp Cys Ala Thr Gin Ala Met Glu Lys Tyr 
20 25 30 
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Asn lie Glu Lys Asp lie Ala Ala Tyr lie Lys Lys Glu Phe Asp Lys 



Lys Tyr Asn Pro Thr Trp His Cys lie val Gly Arg Asn Phe Gly Ser 
50 55 60 

Tyr Val Thr His Glu Thr Lys His Phe lie Tyr Phe Tyr Leu Gly Gin 
65 70 75 80 

val Ala lie Leu Leu Phe Lys Ser Gly 
85 

<210> 132 
<2U> 4901 
<212> DNA 

<213> Drosophila melanogaster 
<400> 132 

tgttcgcaag tcgagagcag aatcgaacgg caaaaaatgc tggcgaacaa caaatcatca 60 

aggtaaaact gcgcgccttg gtcattaagt ctttcatcga ggataaaaga ccgatgtctt 120 

ttaacgttat tgctgtaagc aaaagcagaa atcacaatct actcataaat cctcgatttg 180 

gtgcaaatta aaggaaattc atcggttttt ggcggccagt tgcaaacaca aaatactaaa 240 

tacgctagat ggagcacgca tacacgcaag ctcgttggcg aacgtaaatt acatacatca 300 

tatagatagt cgtcccgctt gcactgcccg tcacagcgag ggctgcgaga gcgagagcgg 360 

gagagagaaa ggcctgagtc gctttttctt cttgtacttt atatattttt tattgttttt 420 

ttgtgttgtg ttgcgttgta cgtgtgtgtg agagtgccaa atgtcaacgg aaattacaac 480 

actgcgagac ggagaagtct aaaaggcaga agaagaagaa gcagcagcag gcagcataaa 540 

caaaactcgg gggaaaaatg ttgcccgcca ataacaggag tagcaccagc acccatacca 600 

acacaaatgc caacacaatc aacgccacta ccaataccac caacagatgc ctcatcaata 660 

cggccatcga aaaaacggta gtccgtttgc gagagacggc agcgaatagc gcaccagctc 720 

cagccacagc ctccgttact cgccacggcg gcagcagcag cggcaataac aacaataaca 780 

gtgcatgcca tccagcactg gatgccagca gtgatgttgt tgttgttgaa ccggcagcgg 840 

taggagtcgc acaggaggaa gaggaagagc cggagcaaag gccagagagg atcagcatac 900 

ccattcccga cctggcgttc accgagatgg aagcatatgc cgaggatata gtcgtcgata 960 

tggagggggg atcaccagcc aagcctttaa atccaaagaa acaacgttta aactcagcaa 1020 
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caaccacaac 


aataaatcgc 


Sequence listing 
tcgaggggcg gcggagcggc 


as filedl.txt 
acagagtcga ttacgccggt 


1080 


cggcggccat 


cgttccaccg 


cgatcgattc 


cagagagctg 


tgccagcagc 


agcaattcca 


1140 


attcgagcag 


cagttccaac 


agtaattcca 


gttccagctc 


cgctacagga 


agtagcgcat 


1200 


ccaccggcaa 


tccgtcgccg 


tgctcctccc 


tgggcgtcaa 


tatgcgcgta 


actggacaat 


1260 


gctgccaggg 


aggccggaaa 


tacatggagg 


atcagttctc 


ggtggcctac 


caggaatcac 


1320 


cgatcaccca 


cgaactggaa 

zj Zj Zj 


tacgcatttt 


ttggcatcta 


cgacggacac 


ggcggtcccg 


1380 


aggccgcgct 

ZJ ZJ ZJ ZJ 


cttcgccaag 


gagcacctta 


tgctcgagat 


cgtcaagcag 


aagcagttct 


1440 


ggtctgatca 


ggatgaggat 

3 3 3 3 3 


gtcctgcggg 


caatacgcga 


gggatacatc 


gccacacatt 


1500 


tcgccatgtg 


gcgggaacaa 


gagaaatggc 


cacgcactgc 


caatgggcat 


ctgagcaccg 


1560 


ccggcaccac 


cgccacagtg 


gcctttatgc 


gtcgcgagaa 


gatctacatt 


ggtcatgtgg 


1620 


gtgattctgg 


gatcgttttg 


ggttaccaga 


acaagggcga 


acgcaactgg 


cgtgctcgtc 


1680 


cactgaccac 


ggaccacaag 


ccggagtcac 


tggcagagaa 


gacgagaatc 


cagcgttccg 


1740 


gcggcaatgt 


tgccatcaaa 


tcgggagttc 


cgcgagtggt 


atggaaccga 


cccagggacc 


1800 


caatgcatcg 


cggtcccatt 


cgccgcagaa 


ctctggtaga 


tgaaataccc 


tttttggcgg 


1860 


tggctcgttc 


cctgggcgat 


ctctggagct 


acaattcccg 


cttcaaggaa 


ttcgttgtga 


1920 


gtcccgatcc 


ggatgtcaaa 


gtggttaaaa 


taaatcccag 


tacctttaga 


tgcttaattt 


1980 


tcggcaccga 


tggcctgtgg 

3 3 3 3 3 


aatgtggtga 


ccgcccagga 


ggcggtggac 


agtgtgcgca 


2040 


aggagcatct 


aatcggcgag 


atactcaacg 


agcaggacgt 


tatgaatccc 


agcaaggcgc 


2100 


tqqtqqatca 


ggccctcaaa 


acctgggccg 


ccaagaagat 


gcgtgcggac 


aacacgtccg 


2160 


ttgtgactgt 


gatactaaca 


ccagcggccc 


gcaataattc 


gcccacaacg 


ccaacacgtt 


2220 


ccccatccgc 


gatggcacgc 


gacaatgatc 


tggaggtgga 


gctactgctg 


gaggaggacg 


2280 


acgaggagct 


gccgacactg 


gatgtggaga 


acaactaccc 


tgactttctc 


atcgaggagc 


2340 


atgagtatgt 


qctqqaccag 

ZJ ~~ ZJ ZJ ZJ 


ccgtacagtg 


cattggccaa 


gcgacattcg 


cctccggaag 


2400 


ccttccgcaa 


cttcgactac 


ttcgatgtgg 


acgaggacga 


gttggatgaa 


gatgaggaaa 


2460 


cagtggaaga 


agacgaggag 

3 3 33 3 


gaggaggagg 


aagaggagga 


aaccaaatcg 


gtgggaattc 


2520 


tacagcaaag 


tttgttcaac 


cccagaaaaa 


cgtggcgcaa 


gtcaaccatc 


aacaattcct 


2580 


ggagtggcgt 

ZJ ZJ zj zj zj zj 


caccgaaccg 

9 ZJ 


gaaccggaac 


ccgatcccga 


accagatcga 


atagatgtct 


2640 


taacactgga 


catgtactcc 


cacaccagca 


ttgacaaggg 


caccaattat 


ggcggcagca 


2700 


tagcccag rc 


CLcaauaga l 


cctgcggaga 


cggctgaaaa 


tcgtgagctg 


agtgagttgg 


£ / OU 


agcagcatct 


ggagagtagc 


tacagtttcg 


ccgagtcgta 


caactccctg 


ttaaacgagc 


2820 


aggaggagca 


ggaggcacgc 


tcacgttcag 


cagcagcagc 


agccgccgcc 


gcagaagcag 


2880 


cagcagtaga 


agcacaacaa 


accactgccc 


attccgcatc 


cgttgtgctg 


gaccgcagca 


2940 
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tgttggagat 


catccaggag 


cagcagcact 


atcagcagca agagggctat 


tcgctaacgc 


3000 


aactagagac 


cagacgtgaa 


agggagcggc 


tgaccgaatc gtggccacag 


cagccggctg 


3060 


agctgctcga 


gctggatgct 


ctactgcagc 


aggagcgtgc 


cgaggaggag 


caggtagccc 


3120 


tggagcagca 


gcagcagcgc 


gaacagcaaa 


tggagcaaat 


ggaggtggag 


gccattagta 


3180 


gttcgggaca 


gcacgaattt 


gcttacccag 


tgaccaccgc 


cacagccagc 


gagtggtgtg 


3240 


ctacattaca 


agaagacgag 


gaggagttgg 

3 3/ ZJ 7 7 7 


actccacagt 


aatagacata 


gtaattcaac 


3300 


ccgaacaaga 


qttqcaqgac 


aatgaagtga 


gctccacgtt 


gcccgccaca 


cccactcatg 


3360 


tggagcctga 


gcagattgtg 


gacaagatgg 


agcccctgaa 


ggttcaggag 


atgctaaccg 


3420 


cggtcgaaaa 


acctccatcc 


aagcaggaaa 


agaagctgcc 


gaagaagcaa 


gagaccaaac 


3480 


aggttgctgt 


gctagataca 


gtggccgaga 


tgcccaaaga ggatgcccat 


gccgtgcact 


3540 


atatattcca 


gcgcattcaa 


aaggttcagg 


actctgaggc 


aacaccagtg 


gccgtgacga 


3600 


attccacaat 


ggctgacgcc 


ctgcccaccg 


aatctagtgg 


actgggagga 


tctatgaccg 


3660 


cgccccgaat 


ccgacgctat 


cgcaacgtgc 


ccaacgagaa 


ccatcagcac 


atgcagacgc 


3720 


qtcqtcqtca 

7 3 ^ ^ 


gatcttcaag 


catgtcaagc 


caaagtcctt 


catacagtcc 


agtgctgcgg 


3780 


cqattqtqqc 

W Z3 3 *-3 7 ^ 


ctatggagac 


agcaccgaaa 


cggtcggagg 


aacagccgga 


gcatctggca 


3840 


cacctgcagc 


tgggcgtgta 


gqcqqqggcg 


gtggcggcgg 


cggcggcaga 


ggatcggcca 


3900 


qtqqtqqqaq 

3 *- 3 3 ^333 7 


cagtccagcg 


gtggcagcca 


atagtcggcg 


gagcgtcaat 


gtggtggcca 


3960 


atqcqaqtqq 


aaacagcgct 


agcaaagttg 


tgcccagcag 


cagttccatg 


atgatgaccc 


4020 


gccgcagtca 


caccttgacg 


qccagcqqtg 

7 3 33 3 


gtgtgaacaa aaggcagctg 


cgcagcagtc 

3 3 3 


4080 


tctgcacctt 


qqqcctqqqt 


qtqqqtqtcq 

7 3 *■ w 7 


gtgtcggtct 


gggcatggac 


ctggacatga 


4140 


ccaagcgcac 


gctaaggaca 


aggaatgtac 


ccgctttgtc 


gggcggttca 


gccacgccat 


4200 


ctagcaattc 


gtcgccagcc 


agcggaggca 


gcagtccagc 


cggtttcaca 


agcccagcca 


4260 


gtccggtcat 


cacgtccagg 


ggaagcggat 


cgcgtactac 


cgcctcgcca 


gccaggcgcc 


4320 


taaaacgcag 


tcatgaggat 


cgqqagcaaa 

7 3 3 3 


gaatgagctt 


gcgacggagc 


actctgagtg 


4380 


gcagtgccag 


cqgcagtgqg 

7 3 ^" ~ 3 7 3 7 


ctggtgggca 


ctggtgggtc 


gccctcgaat 


gtgaaatcaa 


4440 


atcgcctgca 


ggcctgcaat 


ggagccatct 


ctgcgcgtcc 


gccgccctcg 


ccgaagaaac 


4500 


rgaa tgcagc 


cgxgcccaca 


t uggcaa. l Ly 


gaacgcgtgc 


atatacggcg 


nrntt/inrnn 

gcgrxggcgg 




cggcggcgga 


tcacctgaac 


aagcggtggt 


cgttgcgcag 


cagcagtggc 


aactctggca 


4620 


atctgataac 


cgccatcagt 


tgctacagtg 


acaggagcag 


ggcggcgact 


gcggcgggat 


4680 


caccgggatc 


tggaggcggg 


gcagcgggac 


caccaggagc 


atctttggcc 


gcatccacag 


4740 


tcggcacgcg 


aaggcgctag 


gctagattgt 


aacgaaacat 


gcgagcaact 


tgcaagtaca 


4800 
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Sequence listing as filedl.txt 
aatcctaagc aacggaaaat tttagatcct agtatactac tttactgaaa acgcaaaatt 4860 

gcataattta accaattttt ttatgtgcac aacacacaca c 4901 

<210> 133 

<211> 1400 

<212> PRT 

<213> Drosophila melanogaster 



<400> 133 

Met Leu Pro Ala Asn Asn Arg Ser Ser Thr Ser Thr His Thr Asn Thr 
1 5 10 15 

Asn Ala Asn Thr lie Asn Ala Thr Thr Asn Thr Thr Asn Arg Cys Leu 
20 25 30 

lie Asn Thr Ala lie Glu Lys Thr val val Arg Leu Arg Glu Thr Ala 
35 40 45 

Ala Asn ser Ala Pro Ala Pro Ala Thr Ala ser val Thr Arg His Gly 
50 55 60 

Gly Ser Ser Ser Gly Asn Asn Asn Asn Asn Ser Ala Cys His Pro Ala 
65 70 75 80 

Leu Asp Ala Ser Ser Asp Val Val Val Val Glu Pro Ala Ala val Gly 
85 90 95 

Val Ala Gin Glu Glu Glu Glu Glu Pro Glu Gin Arg Pro Glu Arg lie 
100 105 ~ 110 

Ser lie Pro lie Pro Asp Leu Ala Phe Thr Glu Met Glu Ala Tyr Ala 
115 120 125 

Glu Asp lie val Val Asp Met Glu Gly Gly Ser Pro Ala Lys Pro Leu 
130 135 140 

Asn Pro Lys Lys Gin Arg Leu Asn Ser Ala Thr Thr Thr Thr lie Asn 
145 150 155 160 

Arg Ser Arg Gly Gly Gly Ala Ala Gin Ser Arg Leu Arg Arg Ser Ala 
165 170 ~ 175 

Ala lie val Pro Pro Arg Ser lie Pro Glu Ser Cys Ala Ser Ser Ser 
180 185 190 
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Sequence listing as filedl.txt 

Asn Ser Asn Ser Ser Ser Ser ser Asn Ser Asn ser Ser ser Ser ser 
195 200 205 

Ala Thr Gly Ser ser Ala Ser Thr Gly Asn Pro Ser Pro Cys Ser ser 
210 215 220 

Leu Gly val Asn Met Arg val Thr Gly Gin Cys Cys Gin Gly Gly Arg 
225 230 235 240 

Lys Tyr Met Glu Asp Gin Phe Ser Val Ala Tyr Gin Glu Ser Pro lie 
245 250 255 

Thr His Glu Leu Glu Tyr Ala Phe Phe Gly lie Tyr Asp Gly His Gly 
260 265 270 

Gly Pro Glu Ala Ala Leu Phe Ala Lys Glu His Leu Met Leu Glu lie 
275 280 285 

Val Lys Gin Lys Gin Phe Trp Ser Asp Gin Asp Glu Asp Val Leu Arg 
290 295 300 

Ala lie Arg Glu Gly Tyr lie Ala Thr His Phe Ala Met Trp Arg Glu 
305 310 315 320 

Gin Glu Lys Trp Pro Arg Thr Ala Asn Gly His Leu ser Thr Ala Gly 
325 330 335 

Thr Thr Ala Thr Val Ala Phe Met Arg Arg Glu Lys lie Tyr lie Gly 
340 345 350 

His val Gly Asp Ser Gly lie Val Leu Gly Tyr Gin Asn Lys Gly Glu 
355 360 365 

Arg Asn Trp Arg Ala Arg pro Leu Thr Thr Asp His Lys Pro Glu Ser 
370 375 380 

Leu Ala Glu Lys Thr Arg lie Gin Arg Ser Gly Gly Asn val Ala lie 
385 390 395 400 

Lys Ser Gly val Pro Arg val val Trp Asn Arg Pro Arg Asp Pro Met 
405 410 ~ 415 

His Arg Gly Pro lie Arg Arg Arg Thr Leu Val Asp Glu lie Pro Phe 
420 425 430 

Leu Ala val Ala Arg Ser Leu Gly Asp Leu Trp Ser Tyr Asn Ser Arg 
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Sequence listing as filedl.txt 
435 440 445 

Phe Lys Glu Phe val Val Ser Pro Asp Pro Asp val Lys val val Lys 
450 455 460 

lie Asn Pro ser Thr Phe Arg Cys Leu lie Phe Gly Thr Asp Gly Leu 
465 470 ~ 475 480 

Trp Asn Val val Thr Ala Gin Glu Ala Val Asp Ser Val Arg Lys Glu 
485 490 495 

His Leu lie Gly Glu lie Leu Asn Glu Gin Asp Val Met Asn Pro Ser 
500 505 510 

Lys Ala Leu Val Asp Gin Ala Leu Lys Thr Trp Ala Ala Lys Lys Met 
515 520 525 

Arg Ala Asp Asn Thr Ser Val Val Thr Val lie Leu Thr Pro Ala Ala 
530 535 540 

Arg Asn Asn Ser Pro Thr Thr Pro Thr Arg Ser Pro ser Ala Met Ala 
545 550 555 560 

Arg Asp Asn Asp Leu Glu Val Glu Leu Leu Leu Glu Glu Asp Asp Glu 
565 570 575 

Glu Leu Pro Thr Leu Asp val Glu Asn Asn Tyr Pro Asp Phe Leu lie 
580 585 * 590 

Glu Glu His Glu Tyr Val Leu Asp Gin Pro Tyr ser Ala Leu Ala Lys 
595 600 605 

Arg His Ser Pro Pro Glu Ala Phe Arg Asn Phe Asp Tyr Phe Asp val 
610 615 620 

Asp Glu Asp Glu Leu Asp Gl u Asp Gl u Gl u Thr val Glu Glu Asp Glu 
625 630 635 640 

Glu Glu Glu Glu Glu Glu Glu Glu Thr Lys Ser Val Gly lie Leu Gin 
645 650 655 

Gin Ser Leu Phe Asn Pro Arg Lys Thr Trp Arg Lys Ser Thr lie Asn 
660 665 670 

Asn ser Trp Ser Gly Val Thr Glu Pro Glu Pro Glu Pro Asp Pro Glu 
675 680 685 
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Pro Asp Arg lie Asp Val Leu Thr Leu Asp Met Tyr Ser His Thr Ser 
690 ~ 695 700 

lie Asp Lys Gly Thr Asn Tyr Gly Gly Ser lie Ala Gin Ser Ser lie 
705 710 715 720 

Asp Pro Ala Glu Thr Ala Glu Asn Arg Glu Leu Ser Glu Leu Glu Gin 
725 730 735 

His Leu Glu Ser Ser Tyr Ser Phe Ala Glu Ser Tyr Asn Ser Leu Leu 
740 745 750 

Asn Glu Gin Glu Glu Gin Glu Ala Arg Ser Arg Ser Ala Ala Ala Ala 
755 760 765 

Ala Ala Ala Ala Glu Ala Ala Ala Val Glu Ala Gin Gin Thr Thr Ala 
770 775 780 

His ser Ala Ser val val Leu Asp Arg Ser Met Leu Glu lie lie Gin 
785 790 795 800 

Glu Gin Gin His Tyr Gin Gin Gin Glu Gly Tyr Ser Leu Thr Gin Leu 
805 810 815 

Glu Thr Arg Arg Glu Arg Glu Arg Leu Thr Glu Ser Trp Pro Gin Gin 
820 825 830 

Pro Ala Glu Leu Leu Glu Leu Asp Ala Leu Leu Gin Gin Glu Arg Ala 
835 840 845 

Glu Glu Glu Gin Val Ala Leu Glu Gin Gin Gin Gin Arg Glu Gin Gin 
850 855 860 

Met Glu Gin Met Glu val Glu Ala lie Ser Ser Ser Gly Gin His Glu 
865 870 875 880 

Phe Ala Tyr Pro Val Thr Thr Ala Thr Ala Ser Glu Trp Cys Ala Thr 
885 890 895 

Leu Gin Glu Asp Glu Glu Glu Leu Asp Ser Thr val lie Asp lie val 
900 905 910 

lie Gin Pro Glu Gin Glu Leu Gin Asp Asn Glu Val Ser Ser Thr Leu 
915 920 925 

Pro Ala Thr Pro Thr His Val Glu Pro Glu Gin lie val Asp Lys Met 
930 935 940 
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Glu Pro Leu Lys val Gin Glu Met Leu Thr Ala val Glu Lys Pro Pro 
945 950 955 960 

Ser Lys Gin Glu Lys Lys Leu Pro Lys Lys Gin Glu Thr Lys Gin val 
965 970 975 

Ala Val Leu Asp Thr val Ala Glu Met Pro Lys Glu Asp Ala His Ala 
980 985 990 

val His Tyr lie Phe Gin Arg lie Gin Lys val Gin Asp Ser Glu Ala 
995 1000 1005 

Thr Pro val Ala val Thr Asn ser Thr Met Ala Asp Ala Leu Pro 
1010 1015 1020 

Thr Glu Ser ser Gly Leu Gly Gly Ser Met Thr Ala Pro Arg lie 
1025 1030 1035 

Arg Arg Tyr Arg Asn Val Pro Asn Glu Asn His Gin His Met Gin 
1040 " 1045 1050 

Thr Arg Arg Arg Gin He Phe Lys His Val Lys Pro Lys Ser Phe 
1055 1060 1065 

lie Gin Ser Ser Ala Ala Ala lie Val Ala Tyr Gly Asp Ser Thr 
1070 1075 1080 

Glu Thr Val Gly Gly Thr Ala Gly Ala Ser Gly Thr Pro Ala Ala 
1085 1090 1095 

Gly Arg Val Gly Gly Gly Gly Gly Gly Gly Gly Gly Arg Gly Ser 
1100 1105 1110 

Ala Ser Gly Gly Ser Ser Pro Ala val Ala Ala Asn Ser Arg Arg 
1115 1120 1125 

Ser val Asn Val Val Ala Asn Ala Ser Gly Asn Ser Ala Ser Lys 
1130 1135 1140 

val val Pro Ser ser Ser Ser Met Met Met Thr Arg Arg Ser His 
1145 1150 1155 

Thr Leu Thr Ala Ser Gly Gly val Asn Lys Arg Gin Leu Arg Ser 
1160 1165 1170 

Ser Leu Cys Thr Leu Gly Leu Gly val Gly val Gly Val Gly Leu 
1175 1180 1185 
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Gly Met Asp Leu Asp Met Thr Lys Arg Thr Leu Arg Thr Arg Asn 
1190 1195 1200 

val Pro Ala Leu Ser Gly Gly Ser Ala Thr Pro Ser ser Asn Ser 
1205 1210 1215 



Ser Pro Ala Ser Gly Gly Ser ser Pro Ala Gly Phe Thr Ser Pro 
1220 1225 1230 

Ala Ser Pro Val lie Thr Ser Arg Gly Ser Gly Ser Arg Thr Thr 
1235 1240 1245 



Ala Ser Pro Ala Arg Arg Leu Lys Arg Ser His Glu Asp Arg Glu 
1250 ~ 1255 ~ 1260 



Gin Arg Met Ser Leu Arg Arg Ser Thr Leu Ser Gly Ser Ala Ser 

1265 1270 1275 

Gly Ser Gly Leu val Gly Thr Gly Gly Ser Pro Ser Asn Val Lys 

1280 1285 1290 

Ser Asn Arg Leu Gin Ala Cys Asn Gly Ala lie Ser Ala Arg Pro 

1295 1300 1305 

Pro Pro Ser pro Lys Lys Leu Asn Ala Ala Val Pro Thr Leu Ala 

1310 1315 1320 

lie Gly Thr Arg Ala Tyr Thr Ala Ala Leu Ala Ala Ala Ala Asp 

1325 1330 1335 

His Leu Asn Lys Arg Trp Ser Leu Arg Ser Ser Ser Gly Asn Ser 

1340 1345 " 1350 

Gly Asn Leu lie Thr Ala lie Ser Cys Tyr Ser Asp Arg Ser Arg 

1355 1360 1365 

Ala Ala Thr Ala Ala Gly Ser Pro Gly Ser Gly Gly Gly Ala Ala 

1370 1375 1380 

Gly Pro Pro Gly Ala Ser Leu Ala Ala Ser Thr Val Gly Thr Arg 

1385 1390 1395 



Arg Arg 
1400 



<210> 134 
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<211> 2973 

<212> DNA 

<213> Homo sapiens 



<400> 134 
ctaactctac 

X* w xj XJ X^ W X*» X* Xj V*- 


tcactccaac 


gctccggccc 


agctctcgcg 


gacaagtcca 


gacatcgcgc 


60 


accccccctt 

XA V» V-* V* V* V* V* V* ^ *^ 


ctccaaatcc 


gccccctccc 


ccttctcaac 


atcatcaaaa 

xj w x^ V_ V_ X^ t4\AM 


ataaacaata 


120 




aaacacctaa 


tatatctccc 

W XA X- XJ x» x^ w %■ x» X^ 


accaccaaat 

V* M v^. V* Xj X^ vA V> 


tcaacaaact 

W Xw. XJ x^ XJ XJ u W 


acataaaacc 
y *-y L yyy u, - v - 


180 


aacaaaatcc 


caaccaacca 

v_ XA %A x_ xa v< V_ «w XJ 


accataacaa 


aactatactc 


actaaaaata 

yv- »-yyy<*y ^y 


agcgtcttct 


240 


ccaaccaaaa 


caaaaaaaaa 
yyyyyy 


tacataaaaa 

W X»- %-K V XJ XA XA XA XA 


acattactca 


aatcattata 

XA XA X» V XJ \* V# M X* XJ 


gagcccgaac 


300 


caacaactaa 


aaaaaaaccc 


tcaccacaac 

X*> V- XA X-# \— V* xa xa V* 


aatcactatc 


tcaaccatta 


cctccgcggc 


360 


catrcaccaac 

v. y w y y y 


cacccttccc 

V* XA V* X— V* ^ *_ V_ 


aacaacaaaa 
yy v -yy , -y aa y 


tctcaaaaaa 


aaacccaaca 

yy yy 


gtggcagccc 


420 


aaaaaactco 


CQeiCCCtCtC 

\- y u v. \— V- v. \« w V- 


ccaaacacca 

\_ V. y y V— y V- \»i y 


oaacctcacc 

y y y ^ *• ^~ y ™ ^ 


aacacctaac 


cactactacc 

V* M V* ^ XA X^ \_ XA X_ 


480 


accaccattc 

u y ^*y L 


ctccataacc 

V. l_ v» \» y y y v- v. 


tttttcacca 


tiatacaacaa 

*- y l> y v -y uv -yy 


QC3.CQQCQQQ 
yL.dL.yyL.yyy 


caaaaaacaa 


540 


cacaatttac 

V.UV>Uy V \- 


^y y y y 


tt:at:aaaa1:t: 

w lu *yy y y ^ 


tcatcaaaaa 


acaaaaaaat: 

y vwy wuyy y *- 


ttcacctcat 

^ ^— X_ XA X_ Xri X> X— XA U> 


600 


v- >— y y y y 


"taaaatttac 

CUCiyy t— w ^ y 


actaccatcc 


acaaaaactt 


tctcacttat 

i*. v» v. ^~y >• k wy l 


caccttacca 


660 


t"at*cinaaaaa 

Ly Lyyddydd 


ar1"QQraciaa 

cl v_ Lyy L.yydd 


L^^LL d Cl Cl y d 


lci Ly ciL.y y y 


L V- L LLL Ldy L. 


acatcaaaaa 

nm Lvayyyu 


720 


raartaccaa 

v.cici\». Ly v_L.dy 


v.y Lyy lv_q l v. 


ci v_ uuyy yy \.ci 


"taaaaatata 

Ly uaya Ly La 


Ly L dy \» LLHL 


y *"^*yy l y d v, l 


780 


^ a yyyy L yy L 


trt" 1" o q a a t* 1* 


caaaatoacc 

y y Lyav.v> 


caaaaaataa 

Lyaayya Ly a 


V- L L Ly LL»dyd 


y*- i-y »-yy«yy 


840 


Taacacaaaa 


ccat*aaacca 

V- ci i_ ci ci y v_ v_ ci 


aaacttccca 

y cici v. i- v. V— V— V- ci 


aaaaaaaaaa 


acoaatcaaa 

dv.y dd LLy dd 


yydv» l Lyy Ly 


900 


yydy l y Lua v_ 


aaacaaatct 

y cici V- uciy lv. l 


yyyy ^•y c * ,c * 


y *-y Lay l l Ly 


□aaacaacct 

yuuuv.yuvv_ L 


CQtlCtCaCtLC 

v. y ci V— l- >wU v_ v_ v> 


960 


acaataaacc 

*A\^*ACl V.yy«-*.V-V. 


"tattaaaaaa 

***y *" **»*y y 


aacacaatta 


ttaaccaaat 


tccttttcta 

X* V_ X* X« X- ^ X— W V4 


acaataacaa 

M X»IAM X> XA XA X— XA XA 


1020 


aaacacttaa 


taatttataa 

XJ v4 W X. X* XH V— XA XJ 


aactataatt 


tcttcaataa 

\+ X*- V* W X^ %A XJ X* Xj XJ 


taaatttata 

X. X^ XA XA X> X> X> XA X> XA 


atatcaccta 

XA X. XA X> X^ V- X— X. %y 


1080 


aaccagacac 


aagtgtccac 


actcttgacc 


ctcagaagca 


caagtatatt 


atattgggga 


1140 


gtgatggact 


ttggaatatg 


attccaccac 


aagatgccat 


ctcaatgtgc 


caggaccaag 


1200 


aggagaaaaa 


atacctgatg 


ggtgagcatg 


gacaatcttg 


tgccaaaatg 


cttgtgaatc 


1260 


gagcattggg 


ccgctggagg 


cagcgtatgc 


tccgagcaga 


taacactagt 


gccatagtaa 


1320 


tctgcatctc 


tccagaagtg 


gacaatcagg 


gaaactttac 


caatgaagat 


gagttatacc 


1380 


tgaacctgac 


tgacagccct 


tcctataata 


gtcaagaaac 


ctgtgtgatg 


actccttccc 


1440 


catgttctac 


accaccagtc 


aagtcactgg 


aggaggatcc 


atggccaagg 


gtgaattcta 


1500 


aggaccatat 


acctgccctg 


gttcgtagca 


atgccttctc 


agagaatttt 


ttagaggttt 


1560 


cagctgagat 


agctcgagag 


aatgtccaag 


gtgtagtcat 


accctcaaaa 


gatccagaac 


1620 
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Sequence listing as filedl.txt 



cacttgaaga 


aaattgcgct 


aaagccctga 


ctttaaggat acatgattct ttgaataata 


1680 


gccttccaat 


tggccttgtg 


cctactaatt 


caacaaacac tgtcatggac caaaaaaatt 


1740 


tgaagatgtc 


aactcctggc 


caaatgaaag 


cccaagaaat tgaaagaacc cctccaacaa 


1800 


actttaaaag 


gacattagaa 


gagtccaatt 


ctQQCCCCCt qataaaaaaa cataaacaaa 


1860 


atggcttaag 


tcgaagtagt 


ggtgctcagc 


ctacaaatct ccccacaacc tcacaacaaa 

^* W %J ^» *A XA W W* W V** VA V* W- W» W V* V* M Vm Vj WV VA 


1920 


agaactctgt 


taaactcacc 


atgcgacgca 


gacttagggg ccagaagaaa attggaaatc 


1980 


ctttacttca 


tcaacacagg 


aaaactgttt 


atatttacta aaatacatct aaaaaataaa 

xa w va; www va w* w va u VA VA W VA; w» va w w VA VA VA va U VA W VA UM 


2040 


gtttttccaa 


acttaggata 


taagagggct 


ttttaaattt aataccaata ttaaactttt 

w w w w uuu. www VA VA W VA w> VM w w va w w va VA VA w> w w w w 


2100 


tttaaaaaaa 


aaaaattaaa 

MUUUU W W VA VA VA 


aaaaatatac 


aatttaactt "tttaaaa't'tc aacaatttta 


2160 


tcctggcctt 


gtacttgctt 


gtattgtaaa 


tataaatttt ataaatatta aaatataaat 

W W VA W W W W VA W VA VA VA W VA W W VA V^ VJ VA W VA W VA VA VA^ W 


2220 


tgctgtaaaa 


tttgtgtaaa 


tttgtatcca 


cacaaattca gtctctgaat acacagtatt 


2280 


caaaatctct 


aatacacaat 


aattataaca 

VA VA W W VA W VA VA V* VA 


ataaaactaa atatttaaaa aaatcaaaaa 

VA W VA VA XA V* W VA VA> VA W ^4 WWW VA UULU W V- VA VA, VA vA \A 


2340 


aatctattaa 

*AV* W VA W W VA VA 


attttaaaaa 


aacatttaaa 

uu VU W W W VA VA VA 


ctttttaaaa tacttattaa aaaatttata 

V— W W W W W W W\ W* W W W% W W WVWV UIAUU WWW \A W tA 


2400 


taaaccactt 


atcttaaaaa 


ctatacaact 

V* V. WJ VlAlkA V* W 


"t"tt"taaaalia aattattaaa caaactaaaa 


2460 


aagtgatgta 


ttttcataat 

www ww«va w iam w 


gacctgtgtt 


tcacttaata tttcttaaaa ccaaatatct 

W W*%A> W^ W W W \A WWW V- W W **A VA WV XA V# WW4M W \A W W W 


2520 


tttaaacatt 


attttttatt 


"tctgatttca 


"taatitcaaaa ctaaattttt cataaaaata 

WWW W W WViM W* W\ W WWxWxxA W W W W W W>IA> L VAmUUVJ W \A 


2580 


"tl"aaaccat"a 


rl"araat*t"aa 

V— LUV.UU l. uau 


t"Ct"t"Qt"crra 

i_ v_ u l y u v. ci 


at"l"aaaa1"ar 1"al"nrani"ai" rt*rTl*arat"r 


2640 


aataacattt: 


t**tct*aaa arc 


t"t~aat"ca1"ca 


aa1 - a1*ar'M"a rTaaaTrTlr aaratanaan 

UQ UUUmV. L La V. LauCl LL> L LL. U^L.U LdUauU 


2700 


gaagtgtgtt 


tgcctaaaac 


aatctaaaac 


aattcccttc tttttcatcc cagaccaatg 


2760 


gcattattag 


gtcttaaagt 


agttactccc 


ttctcgtgtt tgcttaaaat atgtgaagtt 


2820 


ttccttgcta 


tttcaataac 


agatggtgct 


gctaattccc aacatttctt aaattatttt 


2880 


atatcataca 


gttttcattg 


attatatggg 


tatatattca tctaataaat cagtgaactg 


2940 


ttcctcatgt 


tgctgaaaaa 


aaaaaaaaaa 


aaa 


2973 



<210> 135 

<211> 605 

<212> PRT 

<213> Homo sapiens 

<400> 135 

Met Ala Gly Leu Tyr Ser Leu Gly Val Ser Val Phe ser Asp Gin Gly 
15 10 15 
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Sequence listing as filedl.txt 

Gly Arg Lys Tyr Met Glu Asp val Thr Gin lie val val Glu Pro Glu 
20 25 30 

Pro Thr Ala Glu Glu Lys Pro Ser Pro Arg Arg ser Leu Ser Gin Pro 
35 40 45 

Leu Pro Pro Arg Pro Ser Pro Ala Ala Leu Pro Gly Gly Glu val Ser 
50 55 60 

Gly Lys Gly Pro Ala val Ala Ala Arg Glu Ala Arg Asp Pro Leu Pro 
65 70 75 80 

Asp Ala Gly Ala Ser Pro Ala Pro Ser Arg Cys Cys Arg Arg Arg Ser 
85 90 95 

Ser val Ala Phe Phe Ala val Cys Asp Gly His Gly Gly Arg Glu Ala 
100 105 110 

Ala Gin Phe Ala Arg Glu His Leu Trp Gly Phe lie Lys Lys Gin Lys 
115 " 120 125 

Gly Phe Thr Ser Ser Glu Pro Ala Lys val Cys Ala Ala lie Arg Lys 
130 135 ' 140 

Gly Phe Leu Ala Cys His Leu Ala Met Trp Lys Lys Leu Ala Glu Trp 
145 150 155 160 

Pro Lys Thr Met Thr Gly Leu Pro Ser Thr Ser Gly Thr Thr Ala Ser 
165 170 175 

val Val lie lie Arg Gly Met Lys Met Tyr val Ala His val Gly Asp 
180 ~ 185 190 

Ser Gly Val Val Leu Gly lie Gin Asp Asp Pro Lys Asp Asp Phe Val 
195 200 205 

Arg Ala val Glu Val Thr Gin Asp His Lys Pro Glu Leu Pro Lys Glu 
210 215 220 

Arg Glu Arg He Glu Gly Leu Gly Gly Ser Val Met Asn Lys Ser Gly 
225 230 235 240 

Val Asn Arg val Val Trp Lys Arg Pro Arg Leu Thr His Asn Gly Pro 
245 250 255 

val Arg Arg Ser Thr val lie Asp Gin lie Pro Phe Leu Ala val Ala 
260 265 270 
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Arg Ala Leu Gly Asp Leu Trp Ser Tyr Asp Phe Phe Ser Gly Glu Phe 
275 280 285 

Val Val Ser Pro Glu Pro Asp Thr Ser Val His Thr Leu Asp Pro Gin 
290 295 300 

Lys His Lys Tyr lie lie Leu Gly Ser Asp Gly Leu Trp Asn Met lie 
305 310 315 320 

Pro Pro Gin Asp Ala lie Ser Met Cys Gin Asp Gin Glu Glu Lys Lys 
325 330 335 

Tyr Leu Met Gly Glu His Gly Gin Ser Cys Ala Lys Met Leu Val Asn 
340 345 350 

Arg Ala Leu Gly Arg Trp Arg Gin Arg Met Leu Arg Ala Asp Asn Thr 
355 360 365 

Ser Ala lie val lie Cys lie Ser Pro Glu val Asp Asn Gin Gly Asn 
370 375 380 

Phe Thr Asn Glu Asp Glu Leu Tyr Leu Asn Leu Thr Asp Ser Pro Ser 
385 390 395 400 

Tyr Asn Ser Gin Glu Thr Cys Val Met Thr Pro Ser Pro Cys Ser Thr 
1 405 410 415 

pro Pro Val Lys Ser Leu Glu Glu Asp Pro Trp Pro Arg Val Asn ser 
420 425 430 

Lys Asp His lie Pro Ala Leu Val Arg ser Asn Ala Phe Ser Glu Asn 
435 440 445 

Phe Leu Glu Val Ser Ala Glu lie Ala Arg Glu Asn Val Gin Gly val 
450 455 460 

Val lie Pro Ser Lys Asp Pro Glu Pro Leu Glu Glu Asn Cys Ala Lys 
465 470 475 480 

Ala Leu Thr Leu Arg lie His Asp Ser Leu Asn Asn Ser Leu Pro lie 
485 490 495 

Gly Leu val Pro Thr Asn Ser Thr Asn Thr val Met Asp Gin Lys Asn 
500 505 510 

Leu Lys Met Ser Thr Pro Gly Gin Met Lys Ala Gin Glu lie Glu Arg 
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Sequence listing as filedl.txt 
520 525 



Thr Pro Pro Thr Asn Phe Lys Arg Thr Leu Glu Glu Ser Asn ser Gly 
530 535 ~ 540 

Pro Leu Met Lys Lys His Arg Arg Asn Gly Leu Ser Arg Ser Ser Gly 
545 550 555 ~ 560 

Ala Gin Pro Ala ser Leu Pro Thr Thr Ser Gin Arg Lys Asn ser val 
565 570 575 

Lys Leu Thr Met Arg Arg Arg Leu Arg Gly Gin Lys Lys lie Gly Asn 
580 " ' 585 590 

Pro Leu Leu His Gin His Arg Lys Thr val Cys val Cys 
595 600 605 

<210> 136 

<211> 556 

<212> DNA 

<213> Drosophila melanogaster 



<400> 136 
gatatccggt 


taacgcaagt gttgctgatc 


gacaaacaaa 


cccagaatgg 


cacccaggaa 


60 


ggctaaagtt 


cagaaggagg aggttcaggt 


ccagctggga 


ccccaagttc 


gcgacggcga 


120 


gatcgtgttc 


ggagtggctc acatctacgc 


cagcttcaac 


gacaccttcg 


tccatgtcac 


180 


tgatctgtcc 


ggccgtgaga ccatcgctcg 


tgtcaccgga 


ggcatgaagg 


tgaaggccga 


240 


tcgtgatgag 


gcttcgccct acgccgctat 


gttggccgct 


caggatgtgg 


ctgagaagtg 


300 


caagacactg 


ggcattactg ccctgcatat 


taagctgcgt 


gccaccggcg 


gcaacaagac 


360 


caagaccccc 


ggacccggcg cccagtccgc 


tctgcgtgct 


ttggcccgtt 


cgtccatgaa 


420 


gattggccgc 


atcgaggatg tgacgcccat 


cccatcggac 


tccacccgca 


ggaagggcgg 


480 


tcgccgtggt 


cgtcgtctgt agatggcagt 


atctggaaag 


cagtagtcta 


tgtttgcggt 


540 


cgaaatacaa 


tactgc 








556 



<210> 137 
<211> 151 
<212> PRT 

<213> Drosophila melanogaster 
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Sequence listing as filedl.txt 



<400> 137 



Met Ala Pro Arg Lys Ala Lys val Gin Lys Glu Glu val Gin val Gin 
15 10 15 

Leu Gly Pro Gin val Arg Asp Gly Glu lie val Phe Gly val Ala His 
20 25 30 

lie Tyr Ala Ser Phe Asn Asp Thr Phe Val His Val Thr Asp Leu Ser 
35 40 45 

Gly Arg Glu Thr lie Ala Arg val Thr Gly Gly Met Lys val Lys Ala 
50 55 60 

Asp Arg Asp Glu Ala ser Pro Tyr Ala Ala Met Leu Ala Ala Gin Asp 
65 70 75 80 

Val Ala Glu Lys Cys Lys Thr Leu Gly lie Thr Ala Leu His lie Lys 
85 90 95 

Leu Arg Ala Thr Gly Gly Asn Lys Thr Lys Thr Pro Gly Pro Gly Ala 
100 105 110 

Gin Ser Ala Leu Arg Ala Leu Ala Arg Ser ser Met Lys lie Gly Arg 
115 120 " 125 

lie Glu Asp val Thr Pro lie Pro Ser Asp Ser Thr Arg Arg Lys Gly 
130 135 140 

Gly Arg Arg Gly Arg Arg Leu 
145 ~ 150 

<210> 138 

<211> 775 

<212> DNA 

<213> Drosophila melanogaster 



<400> 138 

caagtggttc gtctttaatt tttccctctt aatttttgcg aaaaaaaacc cgactttgag 60 

cccctaaact taaaaaatgt gccttcctcc agagtgttca gagcgtcgac tgaaaatgac 120 

aaacaagctg cccggcagct aatttttttt tacatttttt gttttgtttg ttcgcacgca 180 

tttgttttta tttgtgaaac acgtggtata aatgtggaaa ttcccttgct attcccgcag 240 
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ttgctgatcg 


acaaacaaac 


Sequence listing 
ccagaatggc acccaggaag 


as filedl.txt 
gctaaagttc agaaggagga 


300 


ggttcaggtc 


cagctgggac 


cccaagttcg 


cgacggcgag 


atcgtgttcg 


gagtggctca 


360 


catctacgcc 


agcttcaacg 


acaccttcgt 


ccatgtcact 


gatctgtccg 


gccgtgagac 


420 


catcgctcgt 


gtcaccggag 


gcatgaaggt 


gaaggccgat 


cgtgatgagg 


cttcgcccta 


480 


cgccgctatg 


ttggccgctc 


aggatgtggc 


tgagaagtgc 


aagacactgg 


gcattactgc 


540 


cc xgcaLaxt 


aagctgcgtg 


ccaccggcgg 


caacaagacc 


aagacccccg 


gacccggcgc 


bUU 


ccagtccgct 


ctgcgtgctt 


tggcccgttc 


gtccatgaag 


attggccgca 


tcgaggatgt 


660 


gacgcccatc 


ccatcggact 


ccacccgcag 


gaagggcggt 


cgccgtggtc 


gtcgtctgta 


720 


gatggcagta 


tctggaaagc 


agtagtctat 


gtttgcggtc 


gaaatacaat 


actgc 


775 



<210> 139 
<211> 151 
<212> PRT 

<213> Drosophila melanogaster 
<400> 139 

Met Ala Pro Arg Lys Ala Lys val Gin Lys Glu Glu val Gin val Gin 
15 10 15 

Leu Gly Pro Gin val Arg Asp Gly Glu lie val Phe Gly val Ala His 
20 25 30 

lie Tyr Ala Ser Phe Asn Asp Thr Phe val His Val Thr Asp Leu Ser 
35 40 45 

Gly Arg Glu Thr He Ala Arg Val Thr Gly Gly Met Lys Val Lys Ala 
50 55 60 

Asp Arg Asp Glu Ala Ser Pro Tyr Ala Ala Met Leu Ala Ala Gin Asp 
65 70 75 80 

val Ala Glu Lys Cys Lys Thr Leu Gly lie Thr Ala Leu His lie Lys 
85 90 95 

Leu Arg Ala Thr Gly Gly Asn Lys Thr Lys Thr Pro Gly Pro Gly Ala 
100 105 110 

Gin Ser Ala Leu Arg Ala Leu Ala Arg Ser Ser Met Lys He Gly Arg 
115 " 120 125 
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Sequence listing as filedl.txt 
lie Glu Asp val Thr Pro lie Pro Ser Asp Ser Thr Arg Arg Lys Gly 
130 135 140 



Gly Arg Arg Gly Arg Arg Leu 
145 " 150 



<210> 140 

<211> 589 

<212> DNA 

<213> Homo sapiens 



<400> 140 
ctccgccctc 


tcccactctc 


tctttccggt 


gtggagtctg 


gagacgacgt 


gcagaaatgg 


60 


cacctcgaaa 


ggggaaggaa 


aagaaggaag 


aacaggtcat 


cagcctcgga 


cctcaggtgg 


120 


ctgaaggaga 


gaatgtattt 


ggtgtctgcc 


atatctttgc 


atccttcaat 


gacacttttg 


180 


tccatgtcac 


tgatctttct 


ggcaaggaaa 


ccatctgccg 


tgtgactggt 


gggatgaagg 


240 


taaaggcaga 


ccgagatgaa 


tcctcaccat 


atgctgctat 


gttggctgcc 


caggatgtgg 


300 


cccagaggtg 


caaggagctg 


ggtatcaccg 


ccctacacat 


caaactccgg 


gccacaggag 


360 


gaaataggac 


caagacccct 


ggacctgggg 


cccagtcggc 


cctcagagcc 


cttgcccgct 


420 


cgggtatgaa 


gatcgggcgg 


attgaggatg 


tcacccccat 


cccctctgac 


agcactcgca 


480 


ggaagggggg 


tcgccgtggt 


cgccgtctgt gaacaagatt cctcaaaata ttttctgtta 


540 


ataaattgcc 


ttcatgtaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaa 




589 



<210> 141 

<211> 151 

<212> PRT 

<213> Homo sapiens 

<400> 141 

Met Ala Pro Arg Lys Gly Lys Glu Lys Lys Glu Glu Gin val lie Ser 
1 5 10 15 

Leu Gly Pro Gin val Ala Glu Gly Glu Asn Val Phe Gly Val Cys His 
20 25 30 

lie Phe Ala Ser Phe Asn Asp Thr Phe val His val Thr Asp Leu ser 
35 40 45 
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Gly Lys Glu Thr lie Cys Arg Val Thr Gly Gly Met Lys val Lys Ala 
50 55 60 

Asp Arg Asp Glu Ser Ser Pro Tyr Ala Ala Met Leu Ala Ala Gin Asp 
65 70 75 80 

val Ala Gin Arg Cys Lys Glu Leu Gly lie Thr Ala Leu His lie Lys 
85 90 95 

Leu Arg Ala Thr Gly Gly Asn Arg Thr Lys Thr Pro Gly Pro Gly Ala 
100 ' 105 110 

Gin Ser Ala Leu Arg Ala Leu Ala Arg ser Gly Met Lys lie Gly Arg 
115 120 125 

lie Glu Asp val Thr Pro lie Pro ser Asp ser Thr Arg Arg Lys Gly 
130 135 140 

Gly Arg Arg Gly Arg Arg Leu 
145 150 

<210> 142 

<211> 3081 

<212> DNA 

<213> Drosophila melanogaster "• 



<400> 142 
aaactaaaaa 


attgtgttgc 


tgacatctgg 


tcgcttgcaa 


aactatttct 


agcagatttt 


60 


gtgatatttc 


gttgtgatcg 


gtcgataaat 


ccgccagttt 


tttttttaat 


ggaaagtgct 


120 


aacacattgt 


agcggttggg 


aagatagcag 


gaaagagcca 


gcgggctgcc 


gtttttcctt 


180 


tttgttatcc 


gttgccagac 


gcaacgaaaa 


cgacagttgg 


catttgaatt 


cagcacaaac 


240 


acacatacta 


acgccgaccc 


gcaagcagca 


cacacacaca 


cactgggaca 


ctcgaaaaaa 


300 


aaaaaacaga 


cgctgtcggc 


gacctcgaca 


agcagttggg 


ttcgatttag 


ttgtcaatgc 


360 


cttgaattcg 


gttcggggct 


tagtttccac 


aagtttatcg 


ctcgtcaaga 


aacaacgaaa 


420 


taaaattatt 


ttcgacctaa 


aaaatctgac 


taaattgtgt 


tttttgttta 


tgtatttatt 


480 


taggcacatt 


ttgcacacca 


caacgtagtt 


actacatcta 


cgactaacgg 


aactcctcct 


540 


gcaagcagtg 


gaagttgctg 


tccatcaagc 


agtactcgga 


gttaacgcag 


gataagccgg 


600 


gagaaagaga 


aagagatcgg 


tggagaatag 


agatatacag 


gtggagtcaa 


agaggaagga 


660 


tcatggacat 


gattacggtg 


gggcagagcg 


tcaagatcaa 


gcggacggat 


ggccgcgtcc 


720 
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Sequence listing 


as filedl.txt 




acatggccgt 


ggtggcggtg 

73 77 77 7 


atcaaccagt 


cgggcaagtg 


catcacagtc 


gaatggtacg 


780 


agcgcqqcga 

ZJ 7 73 3 


aacgaagggc 


aaggaggtag 


aactggacgc 


catactcacg 


ctcaatccgg 


840 


agctaatgca 


agatactgtc 


gaacagcacg 


ccgccccgga 


gcccaagaaa 


caagccaccg 


900 


cgccgatgaa 


cctctcgcgt 


aatcccacac 


aatcggctat 


cggtggcaat 


ctcaccagcc 


960 


gtatgaccat 


qqccqqaaac 


atgctgaaca 


agatccagga 


aagccagtcg 


attcccaatc 


1020 


cgattgtcag 


cagcaatagc 


gtgaatacaa 


acagcaactc 


caacactacg 


gccggcggag 


1080 


gtggtggcac 


cacaacgtcg 


acgaccactg 


gattacagcg 


tccacggtac 


tcgcaagctg 


1140 


ctaccggcca 


gcagcagaca 


aggatcgcct 


cggcggtgcc 


taataacaca 


ttgcccaatc 


1200 


ccagcgcggc 


agccagtgct 


ggtccggcgg 


cacaaggagt 


cgccactgcg 


gccacaaccc 


1260 


aqqqaqctqq 


cqqcqctaqt 


acccggcgat 


cgcacgcatt 


gaaagaggtg 


gagcgactga 


1320 


aqqaqaatcq 

waa^a** 1 * *-*-3 


cgagaagcga 


cgcgcccgac 


aggccgagat 


gaaggaggag 


aaggtggcgc 


1380 


tgatgaacca 


qqatccqqqc 


aatccaaact 


gggagacggc 


gcaaatgata 


cgcgaatatc 


1440 


agagcacgct 


ggaatttgtg 


ccgctgctcg 


atggccaggc 


cgtcgatgac 


catcagatca 


1500 


cagtgtgcgt 


gcgcaagcgt 


cccattagcc 


gcaaggaggt 


caatcgcaag 


gagatcgatg 


1560 


tcatttcggt 


qccqcqcaaq 


gacatgctca 


tcgtgcacga 


gccgcgcagc 


aaggtcgacc 


1620 


tcaccaagtt 


cctggagaac 


cacaagtttc 


gcttcgacta 


cgccttcaac 


gacacgtgcg 


1680 


acaatgccat 


ggtatacaaa 


tacacagcca 


agccgttggt 


gaaaaccatt 


ttcgagggcg 


1740 


qaatqqcqac 


qtqcttcqcc 


tacggccaga 


cgggatcggg 


caaaacgcac 


accatgggcg 


1800 


gtgagtttaa 


taaaaaqqtq 


caggactgca 


agaacggcat 


ctacgccatg 


gcggccaagg 


1860 


atgtctttgt 


gaccctgaat 


atgccgcgtt 


accgcgccat 


gaatctagtc 


gtctcggcca 


1920 


gtttctttga 


gatttacagt 


ggcaaggtct 


tcgatcttct 


gtccgacaag 


cagaaactgc 


1980 


qcqtcctqqa 


ggatggtaaa 


cagcaagtgc 


aggtggtggg 


actcaccgag 


aaggtggtcg 


2040 


atggcgtcga 


qqaqqtactq 


aagctcatcc 


agcacggcaa 


tgctgcccga 


acatccggcc 


2100 


aqacqtcqqc 


caactccaat 


tcgtcgcgtt 


cgcacgccgt 


tttccagatt 


gtgctgcggc 


2160 


cgcagggctc 


gacgaagatc 


catggcaagt 


tctcgttcat 


cgatctggcg 


ggcaatgagc 


2220 


qqqqcqtqqa 


cacttcctcg 


gccgatcggc 


agacgcgtat 


ggagggtgcc 


gagattaaca 


2280 


aatcqctqct 


ggccctcaag 


oaatocattc 

y *-* y 3 


n t o c o t* 1" a a o 


caa a rani - rn 


acre arttar 


2340 


ccttccgtgt 


ctccaaactc 


acccaggtgc 


tgcgcgactc 


gttcattggc 


gagaagagca 


2400 


agacgtgcat 


gatagccatg 


atctcgccgg 


gacttagctc 


ctgcgagcac 


acgctcaaca 


2460 


cgctgcgcta 


tgcggatcgt 


gtcaaggagc 


tggtggtcaa 


ggatatcgtc 


gaagtttgcc 


2520 


ctggcggcga 


caccgagccc 


atcgagatca 


cggacgacga 


ggaggaggag 


gagctcaaca 


2580 
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Sequence listing as filedl.txt 
tggtgcatcc gcactcgcat cagctgcatc ccaattcgca tgcaccggcc agccagtcga 2640 

ataatcagcg tgctccggcc tctcatcact cgggggcggt cattcacaac aataataata 2700 

acaacaacaa gaacggaaac gccggcaaca tggacctggc catgctgagt tcgctgagcg 2760 

aacacgagat gtccgacgag ctgattgtgc agcaccaggc catcgacgac ctgcagcaga 2820 

cggaggagat ggtggtggag tatcatcgca ccgttaatgc cacactggag accttcctcg 2880 

ccgagtcgaa ggcgctgtac aatctgacca actatgtgga ctacgaccag gactcgtact 2940 

gcaaacgggg cgagtcgatg ttctcgcagc tgctggacat cgccatccag tgccgcgaca 3000 

tgatggccga atatcgcgcc aagttggcca aggaggagat gctgtcgtgc agcttcaatt 3060 

cgccgaatgg caagcgttag t 3081 

<210> 143 

<211> 803 

<212> PRT 

<213> Drosophila melanogaster 

<400> 143 

Met lie Thr val Gly Gin Ser val Lys lie Lys Arg Thr Asp Gly Arg 
1 5 10 15 

val His Met Ala val val Ala val lie Asn Gin Ser Gly Lys Cys lie 
20 25 30 

Thr val Glu Trp Tyr Glu Arg Gly Glu Thr Lys Gly Lys Glu Val Glu 
35 40 45 

Leu Asp Ala lie Leu Thr Leu Asn Pro Glu Leu Met Gin Asp Thr Val 
50 55 60 

Glu Gin His Ala Ala Pro Glu Pro Lys Lys Gin Ala Thr Ala Pro Met 
65 70 75 80 

Asn Leu Ser Arg Asn Pro Thr Gin Ser Ala lie Gly Gly Asn Leu Thr 
85 90 95 

Ser Arg Met Thr Met Ala Gly Asn Met Leu Asn Lys lie Gin Glu Ser 
100 105 110 

Gin Ser lie Pro Asn Pro lie Val Ser Ser Asn Ser Val Asn Thr Asn 
115 120 125 
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Ser Asn Ser Asn Thr Thr Ala Gly Gly Gly Gly Gly Thr Thr Thr Ser 
130 135 140 

Thr Thr Thr Gly Leu Gin Arg Pro Arg Tyr Ser Gin Ala Ala Thr Gly 
145 150 155 160 

Gin Gin Gin Thr Arg lie Ala Ser Ala val Pro Asn Asn Thr Leu Pro 
165 170 175 

Asn Pro Ser Ala Ala Ala Ser Ala Gly Pro Ala Ala Gin Gly Val Ala 
180 185 190 

Thr Ala Ala Thr Thr Gin Gly Ala Gly Gly Ala Ser Thr Arg Arg Ser 
195 200 205 

His Ala Leu Lys Glu val Glu Arg Leu Lys Glu Asn Arg Glu Lys Arg 
210 215 220 

Arg Ala Arg Gin Ala Glu Met Lys Glu Glu Lys Val Ala Leu Met Asn 
225 230 235 240 

Gin Asp Pro Gly Asn Pro Asn Trp Glu Thr Ala Gin Met lie Arg Glu 
245 250 255 

Tyr Gin Ser Thr Leu Glu Phe val Pro Leu Leu Asp Gly Gin Ala Val 
260 265 270 

Asp Asp His Gin lie Thr Val Cys val Arg Lys Arg Pro lie Ser Arg 
275 280 * 285 

Lys Glu Val Asn Arg Lys Glu lie Asp Val lie Ser Val Pro Arg Lys 
290 295 300 

Asp Met Leu lie val His Glu Pro Arg Ser Lys Val Asp Leu Thr Lys 
305 310 315 320 

Phe Leu Glu Asn His Lys Phe Arg Phe Asp Tyr Ala Phe Asn Asp Thr 
325 330 335 

Cys Asp Asn Ala Met Val Tyr Lys Tyr Thr Ala Lys Pro Leu Val Lys 
340 345 350 

Thr lie Phe Glu Gly Gly Met Ala Thr Cys Phe Ala Tyr Gly Gin Thr 
355 360 365 

Gly Ser Gly Lys Thr His Thr Met Gly Gly Glu Phe Asn Gly Lys val 
370 375 380 
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Gin Asp Cys Lys Asn Gly lie Tyr Ala Met Ala Ala Lys Asp val Phe 
385 * 390 395 400 

Val Thr Leu Asn Met Pro Arg Tyr Arg Ala Met Asn Leu Val Val Ser 
405 410 415 

Ala Ser Phe Phe Glu lie Tyr Ser Gly Lys Val Phe Asp Leu Leu Ser 
420 425 430 

Asp Lys Gin Lys Leu Arg Val Leu Glu Asp Gly Lys Gin Gin Val Gin 
435 440 445 

Val val Gly Leu Thr Glu Lys Val Val Asp Gly Val Glu Glu val Leu 
450 455 460 

Lys Leu lie Gin His Gly Asn Ala Ala Arg Thr Ser Gly Gin Thr Ser 
465 470 475 480 

Ala Asn Ser Asn Ser Ser Arg Ser His Ala Val Phe Gin lie val Leu 
485 490 495 

Arg Pro Gin Gly Ser Thr Lys lie His Gly Lys Phe Ser Phe lie Asp 
500 505 510 

Leu Ala Gly Asn Glu Arg Gly val Asp Thr Ser Ser Ala Asp Arg Gin 
515 520 525 

Thr Arg Met Glu Gly Ala Glu lie Asn Lys Ser Leu Leu Ala Leu Lys 
530 535 540 

Glu Cys He Arg Ala Leu Gly Lys Gin Ser Ala His Leu Pro Phe Arg 
545 550 555 560 

Val Ser Lys Leu Thr Gin Val Leu Arg Asp Ser Phe lie Gly Glu Lys 
565 570 575 

Ser Lys Thr Cys Met lie Ala Met lie Ser Pro Gly Leu Ser Ser Cys 
580 585 590 

Glu His Thr Leu Asn Thr Leu Arg Tyr Ala Asp Arg val Lys Glu Leu 
595 600 605 

Val Val Lys Asp lie val Glu val Cys Pro Gly Gly Asp Thr Glu Pro 
610 615 620 

lie Glu lie Thr Asp Asp Glu Glu Glu Glu Glu Leu Asn Met val His 
625 630 635 640 
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Pro His Ser His Gin Leu His Pro Asn Ser His Ala Pro Ala Ser Gin 
645 650 655 

Ser Asn Asn Gin Arg Ala Pro Ala Ser His His Ser Gly Ala Val lie 
660 " 665 670 

His Asn Asn Asn Asn Asn Asn Asn Lys Asn Gly Asn Ala Gly Asn Met 
675 680 685 

Asp Leu Ala Met Leu Ser Ser Leu Ser Glu His Glu Met Ser Asp Glu 
690 695 700 

Leu lie val Gin His Gin Ala lie Asp Asp Leu Gin Gin Thr Glu Glu 
705 710 715 720 

Met val val Glu Tyr His Arg Thr val Asn Ala Thr Leu Glu Thr Phe 
725 730 735 

Leu Ala Glu Ser Lys Ala Leu Tyr Asn Leu Thr Asn Tyr Val Asp Tyr 
740 745 750 

Asp Gin Asp Ser Tyr Cys Lys Arg Gly Glu Ser Met Phe Ser Gin Leu 
755 760 765 

Leu Asp lie Ala lie Gin Cys Arg Asp Met Met Ala Glu Tyr Arg Ala 
770 775 ~ 780 

Lys Leu Ala Lys Glu Glu Met Leu Ser Cys Ser Phe Asn Ser Pro Asn 
785 790 795 800 

Gly Lys Arg 



<210> 144 
<211> 1023 
<212> DNA 

<213> Drosophila melanogaster 
<400> 144 

cgtaataacg cctcctgata tcgatatcga tatcatatca caaaaaacaa taaaccaaaa 60 
aagaaacgct aaaaactagt agttttgtgt gccaggaaaa cggaaaggtg gacatagtta 120 
agttaccaca acaaccgacg gatatcgact ccagacacca catcgcccag cgccaccatg 180 
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gacatcatgg 


atatccaggc 


Sequence listing as filedl.txt 
cgtagagtcc aagctgagtg acgtcacggt gacaccgata 


240 


ccgcgcagcc 


aagtgcagaa 


tttctacaat taccagcagc agcgggagca 


gcgcgagcag 


300 


cagccccaaa 


tccagatatc 


ggccatccac cactcgcgtg gatccgttgg 


cggaggaggc 


360 


ggatccaact 


catccaacgc 


tgccaccgac tactccacga gcagcggtgg 


caagcgggag 


420 


cgggaccgct 


cctccgccag 


cgactacagc agctcgtcca gcaagcagag 


ctccgctgca 


480 


gcggccaatg 


cagcagcagc 


tgccgccgcc gtcgctgccc tccaatactc 


cccgcagttc 


540 


ctccaggccc 


agctggcgct 


actccagcag cagtcgaaca cgacggccac 


gccggcagcc 


600 


gtcgccgctg 


cggccctctc 


gctggccaac atgtgctcca gcaatggtgg 


tcagcggaat 


660 


tccqgtgccg 


gcgtttcctc 


cacctcctct ggcagcaatg gccagagcat 


gggcctgaat 


720 


ctgagctcat 


cgcagctaaa 


gtacccgcca ccctccacct cgcccgtggt 


ggtgaccacc 


780 


caaacttcgg 


ccaatatcac 


cacgccgctg acctccacgg ccagcctgcc 


ctcagtgggc 


840 


ccgggcaatg 


ggctgaccaa 


gtacgcccag ctgctggccg tcattgagga 


gatgggccgc 


yuu 


gatatccggc 


ccacgtacac 


gggctcgcgc agctccacgg agcgtctcaa 


gcggggcatt 


960 


gtccatgccc 


gcatcctggt 


gcgcgaatgc ctcatggaaa cggagcgtgc 


ggcgcgccaa 


1020 


tga 








1023 



<210> 145 

<211> 278 

<212> PRT 

<213> Drosophila melanogaster 

<400> 145 

Met Asp lie Gin Ala val Glu Ser Lys Leu Ser Asp val Thr val Thr 
1 5 10 15 



Pro lie Pro Arg Ser Gin val Gin Asn Phe Tyr Asn Tyr Gin Gin Gin 
20 25 30 



Arg Glu Gin Arg Glu Gin Gin Pro Gin lie Gin lie Ser Ala lie His 
35 40 45 



His Ser Arg Gly Ser val Gly Gly Gly Gly Gly ser Asn Ser Ser Asn 
50 55 60 



Ala Ala Thr Asp Tyr Ser Thr Ser Ser Gly Gly Lys Arg Glu Arg Asp 
65 70 75 ~ 80 
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Arg ser Ser Ala Ser Asp Tyr ser Ser Ser Ser ser Lys Gin Ser Ser 
85 90 95 

Ala Ala Ala Ala Asn Ala Ala Ala Ala Ala Ala Ala val Ala Ala Leu 
100 105 110 

Gin Tyr Ser Pro Gin Phe Leu Gin Ala Gin Leu Ala Leu Leu Gin Gin 
115 120 125 

Gin Ser Asn Thr Thr Ala Thr Pro Ala Ala val Ala Ala Ala Ala Leu 
130 135 140 

Ser Leu Ala Asn Met Cys ser Ser Asn Gly Gly Gin Arg Asn Ser Gly 
145 150 155 160 

Ala Gly val Ser ser Thr Ser Ser Gly Ser Asn Gly Gin Ser Met Gly 
165 170 175 

Leu Asn Leu ser Ser Ser Gin Leu Lys Tyr Pro Pro Pro Ser Thr Ser 
180 185 190 

Pro val val val Thr Thr Gin Thr Ser Ala Asn lie Thr Thr Pro Leu 
195 200 205 

Thr Ser Thr Ala Ser Leu Pro Ser Val Gly Pro Gly Asn Gly Leu Thr 
210 215 220 

Lys Tyr Ala Gin Leu Leu Ala val lie Glu Glu Met Gly Arg Asp lie 
225 230 235 240 

Arg Pro Thr Tyr Thr Gly Ser Arg Ser Ser Thr Glu Arg Leu Lys Arg 
245 ^ 250 ~ 255 

Gly lie Val His Ala Arg lie Leu Val Arg Glu Cys Leu Met Glu Thr 
260 265 270 

Glu Arg Ala Ala Arg Gin 
275 

<210> 146 

<211> 2905 

<212> DNA 

<213> Homo sapiens 



<400> 146 
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ggccgaatac 


atcaagcaat 


Sequence listing 
ggtaacatct ttaaatgaag 


as filedl.txt 
ataatgaaag tgtaactgtt 


60 


gaatggatag 


aaaatggaga 


tacaaaaggc 


aaagagattg 


acctggagag 


catcttttca 


120 


cttaaccctg 


accttgttcc 


tgatgaagaa 


attgaaccca 


gtccagaaac 


acctccacct 


180 


ccagcatcct 


cagccaaagt 


aaacaaaatt 


gtaaagaatc 


gacggactgt 


agcttctatt 


240 


aagaatgacc 


ctccttcaag 


agataataga 


gtggttggtt 


cagcacgtgc 


acggcccagt 


300 


caatttcctg 


aacagtcttc 


ctctgcacaa 


cagaatggta 


gtgtttcaga 


tatatctcca 


360 


gttcaagctg 


caaaaaagga 


atttggaccc 


ccttcacgta 


gaaaatctaa 


ttgtgtgaaa 


420 


gaagtagaaa 


aactgcaaga 


aaaacgagag 


aaaaggagat 


tgcaacagca 


agaacttaga 


480 


gaaaaaagag 


cccaggacgt 


tgatgctaca 


aacccaaatt 


atgaaattat 


gtgtatgatc 


540 


agagacttta 


gaggaagttt 


ggattataga 


ccattaacaa 


cagcagatcc 


tattgatgaa 


600 


cataggatat 


qtqtqtqtqt 

3 3 3 3 3 


aagaaaacga 


ccactcaata 


aaaaagaaac 


tcaaatgaaa 


660 


gatcttgatg 


taatcacaat 


tcctagtaaa 


gatgttgtga 


tggtacatga 


accaaaacaa 


720 


aaagtagatt 


taacaaggta 


cctagaaaac 


caaacatttc 


gttttgatta 


tgcctttgat 


780 


gactcagctc 


ctaatgaaat 


ggtttacagg 


tttactgcta 


aaccactagt 


ggaaactata 


840 


tttgaaaggg 


gaatggctac 


atgctttgct 


tatgggcaga 


ctggaagtgg 


aaaaactcat 


900 


actatqqqtq 


gtgacttttc 


aggaaagaac 


caagattgtt 


ctaaaggaat 


ttatgcatta 


960 


gcagctcgag 


atgtcttttt 


aatgctaaag 


aagccaaact 


ataagaagct 


agaacttcaa 


1020 


gtatatgcaa 


ccttctttga 


aatttatagt 


ggaaaggtgt 


ttgacttgct 


aaacaggaaa 


1080 


acaaaattaa 


gagttctaga 


agatggaaaa 


cagcaggttc 


aagtggtggg 


attacaggaa 


1140 


cgggaggtca 


aatgtgttga 


agatgtactg 


aaactcattg 


acataggcaa 


cagttgcaga 


1200 


acatccggtc 


aaacatctgc 


aaatgcacat 


tcatctcgga 


gccatgcagt 


gtttcagatt 


1260 


attcttagaa 


ggaaaggaaa 


actacatggc 


aaattttctc 


tcattgattt 


ggctggaaat 


1320 


qaaaqaqqaq 


ctgatacttc 


cagtgcggac 


aggcaaacta 


ggcttgaagg 


tgctgaaatt 


1380 


aataaaagcc 


ttttagcact 


caaggagtgc 


atcagagcct 


taggtagaaa 


taaacctcat 


1440 


actcctttcc 


gtgcaagtaa 


actcactcag 


gtgttaagag 


attctttcat 


aggtgaaaac 


1500 


tctcgtacct 


gcatgattgc 


cacaatctct 


ccaggaatgg 


catcctgtga 


aaatactctt 


1560 


aatacattaa 


gatatgcaaa 


tagggtcaaa 


gaattgactg 


tagatccaac 


tgctgctggt 


1620 


gatgttcgtc 


caataatgca 


ccatccacca 


aaccagattg 


atgacttaga 


aacacaataa 


1680 


ggtgtgggga 


gttcccctca 


gagagatgat 


ctaaaacttc 


tttgtgaaca 


aaatgaagaa 


1740 


gaagtctctc 


cacagttgtt 


tactttccac 


gaagctgttt 


cacaaatggt 


agaaatggaa 


1800 


gaacaagttg 


tagaagatca 


cagggcagtg 


ttccaggaat 


ctattcggtg 


gttagaagat 


1860 


gaaaaggccc 


tcttagagat 


gactgaagaa 


gtagattatg atgtcgattc 
Page 147 


atatgctaca 


1920 



Sequence listing as filedl.txt 



caacttgaag 


ctattcttga 


gcaaaaaata 


gacattttaa 


ctgaactgcg 


ggataaagtg 


1980 


aaatctttcc 


gtgcagctct 


acaagaggag 


gaacaagcca 


gcaagcaaat 


caacccgaag 


2040 


agaccccgtg 


ccctttaaac 


cggcatttgc 


tgctaaagga 


tacccagaac 


cctcactact 


2100 


gtaacataca 


acggttcagc 


tqtaaqqqcc 


atttgaaagt 


ttggaatttt 


aagtgtctgt 


2160 


ggaaaatgtt 


ttgtccttca 


cctgaattac 


atttcaattt 


tgtgaaacac 


tcttttgtct 


2220 


acaaaatgct 


tctagtccag 


gaggcacaac 


caagaactgg 


gattaatgaa 


gcattttgtt 


2280 


tcatttacac 


aaatagtgat 


ttacttttgg 


agatccttgt 


cagttttatt 


ttctatttga 


2340 


tgaagtaaga 


ctgtggactc 


aatccagagc 


cagatagtag 


gggaagccac 


agcatttcct 


2400 


tttaactcag 


ttcaattttt 


gtagtgagac 


tgagcagttt 


taaatccttt 


qcqtqcatqc 


2460 


atacctcatc 


agtgattgta 


cataccttgc 


ccactcctag 


agacagctgt 


gctcactttt 


2520 


cctgctttgt 


gccttgatta 


aggctactga 


ccctaaattt 


ctgaagcaca 


gccaagaaaa 


2580 


attacattcc 


ttgtcattgt 


aaattacctt 


tgtgtgtaca 


tttttactgt 


atttgagaca 


2640 


ttttttgtgt 


gtgactagtt 


aattttgcag 


gatgtgccat 


atcattgaac 


ggaactaaag 


2700 


tctgtgacag 


tggatatagc 


tgctggacca 


ttccatctta 


tatgtaaaga 


aatctggaat 


2760 


tattatttta 


aaaccatata 


acatgtgatt 


ataatttttc 


ttagcatttt 


ctttgtaaag 


2820 


aactacaata 


taaactagtt 


ggtgtataat 


aaaaagtaat 


gaaattctga 


agaaaaaaaa 


2880 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaa 








2905 



<210> 147 

<211> 679 

<212> PRT 

<213> Homo sapiens 

<400> 147 

Met Val Thr ser Leu Asn Glu Asp Asn Glu Ser Val Thr val Glu Trp 
15 10 15 

lie Glu Asn Gly Asp Thr Lys Gly Lys Glu lie Asp Leu Glu Ser lie 
20 25 30 

Phe Ser Leu Asn Pro Asp Leu val Pro Asp Glu Glu He Glu Pro Ser 
35 40 45 

Pro Glu Thr Pro Pro Pro Pro Ala Ser Ser Ala Lys val Asn Lys lie 
50 55 60 
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Sequence listing as filedl.txt 

val Lys Asn Arg Arg Thr val Ala Ser lie Lys Asn Asp Pro Pro Ser 
65 70 75 80 

Arg Asp Asn Arg Val Val Gly Ser Ala Arg Ala Arg Pro Ser Gin Phe 
85 90 95 

Pro Glu Gin Ser Ser ser Ala Gin Gin Asn Gly Ser val Ser Asp lie 
100 105 110 

Ser Pro val Gin Ala Ala Lys Lys Glu Phe Gly Pro Pro Ser Arg Arg 
115 120 125 

Lys Ser Asn Cys Val Lys Glu Val Glu Lys Leu Gin Glu Lys Arg Glu 
130 135 140 

Lys Arg Arg Leu Gin Gin Gin Glu Leu Arg Glu Lys Arg Ala Gin Asp 
145 ~ ~ 150 155 160 

val Asp Ala Thr Asn Pro Asn Tyr Glu lie Met Cys Met lie Arg Asp 
165 170 175 

Phe Arg Gly Ser Leu Asp Tyr Arg Pro Leu Thr Thr Ala Asp Pro lie 
180 185 190 

Asp Glu His Arg lie Cys val Cys Val Arg Lys Arg Pro Leu Asn Lys 
195 200 205 

Lys Glu Thr Gin Met Lys Asp Leu Asp Val lie Thr lie Pro Ser Lys 
210 215 220 

Asp Val val Met Val His Glu Pro Lys Gin Lys val Asp Leu Thr Arg 
225 230 235 240 

Tyr Leu Glu Asn Gin Thr Phe Arg Phe Asp Tyr Ala Phe Asp Asp Ser 
245 250 255 

Ala Pro Asn Glu Met val Tyr Arg Phe Thr Ala Lys Pro Leu val Glu 
260 265 270 

Thr lie Phe Glu Arg Gly Met Ala Thr Cys Phe Ala Tyr Gly Gin Thr 
275 ~ 280 285 

Gly Ser Gly Lys Thr His Thr Met Gly Gly Asp Phe Ser Gly Lys Asn 
290 295 300 

Gin Asp Cys Ser Lys Gly lie Tyr Ala Leu Ala Ala Arg Asp Val Phe 
305 310 315 320 
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Leu Met Leu Lys Lys Pro Asn Tyr Lys Lys Leu Glu Leu Gin Val Tyr 
325 330 335 

Ala Thr Phe Phe Glu lie Tyr Ser Gly Lys val Phe Asp Leu Leu Asn 
340 ' 345 350 

Arg Lys Thr Lys Leu Arg val Leu Glu Asp Gly Lys Gin Gin val Gin 
355 " 360 365 

val val Gly Leu Gin Glu Arg Glu val Lys Cys val Glu Asp val Leu 
370 375 380 

Lys Leu lie Asp lie Gly Asn Ser Cys Arg Thr Ser Gly Gin Thr Ser 
385 390 395 400 

Ala Asn Ala His Ser Ser Arg Ser His Ala val Phe Gin lie lie Leu 
405 ~ 410 415 

Arg Arg Lys Gly Lys Leu His Gly Lys Phe ser Leu lie Asp Leu Ala 
420 425 430 

Gly Asn Glu Arg Gly Ala Asp Thr Ser Ser Ala Asp Arg Gin Thr Arg 
435 440 445 

Leu Glu Gly Ala Glu lie Asn Lys Ser Leu Leu Ala Leu Lys Glu Cys 
450 455 460 

lie Arg Ala Leu Gly Arg Asn Lys Pro His Thr Pro Phe Arg Ala Ser 
465 " 470 475 480 

Lys Leu Thr Gin Val Leu Arg Asp Ser Phe lie Gly Glu Asn Ser Arg 
485 490 495 

Thr Cys Met lie Ala Thr lie Ser Pro Gly Met Ala Ser Cys Glu Asn 
500 505 510 

Thr Leu Asn Thr Leu Arg Tyr Ala Asn Arg Val Lys Glu Leu Thr val 
515 520 525 

Asp Pro Thr Ala Ala Gly Asp val Arg Pro lie Met His His Pro Pro 
530 535 540 

Asn Gin lie Asp Asp Leu Glu Thr Gin Trp Gly Val Gly Ser Ser Pro 
545 550 555 560 

Gin Arg Asp Asp Leu Lys Leu Leu Cys Glu Gin Asn Glu Glu Glu val 
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Sequence listing as filedl.txt 
565 570 " 575 



Ser Pro Gln Leu Phe Thr Phe His Glu Ala val Ser Gln Met val Glu 
580 585 590 

Met Glu Glu Gln val val Glu Asp His Arg Ala val Phe Gln Glu Ser 
595 600 605 

lie Arg Trp Leu Glu Asp Glu Lys Ala Leu Leu Glu Met Thr Glu Glu 
610 615 620 

val Asp Tyr Asp val Asp Ser Tyr Ala Thr Gln Leu Glu Ala lie Leu 
625 630 635 640 

Glu Gln Lys lie Asp lie Leu Thr Glu Leu Arg Asp Lys val Lys Ser 
645 650 " 655 

Phe Arg Ala Ala Leu Gln Glu Glu Glu Gln Ala Ser Lys Gln lie Asn 
660 665 670 

Pro Lys Arg Pro Arg Ala Leu 
675 

<210> 148 

<211> 1158 

<212> DNA 

<213> Homo sapiens 



<400> 148 
accgcccggc 


ctcgccgccg ccgccgccgc 


cctcgcggcc tggccccgcc 


gcgcccggcg 


60 


cgcccgccgc 


ccggggggat gtcttacaaa 


ccgaacttgg ccgcgcacat 


gcccgccgcc 


120 


gccctcaacg 


ccgctgggag tgtccactcg 


ccttccacca gcatggcaac 


gtcttcacag 


180 


taccgccagc 


tgctcagtga ctacgggcca 


ccgtccctag gctacaccca 


gggaactggg 


240 


aacagccagg 


tgccccaaag caaatacgcg 


gagctgctgg ccatcattga 


agagctgggg 


300 


aaggagatca 


gacccacgta cgcagggagc 


aagagtgcca tggagaggct 


gaagcgcggc 


360 


atcattcacg 


ctagaggact ggttcgggag 


tgcttggcag aaacggaacg 


gaatgccaga 


420 


tcctagctgc 


cttgttggtt ttgaaggatt 


tccatctttt tacaagatga 


gaagttacag 


480 


ttcatctccc 


ctgttcagat gaaacccttg 


ttttcaaaat ggttacagtt 


tcgtttttcc 


540 


tcccatggtt 


cacttggctc tgaacctaca 


gtctcaaaga ttgagaaaag 


attttgcagt 


600 


taattaggat 


ttgcatttta agtagttagg 


aactgcccag gttttttttg 


ttttttaagc 


660 
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attgatttaa aagatgcacg gaaagttatc ttacagcaaa ctgtagtttg cctccaagac 720 

accattgtct ccctttaatc ttctcttttg tatacatttg ttacccatgg tgttctttgt 780 

tccttttcat aagctaatac cactgtaggg attttgtttt gaacgcatat tgacagcacg 840 

ctttacttag tagccggttc ccatttgcca tacaatgtag gttctgctta atgtaacttc 900 

ttttttgctt aagcatttgc atgactatta gtgcttcaaa gtcaattttt aaaaatgcac 960 

aagttataaa tacagaagaa agagcaaccc accaaaccta acaaggaccc ccgaacactt 1020 

tcatactaag actgtaagta gatctcagtt ctgcgtttat tgtaagttga taaaaacatc 1080 

tgggaggaaa tgactaaaac tgtttgcatc tttgtatgta tttattactt gatgtaataa 1140 

agcttatttt cattaacc 1158 

<210> 149 

<211> 115 

<212> PRT 

<213> Homo sapiens 



<400> 149 

Met Ser Tyr Lys Pro Asn Leu Ala Ala His Met Pro Ala Ala Ala Leu 
1 5 10 15 

Asn Ala Ala Gly Ser Val His Ser Pro Ser Thr Ser Met Ala Thr ser 
20 25 30 

Ser Gin Tyr Arg Gin Leu Leu Ser Asp Tyr Gly Pro Pro Ser Leu Gly 
35 40 45 

Tyr Thr Gin Gly Thr Gly Asn Ser Gin val Pro Gin ser Lys Tyr Ala 
50 ' 55 60 

Glu Leu Leu Ala lie lie Glu Glu Leu Gly Lys Glu lie Arg Pro Thr 
65 70 75 80 

Tyr Ala Gly Ser Lys Ser Ala Met Glu Arg Leu Lys Arg Gly lie lie 
85 90 ~ 95 

His Ala Arg Gly Leu Val Arg Glu Cys Leu Ala Glu Thr Glu Arg Asn 
100 105 110 

Ala Arg ser 
115 
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Sequence listing as filedl.txt 

<210> 150 

<211> 607 

<212> DNA 

<213> Drosophila melanogaster 
<220> 

<221> mi sc_f eat u re 



<222> 565, 


576, 587, 


590, 591 






<223> n is 


a or g or 


c or t 






<400> 150 
catcatgtat 


catacattga 


agacggatta gcaccgtcga ccacgaaaaa 


agaacgcaag 


60 


gaaatcgtgc 


aaaatgttca 


aaaagtacgt atggcatgag ttagatgggg 


acatcagact 


120 


aaccatagca 


attcgatctg 


tgcagattcg aagagaagga cagcatttcc 


agcattcagc 


180 


agctgaagtc 


gtctgtgcag 


aagggcatac gtgccaagtt gctggaggcc tatcccaagt 


240 


tggagagtca 


catcgacctg 


atcctgccca agaaggactc gtaccgcatc gccaagtggt 


300 


aggatggctc 


agttcttgcc 


acagcacata actccattca tattcccgat 


ccctactcct 


360 


ccaccagcca 


tgaccacatc 


gaactgctgc taaacggagc cggcgaccag 


gtgttctttc 


420 


gccaccgcga 


tggcccctgg 


atgcctaccc tgcgcaactg ttgggaaggg 


cgatcggtgc 


480 


gggcctcttc 


gctattacgc 


cagctggcga aaggggggat gtgctgcaag 


gcgattaagt 


540 


tgggtaacgc 


cagggttttc 


ccagncacga cgttgnaaaa cgacggncan 


ngccaagctc 


600 


tgctgct 








607 



<210> 151 
<211> 630 
<212> DNA 

<213> Drosophila melanogaster 
<400> 151 

cggattagca ccgtcgacca cgaaaaaaga acgcaaggaa atcgtgcaaa atgttcaaaa 60 

aattcgaaga gaaggacagc atttccagca ttcagcagct gaagtcgtct gtgcagaagg 120 

gcatacgtgc caagttgctg gaggcctatc ccaagttgga gagtcacatc gacctgatcc 180 

tgcccaagaa ggactcgtac cgcatcgcca agtgccatga ccacatcgaa ctgctgctaa 240 
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Sequence listing as filedl.txt 



acggagccgg 


cgaccaggtg 


ttctttcgcc 


accgcgatgg cccctggatg cctaccctgc 


300 


gcctcctgca 


caagttcccc 


tacttcgtga 


ccatgcagca agtggacaaa ggcgccatcc 


360 


gc u ucg lcc l 


y«y*-y y^y Ly 


aarntratnt 




420 


tgacgccggc 


cgacaaggac 


accgtggtgg 


ccatcatggc tgagggcaag gagcacgccc 


480 


tggccgttgg 


actcctcacg 


ttatccacac 


aggaaattct ggcgaagaac aaaggcatcg 


540 


gtatcgagac 


gtaccacttc 


ctcaacgacg 


gcctgtggaa gtcgaagccc gtgaagtagg 


600 


cgaaatagga 


atctgcactt 


gcacttttta 




630 



<210> 152 

<211> 182 

<212> PRT 

<213> Drosophila melanogaster 



<400> 152 

Met Phe Lys Lys Phe Glu Glu Lys Asp Ser lie Ser Ser lie Gin Gin 
1 5 10 15 

Leu Lys ser Ser val Gin Lys Gly lie Arg Ala Lys Leu Leu Glu Ala 
20 25 30 

Tyr Pro Lys Leu Glu Ser His lie Asp Leu lie Leu Pro Lys Lys Asp 
35 40 45 

Ser Tyr Arg lie Ala Lys Cys His Asp His lie Glu Leu Leu Leu Asn 
50 55 60 

Gly Ala Gly Asp Gin val Phe Phe Arg His Arg Asp Gly Pro Trp Met 
65 70 75 80 

Pro Thr Leu Arg Leu Leu His Lys Phe Pro Tyr Phe val Thr Met Gin 
85 90 95 

Gin val Asp Lys Gly Ala lie Arg Phe val Leu Ser Gly Ala Asn val 
100 105 110 

Met Cys Pro Gly Leu Thr Ser Pro Gly Ala cys Met Thr Pro Ala Asp 
115 120 125 

Lys Asp Thr val val Ala lie Met Ala Glu Gly Lys Glu His Ala Leu 
130 135 140 
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Ala val Gly Leu Leu Thr Leu Ser Thr Gin Glu lie Leu Ala Lys Asn 
145 150 155 160 

Lys Gly lie Gly lie Glu Thr Tyr His Phe Leu Asn Asp Gly Leu Trp 



Lys Ser Lys Pro val Lys 
180 

<210> 153 
<211> 943 
<212> DNA 
<213> Homo sapiens 

<400> 153 

gctacctcca actgctgagg aaccggttgc ctaaaaggag ccggcaaaag cgcctacgtg 60 

gagtccagag gagcggaagt agtcagattt gactgagagc cgtaaagcgc ggctggctct 120 

cgttttccgg ataacgacta cagctccgac tgtcagtgcc ggccttcctc gtgtgagggg 180 

atctgccgga cccctgcaaa ttcaatttct ttcccattcc gggcccttcc ctatcgtcgc 240 

ccccttcacc ttggatcatg ttcaagaaat ttgatgaaaa agaaaatgtg tccaactgca 300 

tccagttgaa aacttcagtt attaagggta ttaagaatca attgatagag caatttccag 360 

gtattgaacc atggcttaat caaatcatgc ctaagaaaga tcctgtcaaa atagtccgat 420 

gccatgaaca tatagaaatc cttacagtaa atggagaatt actctttttt agacaaagag 480 

aagggccttt ttatccaacc ctaagattac ttcacaaata tccttttatc ctgccacacc 540 

agcaggttga taaaggagcc atcaaatttg tactcagtgg agcaaatatc atgtgtccag 600 

gcttaacttc tcctggagct aagctttacc ctgctgcagt agataccatt gttgctatca 660 

tggcagaagg aaaacagcat gctctatgtg ttggagtcat gaagatgtct gcagaagaca 720 

ttgagaaagt caacaaagga attggcattg aaaatatcca ttatttaaat gatgggctgt 780 

ggcatatgaa gacatataaa tgagcctcag aaggaatgca cttgggctaa atatggatat 840 

tgtgctgtat ctgtgtttgt gtctgtgtgt gacagcatga agataatgcc tgtggttatg 900 

ctgaataaat tcaccagatg ctaaaaaaaa aaaaaaaaaa aaa 943 

<210> 154 
<211> 181 
<212> PRT 
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<213> Homo sapiens 



<400> 154 

Met Phe Lys Lys Phe Asp Glu Lys Glu Asn Val Ser Asn Cys lie Gin 
1 5 10 15 

Leu Lys Thr Ser Val lie Lys Gly lie Lys Asn Gin Leu lie Glu Gin 
20 25 30 

Phe Pro Gly lie Glu Pro Trp Leu Asn Gin lie Met Pro Lys Lys Asp 
35 40 45 

Pro val Lys lie val Arg cys His Glu His lie Glu lie Leu Thr val 
50 55 60 

Asn Gly Glu Leu Leu Phe Phe Arg Gin Arg Glu Gly Pro Phe Tyr Pro 
65 70 " 75 80 

Thr Leu Arg Leu Leu His Lys Tyr Pro Phe lie Leu Pro His Gin Gin 
85 90 95 

val Asp Lys Gly Ala lie Lys Phe val Leu Ser Gly Ala Asn lie Met 
100 105 110 

Cys Pro Gly Leu Thr Ser Pro Gly Ala Lys Leu Tyr Pro Ala Ala val 
115 120 125 

Asp Thr lie Val Ala lie Met Ala Glu Gly Lys Gin His Ala Leu Cys 
130 135 140 

val Gly Val Met Lys Met Ser Ala Glu Asp He Glu Lys val Asn Lys 
145 150 155 160 

Gly lie Gly lie Glu Asn lie His Tyr Leu Asn Asp Gly Leu Trp His 
165 170 175 

Met Lys Thr Tyr Lys 
180 



<210> 155 
<211> 1771 
<212> DNA 

<213> Drosophila melanogaster 
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<400> 155 
acgccgcatg 


cactttttta 


tctatgatat 


tatgtttatt 


atttcattat 


tgaatcggga 

3 333 


60 


aaaccaaacg 


tttttttttt 


tttcgtatac 


aaatccattt 


gcagtttgta 


aactttagcg 


120 


tgcattcgca 


tctaatagtg 


atatgttttc 


gcttttcaca 


ggtgatgaac 


caggacgtga 


180 


aqaaqqaqaa 


tcccttgcag 


tttaggttcc 


gtgccaaatt 


ctatcccgag 


gatqtggccg 

3 3 3 3 3 


240 


aggagctgat 


ccaggacatt 


acactgcgtc 


tgttctacct 


qcaqqtqaaq 


aatgccatac 


300 


tgaccgacga 


gatctattgt 


ccgccagaga 


catccgtgct 


gctcgcctcg 


tacgccgtcc 


360 


aggcgcgtca 


tggtgaccac 


aataagacca 


cccacacagc 


cqqctttctq 


gccaacgatc 


420 


gcctgctgcc 


gcagcgcgtc 


atcgaccagc 


acaagatgtc 


caaggacgag 


tgggagcagt 


480 


cgattatgac 


ctggtggcag 


gagcatcgca 


gcatgctgcg 


cqaqqatqcc 


atgatggagt 


540 


atctgaagat 


cgcccaagac 


ctggagatgt 


acggcgttaa 


ctactttgag 


atccgcaaca 


600 


agaagggcac 


ggatctttgg 


ctgggcgtag 


acqcactqqq 


tctgaacatt 


tacgagcagg 


660 


acgataggtt 


gacgccgaaa 


attggtttcc 


catggtccga 


gattcgcaac 


atttcgttct 


720 


cggagaagaa 


gttcatcatc 


aagccgatcg 


acaagaaggc 


tccggacttt 


atgttctttg 


780 


cgccacgtgt 


ccgcatcaac 


aagcgcattc 


tggccctctg 


catgggcaac 


cacgagctgt 


840 


acatgcgtcg 


ccgcaagccg 


gacaccatcg 


atgtgcagca 


gatgaaggcg 


caqqcqcqcq 


900 


aggagaagaa 


tgccaaacag 


caggaacgtg 


agaagctgca 


gctggcgctg 


gccgcacgcg 


960 


aacacactaa 


aaaaaaacaa 


caaaaataca 

^* 73 ™J ^X*X*Xj 


aaaatcaact 


aaaacaaata 


caaaaaaaca 


1020 


taaaacattc 


gcagcgcgat 


ctgcttgagg 


cgcaggacat 


gatccgccgg 


ctaaaaaaac 


1080 


agctgaagca 


gctgcaggcc 


gccaaggatg 


agctggagct 


gcgccagaag 


aaactacaaa 


1140 


cgatgctgca 


acacctcaaa 


aaaaccaaaa 


atataaaaac 


cgtcgagaag 


ctcaagctcg 


1200 


aaaaaaaaat 


catggccaag 


cagatggagg 


tgcagcgcat 


tcaggacgag 


gtcaacgcca 


1260 


aaaataaaqa 


aacaaaacat 


ctgcaggacg 


aagtggaaga 


cgcccgacgc 


aagcaggtca 


1320 


ttqcqqctqa 


agccgctgcc 


qctctqctqq 

3 ~ *" w 3 3 3 


ccgcgtcgac 


aacgccgcag 


catcaccacg 


1380 


tqqccqaqqa 


tgagaacgag 


aacgaggagg 


agctgacgaa 


cqqcqatacc 


qqtqqcqatq 


1440 


tgtcgcgcga 


cctggacacc 


gacgagcata 


tcaaggaccc 


catcgaggac 


agacgcacgc 


1500 


tggccgagcg 


caacgaacgc 


ttgcacgatc 


agctcaaggc 


tctgaaacaa 


gatttggcgc 


1560 


agtctcgcga 


cgagacgaaa 


gagacggcaa 


acgataagat 


tcatcgcgag 


aacgttcgcc 


1620 


agggacgtga 


caagtacaag 


acgctccgcg 


agattcgtaa 


gggcaacaca 


aagcgtcgcg 


1680 


tcgatcagtt 


tgagaacatg 


taaaagctat 


caaagatcag 


agatcgatag 


tgcgcgggaa 


1740 


agagagaggg 


agcggtgaga 


ctccagaaag 


a 






1771 
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<210> 156 
<211> 512 
<212> PRT 

<213> Drosophila melanogaster 
<400> 156 

Met Asn Gin Asp val Lys Lys Glu Asn Pro Leu Gin Phe Arg Phe Arg 
1 5 10 15 

Ala Lys Phe Tyr Pro Glu Asp Val Ala Glu Glu Leu lie Gin Asp lie 
20 25 30 

Thr Leu Arg Leu Phe Tyr Leu Gin val Lys Asn Ala lie Leu Thr Asp 
35 40 45 

Glu lie Tyr Cys Pro Pro Glu Thr Ser val Leu Leu Ala Ser Tyr Ala 
50 55 60 

val Gin Ala Arg His Gly Asp His Asn Lys Thr Thr His Thr Ala Gly 
65 70 75 80 

Phe Leu Ala Asn Asp Arg Leu Leu Pro Gin Arg Val lie Asp Gin His 
85 90 95 

Lys Met Ser Lys Asp Glu Trp Glu Gin Ser lie Met Thr Trp Trp Gin 
100 105 110 

Glu His Arg Ser Met Leu Arg Glu Asp Ala Met Met Glu Tyr Leu Lys 
115 120 125 

lie Ala Gin Asp Leu Glu Met Tyr Gly Val Asn Tyr Phe Glu lie Arg 
130 135 140 

Asn Lys Lys Gly Thr Asp Leu Trp Leu Gly val Asp Ala Leu Gly Leu 
145 150 155 160 

Asn lie Tyr Glu Gin Asp Asp Arg Leu Thr Pro Lys lie Gly Phe Pro 
165 " 170 175 

Trp Ser Glu He Arg Asn lie Ser Phe Ser Glu Lys Lys Phe lie lie 
180 185 190 

Lys Pro lie Asp Lys Lys Ala Pro Asp Phe Met Phe Phe Ala Pro Arg 
195 200 205 
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Sequence listing as filedl.txt 

Val Arg lie Asn Lys Arg lie Leu Ala Leu Cys Met Gly Asn His Glu 
210 215 220 

Leu Tyr Met Arg Arg Arg Lys Pro Asp Thr lie Asp val Gin Gin Met 
225 230 235 240 

Lys Ala Gin Ala Arg Glu Glu Lys Asn Ala Lys Gin Gin Glu Arg Glu 
245 250 255 

Lys Leu Gin Leu Ala Leu Ala Ala Arg Glu Arg Ala Glu Lys Lys Gin 
260 265 ~ 270 

Gin Glu Tyr Glu Asp Arg Leu Lys Gin Met Gin Glu Asp Met Glu Arg 
275 280 285 

Ser Gin Arg Asp Leu Leu Glu Ala Gin Asp Met lie Arg Arg Leu Glu 
290 295 300 

Glu Gin Leu Lys Gin Leu Gin Ala Ala Lys Asp Glu Leu Glu Leu Arg 
305 310 315 320 

Gin Lys Glu Leu Gin Ala Met Leu Gin Arg Leu Glu Glu Ala Lys Asn 
325 330 335 

Met Glu Ala val Glu Lys Leu Lys Leu Glu Glu Glu lie Met Ala Lys 
340 345 350 

Gin Met Glu val Gin Arg lie Gin Asp Glu Val Asn Ala Lys Asp Glu 
355 " 360 365 

Glu Thr Lys Arg Leu Gin Asp Glu val Glu Asp Ala Arg Arg Lys Gin 
370 375 380 

val lie Ala Ala Glu Ala Ala Ala Ala Leu Leu Ala Ala Ser Thr Thr 
385 390 395 400 

Pro Gin His His His val Ala Glu Asp Glu Asn Glu Asn Glu Glu Glu 
405 410 415 

Leu Thr Asn Gly Asp Ala Gly Gly Asp Val Ser Arg Asp Leu Asp Thr 
420 425 " 430 

Asp Glu His lie Lys Asp Pro lie Glu Asp Arg Arg Thr Leu Ala Glu 
435 440 445 

Arg Asn Glu Arg Leu His Asp Gin Leu Lys Ala Leu Lys Gin Asp Leu 
450 " 455 ' 460 
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Sequence listing as filedl.txt 



Ala Gin ser Arg Asp Glu Thr Lys Glu Thr Ala Asn Asp Lys lie His 
465 470 475 480 

Arg Glu Asn Val Arg Gin Gly Arg Asp Lys Tyr Lys Thr Leu Arg Glu 



lie Arg Lys Gly Asn Thr Lys Arg Arg Val Asp Gin Phe Glu Asn Met 
500 505 510 

<210> 157 
<211> 2196 
<212> DNA 

<213> Drosophila melanogaster 
<400> 157 

gacaacagaa tcgaatcgtc gcttttccgc ttttaaccat cgtgtcgcgt tggtcggttg 60 

gttttcccgc gtagcttgtg gctgctcaag aatatatata tatttcccag acggagattt 120 

gcattgaaaa ggcgtaataa ttcaaaagct actgcgcaat ccgttttcgg tgcccaaaat 180 

ggtcgtcgtc tccgacagcc gcgtccgttt gccgcgttac ggcggagtca gcgtcaaacg 240 

gaaaacgcta aatgtgcgcg tcacgacaat ggacgcggaa ctggagttcg ccattcagtc 300 

gacgacgacg ggcaagcaat tgtttgacca ggtggtgaag acgatcggcc tgcgagaggt 360 

ttggttcttt ggactccagt acaccgactc caagggcgac tccacatgga tcaagctgta 420 

caaaaagccc gaatcgccgg ccataaagac aataaaatat ttaaagcgtg taaagaagta 480 

tgtggacaaa aagacagccg acagcaatgg agtaaatcat ttagagacga gcgaagagga 540 

tgacgacgcc gatgatatga ctggatcaat gccgttttcg acatgggtga tgaaccagga 600 

cgtgaagaag gagaatccct tgcagtttag gttccgtgcc aaattctatc ccgaggatgt 660 

ggccgaggag ctgatccagg acattacact gcgtctgttc tacctgcagg tgaagaatgc 720 

catactgacc gacgagatct attgtccgcc agagacatcc gtgctgctcg cctcgtacgc 780 

cgtccaggcg cgtcatggtg accacaataa gaccacccac acagccggct ttctggccaa 840 

cgatcgcctg ctgccgcagc gcgtcatcga ccagcacaag atgtccaagg acgagtggga 900 

gcagtcgatt atgacctggt ggcaggagca tcgcagcatg ctgcgcgagg atgccatgat 960 

ggagtatctg aagatcgccc aagacctgga gatgtacggc gttaactact ttgagatccg 1020 

caacaagaag ggcacggatc tttggctggg cgtagacgca ctgggtctga acatttacga 1080 

gcaggacgat aggttgacgc cgaaaattgg tttcccatgg tccgagattc gcaacatttc 1140 
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gttctcggag 


aagaagttca 


tcatcaagcc 


gatcgacaag 


aaggctccgg 


actttatgtt 


1200 


ctttgcgcca 


cgtgtccgca 


tcaacaagcg 


cattctggcc 


ctctgcatgg 


gcaaccacga 


1260 


gctgtacatg 


cgtcgccgca 


agccggacac 


catcgatgtg 


cagcagatga 


aggcgcaggc 


1320 


gcgcgaggag 


aagaatgcca 


aacagcagga 


acgtgagaag 


ctgcagctgg 


cgctggccgc 


1380 


acgcgaacgc 


gctgaaaaga 


agcagcagga 


gtacgaggat 


cggctaaagc 


agatgcagga 


1440 


ggacatggag 


cgttcgcagc 


gcgatctgct 


tgaggcgcag 


gacatgatcc 


gccggctgga 


1500 


ggagcagctg 


aagcagctgc 


aggccgccaa 


ggatgagctg 


gagctgcgcc 


agaaggagct 


1560 


gcaggcgatg 


ctgcagcgcc 


tcgaggaggc 


caagaatatg 


gaggccgtcg 


agaagctcaa 


1620 


gctcgaggag 


gagatcatgg 


ccaagcagat 


ggaggtgcag 


cgcattcagg 


acgaggtcaa 


1680 


cgccaaggat 


gaggagacaa 


agcgtctgca 


ggacgaagtg 


gaagacgccc 


gacgcaagca 


1740 


ggtcattgcg 


gctgaagccg 


ctgccgctct 


gctggccgcg 


tcgacaacgc 


cgcagcatca 


1800 


ccacgtggcc 


gaggatgaga 


acgagaacga 


ggaggagctg 


acgaacggcg 


atgccggtgg 


1860 


cgatgtgtcg 


cgcgacctgg 


acaccgacga 


gcatatcaag 


gaccccatcg 


aggacagacg 


1920 


cacgctggcc 


gagcgcaacg 


aacgcttgca 


cgatcagctc 


aaggctctga 


aacaagattt 


1980 


ggcgcagtct 


cgcgacgaga 


cgaaagagac 


ggcaaacgat 


aagattcatc 


gcgagaacgt 


2040 


tcgccaggga 


cgtgacaagt 


acaagacgct 


ccgcgagatt 


cgtaagggca 


acacaaagcg 


2100 


tcgcgtcgat 


cagtttgaga 


acatgtaaaa 


gctatcaaag 


atcagagatc 


gatagtgcgc 


2160 


gggaaagaga 


gagggagcgg 


tgagactcca 


gaaaga 






2196 



<210> 158 

<211> 649 

<212> PRT 

<213> Drosophila melanogaster 

<400> 158 

Met val val val Ser Asp Ser Arg val Arg Leu Pro Arg Tyr Gly Gly 
1 5 10 15 

val Ser val Lys Arg Lys Thr Leu Asn val Arg val Thr Thr Met Asp 
20 25 30 

Ala Glu Leu Glu Phe Ala lie Gin Ser Thr Thr Thr Gly Lys Gin Leu 
35 40 45 

Phe Asp Gin Val Val Lys Thr lie Gly Leu Arg Glu val Trp Phe Phe 
50 55 60 

Page 161 



Sequence listing as filedl.txt 

Gly Leu Gin Tyr Thr Asp Ser Lys Gly Asp Ser Thr Trp lie Lys Leu 
65 70 75 80 

Tyr Lys Lys Pro Glu Ser Pro Ala lie Lys Thr lie Lys Tyr Leu Lys 
85 90 95 

Arg val Lys Lys Tyr val Asp Lys Lys Thr Ala Asp Ser Asn Gly val 
100 105 110 

Asn His Leu Glu Thr Ser Glu Glu Asp Asp Asp Ala Asp Asp Met Thr 
115 120 125 

Gly Ser Met Pro Phe Ser Thr Trp val Met Asn Gin Asp val Lys Lys 
130 135 140 

Glu Asn Pro Leu Gin Phe Arg Phe Arg Ala Lys Phe Tyr Pro Glu Asp 
145 150 " 155 160 

val Ala Glu Glu Leu lie Gin Asp lie Thr Leu Arg Leu Phe Tyr Leu 
165 170 175 

Gin val Lys Asn Ala lie Leu Thr Asp Glu lie Tyr Cys Pro Pro Glu 
180 185 190 

Thr Ser val Leu Leu Ala Ser Tyr Ala Val Gin Ala Arg His Gly Asp 
195 200 205 

His Asn Lys Thr Thr His Thr Ala Gly Phe Leu Ala Asn Asp Arg Leu 
210 215 220 

Leu Pro Gin Arg Val lie Asp Gin His Lys Met Ser Lys Asp Glu Trp 
225 230 235 240 

Glu Gin Ser lie Met Thr Trp Trp Gin Glu His Arg Ser Met Leu Arg 
245 250 255 

Glu Asp Ala Met Met Glu Tyr Leu Lys lie Ala Gin Asp Leu Glu Met 
260 265 270 

Tyr Gly val Asn Tyr Phe Glu lie Arg Asn Lys Lys Gly Thr Asp Leu 
275 280 285 

Trp Leu Gly Val Asp Ala Leu Gly Leu Asn lie Tyr Glu Gin Asp Asp 
290 295 300 

Arg Leu Thr Pro Lys lie Gly Phe Pro Trp Ser Glu lie Arg Asn lie 
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305 310 315 320 

Ser Phe Ser Glu Lys Lys Phe lie lie Lys Pro lie Asp Lys Lys Ala 
325 330 335 

Pro Asp Phe Met Phe Phe Ala Pro Arg val Arg lie Asn Lys Arg lie 
340 345 350 

Leu Ala Leu Cys Met Gly Asn His Glu Leu Tyr Met Arg Arg Arg Lys 
355 360 365 

Pro Asp Thr lie Asp val Gin Gin Met Lys Ala Gin Ala Arg Glu Glu 
370 375 380 

Lys Asn Ala Lys Gin Gin Glu Arg Glu Lys Leu Gin Leu Ala Leu Ala 
385 390 395 400 

Ala Arg Glu Arg Ala Glu Lys Lys Gin Gin Glu Tyr Glu Asp Arg Leu 
405 410 415 

Lys Gin Met Gin Glu Asp Met Glu Arg ser Gin Arg Asp Leu Leu Glu 
420 425 ~ 430 

Ala Gin Asp Met lie Arg Arg Leu Glu Glu Gin Leu Lys Gin Leu Gin 
435 440 445 

Ala Ala Lys Asp Glu Leu Glu Leu Arg Gin Lys Glu Leu Gin Ala Met 
450 455 460 

Leu Gin Arg Leu Glu Glu Ala Lys Asn Met Glu Ala val Glu Lys Leu 
465 ~ 470 475 480 

Lys Leu Glu Glu Glu lie Met Ala Lys Gin Met Glu Val Gin Arg lie 
485 490 495 

Gin Asp Glu Val Asn Ala Lys Asp Glu Glu Thr Lys Arg Leu Gin Asp 
500 505 510 

Glu Val Glu Asp Ala Arg Arg Lys Gin val lie Ala Ala Glu Ala Ala 
515 520 525 

Ala Ala Leu Leu Ala Ala ser Thr Thr Pro Gin His His His Val Ala 
530 535 540 

Glu Asp Glu Asn Glu Asn Glu Glu Gl u Leu Thr Asn Gly Asp Ala Gly 
545 550 555 560 
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Gly Asp val Ser Arg Asp Leu Asp Thr Asp Glu His lie Lys Asp Pro 
565 570 575 

lie Glu Asp Arg Arg Thr Leu Ala Glu Arg Asn Glu Arg Leu His Asp 
580 585 590 

Gin Leu Lys Ala Leu Lys Gin Asp Leu Ala Gin Ser Arg Asp Glu Thr 
595 600 605 

Lys Glu Thr Ala Asn Asp Lys lie His Arg Glu Asn Val Arg Gin Gly 
610 615 620 

Arg Asp Lys Tyr Lys Thr Leu Arg Glu lie Arg Lys Gly Asn Thr Lys 
625 630 635 640 

Arg Arg Val Asp Gin Phe Glu Asn Met 
645 

<210> 159 
<211> 2097 
<212> DNA 

<213> Drosophila melanogaster 



<400> 159 
ccaaagcgaa 


acgggagctc 


ttggcacgtg 


ccctgctcac 


atcccgttaa 


tccatcgacc 


60 


cctaaacaaa 


tcgtggggga 


ttctcctctg 


cacgccacct 


tcatcgatgg 


gtgtcaattt 


120 


tttactcttt 


tttttttcta 


tttggcttct 


aaatgtgcgc 


gtcacgacaa 


tggacgcgga 


180 


actggagttc 


gccattcagt 


cgacgacgac 


gggcaagcaa 


ttgtttgacc 


aggtggtgaa 


240 


gacgatcggc 


ctgcgagagg 


tttggttctt 


tggactccag 


tacaccgact 


ccaagggcga 


300 


ctccacatgg 


atcaagctgt 


acaaaaagcc 


cgaatcgccg 


gccataaaga 


caataaaata 


360 


tttaaagcgt 


gtaaagaagt 


atgtggacaa 


aaagacagcc 


gacagcaatg 


gagtaaatca 


420 


tttagagacg 


agcgaagagg 


atgacgacgc 


cgatgatatg 


actggatcaa 


tgccgttttc 


480 


gacatgggtg 


atgaaccagg 


acgtgaagaa 


ggagaatccc 


ttgcagttta 


ggttccgtgc 


540 


caaattctat 


cccgaggatg 


tggccgagga 


gctgatccag 


gacattacac 


tgcgtctgtt 


600 


ctacctgcag 


gtgaagaatg 


ccatactgac 


cgacgagatc 


tattgtccgc 


cagagacatc 


660 


cgtgctgctc 


gcctcgtacg 


ccgtccaggc 


gcgtcatggt 


gaccacaata 


agaccaccca 


720 


cacagccggc 


tttctggcca 


acgatcgcct 


gctgccgcag 


cgcgtcatcg 


accagcacaa 


780 


gatgtccaag 


gacgagtggg 


agcagtcgat 


tatgacctgg 


tggcaggagc 


atcgcagcat 


840 
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gctgcgcgag 


gatgccatga 


Sequence listing 
tggagtatct gaagatcgcc 


as filedl.txt 
caagacctgg agatgtacgg 


900 


cgttaactac 


tttgagatcc 


gcaacaagaa 


gggcacggat 


ctttggctgg 


gcgtagacgc 


960 


actgggtctg 


aacatttacg 


agcaggacga 


taggttgacg 


ccgaaaattg 


gtttcccatg 


1020 


gtccgagatt 


cgcaacattt 


cgttctcgga 


gaagaagttc 


atcatcaagc 


cgatcgacaa 


1080 


gaaggctccg 


gactttatgt 

3 ZJ 


tctttgcgcc 


acgtgtccgc 


atcaacaagc 


gcattctggc 


1140 


cctctgcatg 


ggcaaccacg 


agctgtacat 


gcgtcgccgc 


aagccggaca 


ccatcgatgt 


1200 


gcaqcagatg 

Zf Z> Zf Zf 


aaggcgcagg 


cgcgcgagga 


gaagaatgcc 


aaacagcagg 


aacgtgagaa 


1260 


qctqcaqctq 


gcqctggccq 

3 3 3 3 3 


cacgcgaacg 


cgctgaaaag 


aagcagcagg 


agtacgagga 


1320 


tcggctaaag 


caqatgcagq 

3 3 3 3 


aggacatgga 


gcgttcgcag 


cgcgatctgc 


ttgaggcgca 


1380 


ggacatgatc 


cgccggctgq 

3 3 3 3 3 


aggagcagct 


gaagcagctg 


caggccgcca 


aggatgagct 


1440 


qqaqctqcgc 

3 3 3 3 3 


cagaaggagc 


tgcaggcgat 


gctgcagcgc 


ctcgaggagg 


ccaagaatat 


1500 


gqaqqccgtc 


gagaagctca 


agctcgagga 


ggagatcatg 


gccaagcaga 


tggaggtgca 


1560 


gcgcattcag 


gacgaggtca 


acgccaagga 


tgaggagaca 


aagcgtctgc 


aggacgaagt 


1620 


ggaagacgcc 


cgacgcaagc 


aggtcattgc 


ggctgaagcc 


gctgccgctc 


tgctggccgc 


1680 


gtcgacaacg 


ccgcagcatc 


accacgtggc 


cgaggatgag 


aacgagaacg 


aggaggagct 


1740 


gacgaacggc 


gatgccggtg 

Zf Zf ZfZf 3 


gcgatgtgtc 


gcgcgacctg 


gacaccgacg 


agcatatcaa 


1800 


ggaccccatc 


gaggacagac 


gcacgctggc 


cgagcgcaac 


gaacgcttgc 


acgatcagct 


1860 


caaggctctg 


aaacaagatt 


tggcgcagtc 


tcgcgacgag 


acgaaagaga 


cggcaaacga 


1 OTA 


taagattcat 


cgcgagaacg 


ttcgccaggg 


acgtgacaag 


tacaagacgc 


tccgcgagat 


1980 


tcgtaagggc 


aacacaaagc 


gtcgcgtcga 


tcagtttgag 


aacatgtaaa 


agctatcaaa 


2040 


gatcagagat 


cgatagtgcg 


cgggaaagag 


agagggagcg 


gtgagactcc 


agaaaga 


2097 



<210> 160 

<211> 640 

<212> PRT 

<213> Drosophila melanogaster 



<400> 160 

Met Gly val Asn Phe Leu Leu Phe Phe Phe Ser lie Trp Leu Leu Asn 
15 10 15 

val Arg val Thr Thr Met Asp Ala Glu Leu Glu Phe Ala lie Gin ser 
20 25 30 
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Sequence listing as filedl.txt 
Thr Thr Thr Gly Lys Gin Leu Phe Asp Gin val Val Lys Thr lie Gly 
35 40 45 

Leu Arg Glu val Trp Phe Phe Gly Leu Gin Tyr Thr Asp Ser Lys Gly 
50 55 60 



Asp Ser Thr Trp lie Lys Leu Tyr Lys Lys Pro Glu Ser Pro Ala lie 
65 70 75 80 

Lys Thr lie Lys Tyr Leu Lys Arg Val Lys Lys Tyr Val Asp Lys Lys 
85 90 ' 95 

Thr Ala Asp Ser Asn Gly Val Asn His Leu Glu Thr Ser Glu Glu Asp 
100 105 110 

Asp Asp Ala Asp Asp Met Thr Gly Ser Met Pro Phe Ser Thr Trp Val 
115 120 125 

Met Asn Gin Asp Val Lys Lys Glu Asn Pro Leu Gin Phe Arg Phe Arg 
130 135 140 

Ala Lys Phe Tyr Pro Glu Asp Val Ala Glu Glu Leu He Gin Asp lie 
145 150 155 160 

Thr Leu Arg Leu Phe Tyr Leu Gin val Lys Asn Ala lie Leu Thr Asp 
165 170 175 

Glu lie Tyr Cys Pro Pro Glu Thr Ser val Leu Leu Ala Ser Tyr Ala 
180 185 190 

val Gin Ala Arg His Gly Asp His Asn Lys Thr Thr His Thr Ala Gly 
195 ~ 200 205 

Phe Leu Ala Asn Asp Arg Leu Leu Pro Gin Arg val lie Asp Gin His 
210 215 220 

Lys Met Ser Lys Asp Glu Trp Glu Gin Ser lie Met Thr Trp Trp Gin 
225 230 235 240 

Glu His Arg Ser Met Leu Arg Glu Asp Ala Met Met Glu Tyr Leu Lys 
245 " 250 255 

lie Ala Gin Asp Leu Glu Met Tyr Gly val Asn Tyr Phe Glu lie Arg 
260 265 270 

Asn Lys Lys Gly Thr Asp Leu Trp Leu Gly Val Asp Ala Leu Gly Leu 
275 280 285 
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Asn lie Tyr Glu Gin Asp Asp Arg Leu Thr Pro Lys lie Gly Phe Pro 
290 295 300 

Trp ser Glu lie Arg Asn lie Ser Phe Ser Glu Lys Lys Phe lie lie 
305 310 315 320 

Lys Pro lie Asp Lys Lys Ala Pro Asp Phe Met Phe Phe Ala Pro Arg 
325 330 335 

Val Arg lie Asn Lys Arg lie Leu Ala Leu Cys Met Gly Asn His Glu 
340 345 350 

Leu Tyr Met Arg Arg Arg Lys Pro Asp Thr lie Asp Val Gin Gin Met 
355 ^ 360 365 

Lys Ala Gin Ala Arg Glu Glu Lys Asn Ala Lys Gin Gin Glu Arg Glu 
370 375 380 

Lys Leu Gin Leu Ala Leu Ala Ala Arg Glu Arg Ala Glu Lys Lys Gin 
385 390 395 400 

Gin Glu Tyr Glu Asp Arg Leu Lys Gin Met Gin Glu Asp Met Glu Arg 
405 ~ 410 415 

Ser Gin Arg Asp Leu Leu Glu Ala Gin Asp Met lie Arg Arg Leu Glu 
420 425 430 

Glu Gin Leu Lys Gin Leu Gin Ala Ala Lys Asp Glu Leu Glu Leu Arg 
435 440 445 

Gin Lys Glu Leu Gin Ala Met Leu Gin Arg Leu Glu Glu Ala Lys Asn 
450 455 " 460 

Met Glu Ala val Glu Lys Leu Lys Leu Glu Glu Glu lie Met Ala Lys 
465 470 475 480 

Gin Met Glu Val Gin Arg lie Gin Asp Glu val Asn Ala Lys Asp Glu 
485 490 495 

Glu Thr Lys Arg Leu Gin Asp Glu val Glu Asp Ala Arg Arg Lys Gin 
500 505 510 

Val lie Ala Ala Glu Ala Ala Ala Ala Leu Leu Ala Ala Ser Thr Thr 
515 520 525 

Pro Gin His His His val Ala Glu Asp Glu Asn Glu Asn Glu Glu Glu 
530 535 540 
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Sequence listing as filedl.txt 

Leu Thr Asn Gly Asp Ala Gly Gly Asp val Ser Arg Asp Leu Asp Thr 
545 550 555 560 

Asp Glu His lie Lys Asp Pro lie Glu Asp Arg Arg Thr Leu Ala Glu 
565 570 ~ 575 

Arg Asn Glu Arg Leu His Asp Gin Leu Lys Ala Leu Lys Gin Asp Leu 
580 585 590 

Ala Gin Ser Arg Asp Glu Thr Lys Glu Thr Ala Asn Asp Lys lie His 
595 ~ 600 605 

Arg Glu Asn val Arg Gin Gly Arg Asp Lys Tyr Lys Thr Leu Arg Glu 



lie Arg Lys Gly Asn Thr Lys Arg Arg Val Asp Gin Phe Glu Asn Met 

625 630 635 640 

<210> 161 
<211> 2004 
<212> DNA 

<213> Drosophila melanogaster 
<400> 161 

aaagctcacg aaaaacacgc ggcaattgga taagaaacga aattgttgat ccaacgcgag 60 

gaagaagaag aattgtgaag caagaagaag cgaaaacaaa ctgcgattgc agcacaaaaa 120 

caataaagag ttcagacgat aatatcctgg aaagaaaaca tttcgtttcg ataagtacga 180 

caagacacga aacaacaaaa tgtctccaaa agcgctaaat gtgcgcgtca cgacaatgga 240 

cgcggaactg gagttcgcca ttcagtcgac gacgacgggc aagcaattgt ttgaccaggt 300 

ggtgaagacg atcggcctgc gagaggtttg gttctttgga ctccagtaca ccgactccaa 360 

gggcgactcc acatggatca agctgtacaa aaaggtgatg aaccaggacg tgaagaagga 420 

gaatcccttg cagtttaggt tccgtgccaa attctatccc gaggatgtgg ccgaggagct 480 

gatccaggac attacactgc gtctgttcta cctgcaggtg aagaatgcca tactgaccga 540 

cgagatctat tgtccgccag agacatccgt gctgctcgcc tcgtacgccg tccaggcgcg 600 

tcatggtgac cacaataaga ccacccacac agccggcttt ctggccaacg atcgcctgct 660 

gccgcagcgc gtcatcgacc agcacaagat gtccaaggac gagtgggagc agtcgattat 720 

gacctggtgg caggagcatc gcagcatgct gcgcgaggat gccatgatgg agtatctgaa 780 
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gatcgcccaa 


gacctggaga 


Sequence listing as filedl.txt 
tgtacggcgt taactacttt gagatccgca acaagaaggg 


840 


cacggatctt 


tggctgggcg 


tagacgcact gggtctgaac atttacgagc aggacgatag 


900 


gttgacgccg 


aaaattggtt 


tcccatggtc cgagattcgc aacatttcgt 


tctcggagaa 


960 


gaagttcatc 


atcaagccga 


tcgacaagaa ggctccggac tttatgttct 


ttgcgccacg 


1020 


tgtccgcatc 


aacaagcgca 


ttctggccct ctgcatgggc aaccacgagc tgtacatgcg 


1080 


tcgccgcaag 


ccggacacca 


tcgatgtgca gcagatgaag gcgcaggcgc gcgaggagaa 


1140 


gaatgccaaa 


cagcaggaac 


gtgagaagct gcagctggcg ctggccgcac gcgaacgcgc 


1200 


tgaaaagaag 


cagcaggagt 


acgaggatcg gctaaagcag atgcaggagg 


acatggagcg 


1260 


ttcgcagcgc 


gatctgcttg 


aggcgcagga catgatccgc cggctggagg 


agcagctgaa 


1320 


gcagctgcag 

ZJ ZJ ZJ ZJ 


gccgccaagg 


atgagctgga gctgcgccag aaggagctgc 


aggcgatgct 


1380 


gcagcgcctc 


gaggaggcca 

ZJ ZJ ZJ ZJ ZJ 


agaatatgga ggccgtcgag aagctcaagc 


tcgaggagga 


1440 


gatcatggcc 


aagcagatgg 


aggtgcagcg cattcaggac gaggtcaacg 


ccaaggatga 


1500 


ggagacaaag 


cgtctgcagg 


acgaagtgga agacgcccga cgcaagcagg 


tcattgcggc 


1560 


tgaagccgct 


gccgctctgc 


tggccgcgtc gacaacgccg cagcatcacc 


acgtggccga 


1620 


ggatgagaac 


gagaacgagg 

ZJ ZJ ZJ ZJ ZJ 


aggagctgac gaacggcgat gccggtggcg 


atgtgtcgcg 


1680 


cgacctggac 


accgacgagc 


atatcaagga ccccatcgag gacagacgca 


cgctggccga 


1740 


gcgcaacgaa 


cgcttgcacg 


atcagctcaa ggctctgaaa caagatttgg 


cgcagtctcg 


1800 


cgacgagacg 


aaagagacgg 


caaacgataa gattcatcgc gagaacgttc gccagggacg 


18 60 


tgacaagtac 


aagacgctcc 


gcgagattcg taagggcaac acaaagcgtc 


gcgtcgatca 


1920 


gtttgagaac 


atgtaaaagc 


tatcaaagat cagagatcga tagtgcgcgg 


gaaagagaga 


1980 


gggagcggtg 


agactccaga 


aaga 




2004 



<210> 162 

<211> 578 

<212> PRT 

<213> Drosophila melanogaster 



<400> 162 

Met Ser Pro Lys Ala Leu Asn val Arg val Thr Thr Met Asp Ala Glu 
15 10 15 

Leu Glu Phe Ala lie Gin ser Thr Thr Thr Gly Lys Gin Leu Phe Asp 
20 25 30 
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Sequence listing as filedl.txt 
Gin val val Lys Thr lie Gly Leu Arg Glu Val Trp Phe Phe Gly Leu 
35 40 45 

Gin Tyr Thr Asp Ser Lys Gly Asp Ser Thr Trp lie Lys Leu Tyr Lys 
50 55 60 

Lys val Met Asn Gin Asp Val Lys Lys Glu Asn Pro Leu Gin Phe Arg 
65 70 75 80 

Phe Arg Ala Lys Phe Tyr Pro Glu Asp Val Ala Glu Glu Leu lie Gin 
85 90 95 

Asp lie Thr Leu Arg Leu Phe Tyr Leu Gin Val Lys Asn Ala lie Leu 
100 105 110 

Thr Asp Glu lie Tyr Cys Pro Pro Glu Thr Ser Val Leu Leu Ala Ser 
115 120 125 

Tyr Ala val Gin Ala Arg His Gly Asp His Asn Lys Thr Thr His Thr 
130 135 140 

Ala Gly Phe Leu Ala Asn Asp Arg Leu Leu Pro Gin Arg Val lie Asp 
145 150 155 " 160 

Gin His Lys Met Ser Lys Asp Glu Trp Glu Gin Ser lie Met Thr Trp 
165 170 175 

Trp Gin Glu His Arg Ser Met Leu Arg Glu Asp Ala Met Met Glu Tyr 
180 185 190 

Leu Lys lie Ala Gin Asp Leu Glu Met Tyr Gly val Asn Tyr Phe Glu 
195 200 205 

lie Arg Asn Lys Lys Gly Thr Asp Leu Trp Leu Gly val Asp Ala Leu 
210 215 220 

Gly Leu Asn lie Tyr Glu Gin Asp Asp Arg Leu Thr Pro Lys lie Gly 
225 230 235 240 

Phe Pro Trp ser Glu lie Arg Asn lie Ser Phe Ser Glu Lys Lys Phe 
245 " 250 255 

lie lie Lys Pro lie Asp Lys Lys Ala Pro Asp Phe Met Phe Phe Ala 
260 265 270 

Pro Arg val Arg lie Asn Lys Arg lie Leu Ala Leu Cys Met Gly Asn 
275 280 285 
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Sequence listing as filedl.txt 

His Glu Leu Tyr Met Arg Arg Arg Lys Pro Asp Thr lie Asp val Gin 
290 295 300 

Gin Met Lys Ala Gin Ala Arg Glu Glu Lys Asn Ala Lys Gin Gin Glu 
305 310 " 315 320 

Arg Glu Lys Leu Gin Leu Ala Leu Ala Ala Arg Glu Arg Ala Glu Lys 
325 330 335 

Lys Gin Gin Glu Tyr Glu Asp Arg Leu Lys Gin Met Gin Glu Asp Met 
340 345 350 

Glu Arg Ser Gin Arg Asp Leu Leu Glu Ala Gin Asp Met He Arg Arg 
355 " 360 365 

Leu Glu Glu Gin Leu Lys Gin Leu Gin Ala Ala Lys Asp Glu Leu Glu 
370 375 380 

Leu Arg Gin Lys Glu Leu Gin Ala Met Leu Gin Arg Leu Glu Glu Ala 
385 ' 390 395 400 

Lys Asn Met Glu Ala val Glu Lys Leu Lys Leu Glu Glu Glu lie Met 
405 410 415 

Ala Lys Gin Met Glu val Gin Arg lie Gin Asp Glu val Asn Ala Lys 
420 425 430 

Asp Glu Glu Thr Lys Arg Leu Gin Asp Glu val Glu Asp Ala Arg Arg 
435 440 445 

Lys Gin val lie Ala Ala Glu Ala Ala Ala Ala Leu Leu Ala Ala ser 
450 455 460 

Thr Thr Pro Gin His His His val Ala Glu Asp Glu Asn Glu Asn Glu 
465 470 475 480 

Glu Glu Leu Thr Asn Gly Asp Ala Gly Gly Asp val Ser Arg Asp Leu 
485 490 495 

Asp Thr Asp Glu His lie Lys Asp Pro lie Glu Asp Arg Arg Thr Leu 
500 505 510 

Ala Glu Arg Asn Glu Arg Leu His Asp Gin Leu Lys Ala Leu Lys Gin 
515 520 525 

Asp Leu Ala Gin Ser Arg Asp Glu Thr Lys Glu Thr Ala Asn Asp Lys 
530 535 540 
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Sequence listing as filedl.txt 



He His Arg Glu Asn val Arg Gin Gly Arg Asp Lys Tyr Lys Thr Leu 
545 " 550 ~ 555 560 

Arg Glu lie Arg Lys Gly Asn Thr Lys Arg Arg val Asp Gin Phe Glu 
565 570 575 

Asn Met 

<210> 163 

<211> 3879 

<212> DNA 

<213> Homo sapiens 

<400> 163 

ggcacgaggc cagccgaatc caagccgtgt gtactgcgtg ctcagcactg cccgacagtc 60 

ctagctaaac ttcgccaact ccgctgcctt tgccgccacc atgcccaaaa cgatcagtgt 120 

gcgtgtgacc accatggatg cagagctgga gtttgccatc cagcccaaca ccaccgggaa 180 

gcagctattt gaccaggtgg tgaaaactat tggcttgagg gaagtttggt tctttggtct 240 

gcagtaccag gacactaaag gtttctccac ctggctgaaa ctcaataaga aggtgactgc 300 

ccaggatgtg cggaaggaaa gccccctgct ctttaagttc cgtgccaagt tctaccctga 360 

ggatgtgtcc gaggaattga ttcaggacat cactcagcgc ctgttctttc tgcaagtgaa 420 

agagggcatt ctcaatgatg atatttactg cccgcctgag accgctgtgc tgctggcctc 480 

gtatgctgtc cagtctaagt atggcgactt caataaggaa gtgcataagt ctggctacct 540 

ggccggagac aagttgctcc cgcagagagt cctggaacag cacaaactca acaaggacca 600 

gtgggaggag cggatccagg tgtggcatga ggaacaccgt ggcatgctca gggaggatgc 660 

tgtcctggaa tatctgaaga ttgctcaaga tctggagatg tatggtgtga actacttcag 720 

catcaagaac aagaaaggct cagagctgtg gctgggggtg gatgccctgg gtctcaacat 780 

ctatgagcag aatgacagac taactcccaa gataggcttc ccctggagtg aaatcaggaa 840 

catctctttc aatgataaga aatttgtcat caagcccatt gacaaaaaag ccccggactt 900 

cgtcttctat gctccccggc tgcggattaa caagcggatc ttggccttgt gcatggggaa 960 

ccatgaacta tacatgcgcc gtcgcaagcc tgataccatt gaggtgcagc agatgaaggc 1020 

acaggcccgg gaggagaagc accagaagca gatggagcgt gctatgctgg aaaatgagaa 1080 

gaagaagcgt gaaatggcag agaaggagaa agagaagatt gaacgggaga aggaggagct 1140 
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gatggagagg 


ctgaagcaga 


Sequence listing 
tcgaggaaca gactaagaag 


as filedl.txt 
gctcagcaag aactggaaga 


1200 


acagacccgt 


agggctctgg 


aacttgagca 


ggaacggaag 


cgtgcccaga 


gcgaggctga 


1260 


aaagctggcc 


aaggagcgtc 


aagaagctga 


agaggccaag 


gaggccttgc 


tgcaggcctc 


1320 


ccgggaccag 


aaaaagactc 


aggaacagct 


ggccttggaa 


atggcagagc 


tgacagctcg 


1380 


aatctcccag 


ctggagatgg 


cccgacagaa 


gaaggagagt 


gaggctgtgg 


agtggcagca 


1440 


gaaggcccag 


atggtacagg 


aagacttgga 


gaagacccgt 


gctgagctga 


agactgccat 


1500 


gagtacacct 


catgtggcag 


agcctgctga 


gaatgagcag 


gatgagcagg 


atgagaatgg 


1560 


ggcagaggct 

3 3 3 ZJ ZJ 


agtgctgacc 


tacgggctga 


tgctatggcc 


aaggaccgca 


gtgaggagga 


1620 


acgtaccact 


gaggcagaga 


agaatgagcg 


tgtgcagaag 


cacctgaagg 


ccctcacttc 


1680 


qqaqctqqcc 

33 3 33 


aatgccagag 


atgagtccaa 


gaagactgcc 


aatgacatga 


tccatgctga 


1740 


gaacatgcga 


ctgggccgag 


acaaatacaa 


gaccctgcgc 


cagatccggc 


agggcaacac 


1800 


caagcagcgc 


attgacgaat 


ttgagtctat 


gtaatgggca 


cccagcctct 


agggacccct 


1860 


cctccctttt 


tccttgtccc 


cacactccta 


cacctaactc 


acctaactca 


tactgtgctg 


1920 


gagccactaa 


ctagagcagc 


cctggagtca 


tgccaagcat 


ttaatgtagc 


catgggacca 


1980 


aacctagccc 


cttagccccc 


acccacttcc 


ctgggcaaat 


gaatggctca 


ctatggtgcc 


2040 


aatggaacct 


cctttctctt 


ctctgttcca 


ttgaatctgt 


atggctagaa 


tatcctactt 


2100 


ctccagccta 

ZJ 


gaggtacttt 


ccacttgatt 


ttgcaaatgc 


ccttacactt 


actgttgtcc 


2160 


tatgggagtc 


aagtgtggag 


taggttggaa 


gctagctccc 


ctcctctccc 


ctccactgtc 


2220 


ttcttcaggt 


cctgagatta 


cacggtggag 


tgtatgcggt 


ctaggaatga 


gacaggacct 


2280 


agatatcttc 


tccagggatg 


tcaactgacc 


taaaatttgc 


cctcccatcc 


cgtttagagt 


2340 


tatttaggct 


ttgtaacgat 


tgggggaata 


aaaagatgtt 


cagtcatttt 


tgtttctacc 


2400 


tcccagatcg 

3 3 


gatctgttgc 


aaactcagcc 


tcaataagcc 


ttgtcgttga 


ctttagggac 


2460 


tcaatttctc 


cccagggtgg 

3 3 3 3 3 


atgggggaaa 


tggtgccttc 


aagaccttca 


ccaaacatac 


2520 


tagaagggca 

ZJ ZJ ZJ ZJ 


ttggccattc 


tattgtggca 


aggctgagta 


gaagatccta 


ccccaattcc 


2580 


ttgtaggagt 


ataggccggt 


ctaaagtgag 


ctctatgggc 


agatctaccc 


cttacttatt 


2640 


attccagatc 


tgcagtcact 


tcgtgggatc 


tgcccctccc 


tgcttcaata 


cccaaatcct 


2700 


ctccagctat 


aacagtaggg 


atgagtaccc 


aaaagctcag 


ccagccccat 


caggactctt 


2760 


gtgaaaagag 

3 3 3 3 


aggatatgtt 


cacacctagc 


gtcagtattt 


tccctgctag 


qaattttaqa 

3 33 *• ^ w wt *3 3 


2820 


tctcttcccc 


tctcagagct 


acttgggcca 


tagctcctgc 


tccacagcca 


tcccagcctt 


2880 


ggcatctaga 


gcttgatgcc 


agtaggctca 


actagggagt 


gagtgcaaaa 


agctgagtat 


2940 


ggtgagagaa 


gcctgtgccc 


tgatccaagt 


ttactcaacc 


ctctcaggtg 


accaaaatcc 


3000 


ccttctcatc 


actcccctca 


aagaggtgac 


tgggccctgc ctctgtttga 
page 173 


caaacctcta 


3060 



Sequence listing as filedl.txt 



acccaaatct 


tgacaccagc 


tgttctgtcc 


cttggagctg taaaccagag agctgctggg 


3120 


aaattctaac 


ctagtccctt 


ccacaccccc 


accccttgct ctcaacccag 


gagcatccac 


3180 


ctccttctct 


gtctcatgtg 


tgctcttctt 


ctttctacag tattatgtac tctactgata 


3240 


tctaaatatt 


aatttctacc 


ttccttacta 


atgcaccatt agaagatatt 


agtcttgggg 


3300 


caaaataatt 


ttaacctcat 


tactttacca 


cccccacacc tggaaagcat 


atactatatt 


3360 


acaaaataac 


attttaccaa 


aattattaat 


ataagaagct ttcagtatta 


gtgatgtcat 


3420 


ctatcactat 


aaatcataca 


atccattctt 


aaagtacttg ttatttgttt 


ttattattac 


3480 


tatttatctt 


ctcrccannn 


\m v. v_ a y V— v_ v_ i» 


caaggggcca tcctgtccca 


ccatgcagtg 


3540 


ccccctaact 

w v. v. v. w u y v. v- 


taaaacctcc 


ctcaattccc 


cctggccacc accccccact 


ctgtgcctga 


3600 


ccttgaggag 


tcttgtgtgc 


attgctgtga 


attagctcac ttggtgatat 


gtcctatatt 


3660 


ggctaaattg 


aaacctggaa 


ttgtggggca 


atctattaat agctgcctta aagtcagtaa 


3720 


cttaccctta 


gggaggctgg 


gggaaaaggt 


tagattttgt attcaggggt 


tttttgtgta 


3780 


ctttttgggt 


ttttaaaaaa 


ttgtttttgg 


aggggtttat gctcaatcca 


tgttctattt 


3840 


cagtgccaat 


aaaatttagg 


tgacttcaaa 


aaaaaaaaa 




3879 



<210> 164 

<211> 577 

<212> PRT 

<213> Homo sapiens 

<400> 164 

Met Pro Lys Thr lie Ser Val Arg val Thr Thr Met Asp Ala Glu Leu 
15 ~ 10 15 

Glu Phe Ala lie Gin Pro Asn Thr Thr Gly Lys Gin Leu Phe Asp Gin 

20 25 30 

Val Val Lys Thr lie Gly Leu Arg Glu val Trp Phe Phe Gly Leu Gin 
35 40 45 

Tyr Gin Asp Thr Lys Gly Phe Ser Thr Trp Leu Lys Leu Asn Lys Lys 
50 55 60 

val Thr Ala Gin Asp val Arg Lys Glu Ser Pro Leu Leu Phe Lys Phe 
65 70 75 80 

Arg Ala Lys Phe Tyr Pro Glu Asp val Ser Glu Glu Leu lie Gin Asp 
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Sequence listing as filedl.txt 
85 90 " 95 

He Thr Gin Arg Leu Phe Phe Leu Gin Val Lys Glu Gly lie Leu Asn 
100 105 110 

Asp Asp lie Tyr cys Pro Pro Glu Thr Ala val Leu Leu Ala Ser Tyr 
115 120 125 

Ala val Gin ser Lys Tyr Gly Asp Phe Asn Lys Glu val His Lys Ser 
130 135 140 

Gly Tyr Leu Ala Gly Asp Lys Leu Leu Pro Gin Arg Val Leu Glu Gin 
145 150 155 ~ 160 

His Lys Leu Asn Lys Asp Gin Trp Glu Glu Arg lie Gin Val Trp His 
165 170 ~ 175 

Glu Glu His Arg Gly Met Leu Arg Glu Asp Ala Val Leu Glu Tyr Leu 
180 185 190 

Lys lie Ala Gin Asp Leu Glu Met Tyr Gly val Asn Tyr Phe Ser lie 
195 200 205 

Lys Asn Lys Lys Gly Ser Glu Leu Trp Leu Gly val Asp Ala Leu Gly 
210 215 220 

Leu Asn lie Tyr Glu Gin Asn Asp Arg Leu Thr Pro Lys lie Gly Phe 
225 230 235 240 

Pro Trp ser Glu lie Arg Asn lie Ser Phe Asn Asp Lys Lys Phe Val 
245 250 255 

lie Lys Pro lie Asp Lys Lys Ala Pro Asp Phe Val Phe Tyr Ala Pro 
260 265 270 

Arg Leu Arg lie Asn Lys Arg lie Leu Ala Leu Cys Met Gly Asn His 
275 280 285 

Glu Leu Tyr Met Arg Arg Arg Lys Pro Asp Thr lie Glu val Gin Gin 
290 295 300 

Met Lys Ala Gin Ala Arg Glu Glu Lys His Gin Lys Gin Met Glu Arg 
305 310 315 320 

Ala Met Leu Glu Asn Glu Lys Lys Lys Arg Glu Met Ala Glu Lys Glu 
325 330 335 
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Sequence listing as filedl.txt 
Lys Glu Lys lie Glu Arg Glu Lys Glu Glu Leu Met Glu Arg Leu Lys 
340 " 345 350 

Gin lie Glu Glu Gin Thr Lys Lys Ala Gin Gin Glu Leu Glu Glu Gin 
355 360 365 

Thr Arg Arg Ala Leu Glu Leu Glu Gin Glu Arg Lys Arg Ala Gin Ser 
370 ~ 375 380 

Glu Ala Glu Lys Leu Ala Lys Glu Arg Gin Glu Ala Glu Glu Ala Lys 
385 390 395 400 

Glu Ala Leu Leu Gin Ala Ser Arg Asp Gin Lys Lys Thr Gin Glu Gin 
405 ^ 410 415 

Leu Ala Leu Glu Met Ala Glu Leu Thr Ala Arg lie Ser Gin Leu Glu 
420 425 430 

Met Ala Arg Gin Lys Lys Glu Ser Glu Ala Val Glu Trp Gin Gin Lys 
435 440 445 

Ala Gin Met val Gin Glu Asp Leu Glu Lys Thr Arg Ala Glu Leu Lys 
450 455 460 

Thr Ala Met Ser Thr Pro His Val Ala Glu Pro Ala Glu Asn Glu Gin 
465 470 475 480 

Asp Glu Gin Asp Glu Asn Gly Ala Glu Ala ser Ala Asp Leu Arg Ala 
485 490 495 

Asp Ala Met Ala Lys Asp Arg ser Glu Glu Glu Arg Thr Thr Glu Ala 
500 505 510 

Glu Lys Asn Glu Arg val Gin Lys His Leu Lys Ala Leu Thr Ser Glu 
515 520 525 

Leu Ala Asn Ala Arg Asp Glu Ser Lys Lys Thr Ala Asn Asp Met lie 
530 535 540 

His Ala Glu Asn Met Arg Leu Gly Arg Asp Lys Tyr Lys Thr Leu Arg 
545 550 555 560 

Gin lie Arg Gin Gly Asn Thr Lys Gin Arg lie Asp Glu Phe Glu Ser 
565 570 575 



Met 
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<210> 165 
<211> 1362 
<212> DNA 

<213> Drosophila melanogaster 



<400> 165 
aaaaaarrar 

ayaaaaLLaL 


aTaaaraaor 

a LaaaLaayL 


caaraaaraa 

Lay LQuav.aa 


oorararart 

yyL.av.aLav. l 


Tarl"l"aaaaa 

L y v. L Lyaaaa 


acacacaata 

av.yv.av.aa v. y 


60 


acrt"t*nrv~ca 


caaacacaca 


L y L Ci. V~ L LVJV. CL 


miCQeiCQClCQ 

uuV.yuLyjyLy 


acaacaacaa 


caacaaccac 


120 


aaraat"at*ra 

ay Laa La L LU 


acaat*aacaa 

y l a y v. ci ci l ci c*. 


caacaacaac 

v-uyv_uy\_ayv_ 


aacaacaaaa 

avjLuciLvjaavj 


actcaaacat 

uL uv.uy uv.u v_ 


atttaaacca 

y v. v. Lyyuv.v.u 


180 


cermet net" 


rrrrorrrat 

LLLLyLLLa V. 


v.yy L L CL LLuV. 


ratrarrott 

LalLaLLVjL V. 


v.v_v_y v_ y i_ y l l 


v. c* v. y a v. v. i.vy 


240 


l l q a a y l l y l 


nnr anr nr oa 


y y y y y 


ranatrrtrr 

LyyaLLL l v. v. 


ay v. ll Ly v_y v. 


ccaraaaata 

Lv.uv.auyu v. y 


300 


nanannalra 
y ay ay y a l La 


anna rlrnna 

ay y a l v_ v. y y ci 


yy LvjaciLL i_ y 


LyyLyLayLy 


1" c 1~ n ra t* c a a 

LL LyLOLLuu 


raararrtac 

l a a l a l l v. a l 


360 


tnrrnrrtna 


al~na rnaart 


nrnnmrnan 
y^-yy t-y v_ydy 


aanranal~nr 

a ay v. ay a Ly l 


nffarrlrra 

y v. lull lllq 


aaatrtarrr 

y a a l l l y ll l 


420 


3n^^r*i~3nr*n 
dyddLLdyLy 


civ_ciyv_yyv_yv_ 


aanrarrnaa 
aayLuLLyaa 


l. Ly y Ly Ly l y 


anaatrtrtt 
ay aa ll ll l l 


rranrroaar 

LLayLLyaaL 


480 

^ VJ V/ 


d uy y civ_y a.v,y 


LLddyLLyyL 


rnnraafanr 
Lyyuaa Lay l 


aL Lay Lau l a 


atatraarnr 

a La LLflaLyL 


ra a mora an 

LauLyyLuuy 


540 


rrf tratrrt 


rtttlrinrna 
llil Lyy Lyd 


Lyv_v\.LLLyyv. 


LLL LLddaLy 


natratrntr 

y d L v_d LL.y LL 


nnni* rnr nnr 
yyy LLycyyt. 


600 


rifiaatttfirt 
y y da LLLyLL 


r*f*#~"t"nnanaa 
lll Ly y ciy a.d 


traarrnrrr 


nanrntranr 
ydyLy LLayL 


dy l Lyy yy dv_ 


yLLLyLLyy l 


660 

VjvJL/ 


nrrtrrnrtr 
y ll LLLy l ll 


^-^-ydyyL-yyv- 


raattrnnrn 
LaaL LLyy Ly 


L L L L L L LLLy 


tttrnnnrtr 
l l LLy yy l ll 


nnr al~r nc\7\7k 

y y La LLyyaa 


720 

/ t. V/ 


LvjLy LLJaa La 


dLLyddddLy 


rrarrtntrr 

LLdLL Ly LLL 


anrtnraart 
ay v„ LyLaaLL 


tnntraa rna 
Lyy LLddLyd 


trtnnaaata 

Ll Ly y ddd La 


780 


ctggacaggg 


agetgagege 


catcaatgea 


cccatgctgc 


taatcgatcc 


agagattacc 


840 


caaggagecg 


aacagctgga 


gaaggccgcc 


ttgtccgcca 


gcaggaagag 


attgaggagc 


900 


aatageggea 


gegaggaega 


aagtgatcgc 


ctggtgcgcg 


aggctctgtc 


ccagttctac 


960 


ataccgccac 


agcgcctcat 


ctccgccatt 


gaggagtgtc 


ccctggatgt 


ggttggcttg 


1020 


ggtatgggaa 


tgaatgtgaa 


tgtgaatgtg 


ggaggaatta 


gtggaatcgg 


tggcatcgga 


1080 


ggagctgcag 


gcgctggcgt 


cgaaatgccc 


ggaggcaaac 


ggatgaagct 


gaatgaccat 


1140 


caccatctca 


atcaccatca 


ccatttgcac 


catcatctgg 


agctggtcga 


tttcgacatg 


1200 


aaccaaaacc 


aaaaggattt 


cgaggtgatc 


atggacgcct 


tgaggctggg 


aaeggegaca 


1260 


ccgccgagcg 


gcgccagcag 


egattcttge 


ggacaggegg 


cgatgatgag 


cgagtcggcc 


1320 


agcgtgttcc 


acaatctggt 


ggtcacctcg 


ttggagacat 


ga 




1362 



<210> 166 
<211> 434 
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Sequence listing as filedl.txt 

<212> PRT 

<213> Drosophila melanogaster 



<400> 166 

Met Thr Leu Pro Thr Asn Thr His Ala Ser Ala Asn Asp Gly Gly Ser 
15 10 15 

Gly Asn Asn Asn His Ser Asn lie Ser Ser Asn Asn Ser ser Ser Ser 
20 25 30 

Asp Glu Asp Ser Asp Met Phe Gly Pro Pro Arg cys Ser Pro Pro lie 
35 40 45 

Gly Tyr His His His Arg Ser Arg Val Pro Met lie Ser Pro Lys Leu 
50 55 60 

Arg Gin Arg Glu Glu Arg Lys Arg lie Leu Gin Leu Cys Ala His Lys 
65 70 75 80 

Met Glu Arg lie Lys Asp Ser Glu Ala Asn Leu Arg Arg Ser Val Cys 
85 90 ~ 95 

lie Asn Asn Thr Tyr Cys Arg Leu Asn Asp Glu Leu Arg Arg Glu Lys 
100 105 110 

Gin Met Arg Tyr Leu Gin Asn Leu Pro Arg Thr Ser Asp Ser Gly Ala 
115 120 125 

Ser Thr Glu Leu Ala Arg Glu Asn Leu Phe Gin Pro Asn Met Asp Asp 
130 135 140 

Ala Lys Pro Ala Gly Asn Ser Thr Ser Asn Asn lie Asn Ala Asn Gly 
145 150 155 160 

Lys Pro Ser Ser Ser Phe Gly Asp Ala Phe Gly Ser Ser Asn Gly Ser 
165 170 ' 175 

Ser ser Gly Arg Gly Gly lie Cys Ser Leu Glu Asn Gin Pro Pro Glu 
180 ' 185 190 

Arg Gin Gin Leu Gly Thr Pro Ala Gly Ala Ser Ala Pro Glu Ala Ala 
195 200 205 

Asn Ser Ala Pro Leu Ser val Ser Gly Ser Ala Ser Glu Arg Val Asn 
210 215 220 
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Sequence 



listing as filedl.txt 



Asn Arg Lys Arg 



His 



Leu Ser Ser cys 
230 



Asn Leu val 
235 



Asn Asp Leu Glu 
240 



lie Leu Asp Arg Glu Leu Ser Ala lie Asn Ala Pro Met Leu Leu lie 
245 250 255 



Asp Pro Glu lie Thr Gin Gly Ala Glu Gin Leu Glu Lys Ala Ala Leu 
260 265 270 



Ser Ala Ser Arg Lys Arg Leu Arg Ser Asn Ser Gly Ser Glu Asp Glu 
275 280 285 



Ser Asp Arg Leu val Arg Glu Ala Leu Ser Gin Phe Tyr lie Pro Pro 
290 295 300 



Gin Arg Leu He Ser Ala lie Glu Glu Cys Pro Leu Asp Val Val Gly 
305 310 315 320 



Leu Gly Met Gly Met Asn val Asn Val Asn Val Gly Gly lie Ser Gly 
325 330 335 



lie Gly Gly lie Gly Gly Ala Ala Gly Ala Gly val Glu Met Pro Gly 
340 345 350 



Gly Lys Arg Met Lys Leu Asn Asp His His His Leu Asn His His His 
355 360 365 



His Leu His His His Leu Glu Leu val Asp Phe Asp Met Asn Gin Asn 
370 375 380 



Gin Lys Asp Phe Glu val lie Met Asp Ala Leu Arg Leu Gly Thr Ala 
385 390 395 400 



Thr Pro Pro Ser Gly Ala ser Ser Asp Ser Cys Gly Gin Ala Ala Met 



Met Ser Glu Ser Ala Ser val Phe His Asn Leu Val Val Thr Ser Leu 
420 425 430 

Glu Thr 

<210> 167 
<211> 1556 
<212> DNA 



405 



410 



415 
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Sequence listing as filedl.txt 
<213> Drosophila melanogaster 



<400> 167 
aaaactcatc 


gatgctgcga 


aagtgcgata 


gtatcgaata 


aacatgagtg 


tgtgcatgag 


60 


tgtgggaatt 


tattaaacaa 


aaacgaaacg 


cggacaaact 


atatttatgt 


aataaacact 


120 


aagccgcagc 


gccaacgagt 


aatgaacagt 


ccacggccag 


gtcgtactat 


tcaggcgaac 


180 


gcacctcgca 


atcgactgca 


atcaaagtgc 


aatagctcaa 


tcaattgatt 


cgttttgctc 


240 


aaccaaaaac 


aaaatctatt 


cccaaatcgg 


tgcgatagtt 


gccaaaatat 


aaaaactaca 


300 


ctacgctaaa 


aaaaaaacaa 


tacactcaca 


cactggcgta 


caagacaaca 


aaagagaaga 


360 


agaagagcag 


acgccagata 


taaaaagccc 


ccaaaagaat 


tggaaataag 


accatacccc 


420 


tccttctccc 


ttgaaaaggg 


accttaaaac 


taggcgacac 


cgaataattg 


aactcaagta 


480 


aaaaaccggg 


aaaagagaaa 


aacactttca 


acaaaatatc 


tagaagcctt 


gttatcgatt 


540 


ttgttccggg 


ttttttttgt 


gtgagtgtgt 


gttgtgtgaa 


gcgcgcccgc 


gggtgtgtgg 


600 


gtgagtgtgc 


gtgtggctct 


cggcgcgtta 


tcaaaaacaa 


caacaattcg 


ttgcaaaaga 


660 


aaaaataaag 


tagaggaggc 


ggaagaagaa 


gaggaatctg 


ctcgcaccgc 


ggtcaatcgc 


720 


ggatcgtggt 


cgatttatcg 


aattaatcgc 


cccgaacaaa 


aaaaacaccg 


tacaaggact 


780 


tgcactattt 


ccaatgattt 


cgctgctgca 


aatgaaattc 


cgtgcgcttt 


tgttgttgct 


840 


atcaaaagta 


tggacatgca 


tttgtttcat 


gttcaatcgc 


caagtgcgag 


cttttatcca 


900 


gtatcaaccg 


gttaaatacg 


aactcttccc 


gttgtcaccc 


gtctcgcggc 


accgcctgag 


960 


cctggtgcag 


cgcaagaccc 


tcgttctgga 


cctggacgaa 


acgctaatcc 


actcccatca 


1020 


caatgcgatg 


ccccggaata 


cggtgaagcc 


gggcacgccg 


cacgatttca 


ctgtcaaagt 


1080 


gaccatcgat 


cggaatccag 


tgcgcttttt 


cgtgcacaag 


cgaccgcatg 


tggactactt 


1140 


cctggacgtg 


gtctcgcagt 


ggtacgatct 


ggtggtcttc 


acggccagca 


tggagattta 


1200 


cggagcggcg 


gtggcagaca 


agctggacaa 


cggacgaaac 


atcctccgga 


ggcgatacta 


1260 


cagacagcac 


tgcacgcccg 


actacggatc 


ctacaccaaa 


gacctgtcgg 


ccatctgcag 


1320 


tgacctaaat 


aggatattta 


tcatcgacaa 


ttcgcccggc 


gcctatcgct 


gttttcccaa 


1380 


caacgccata 


cccatcaaga 


gttggttctc 


ggacccgatg 


gacacggcgc 


tgctgtcgct 


1440 


gctgcccatg 


ctggatgcgc 


tgaggttcac 


gaacgacgtg 


agatcggtgc 


tgtcgaggaa 


1500 


cttgcacctg 


caccgcctct 


ggtagcaggt 


gggccgcctg 


tcgctagttt 


agttta 


1556 



<210> 168 
<211> 243 
<212> PRT 
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Sequence listing as filedl.txt 
<213> Drosophila melanogaster 

<400> 168 

Met lie Ser Leu Leu Gin Met Lys Phe Arg Ala Leu Leu Leu Leu Leu 
15 10 15 

Ser Lys val Trp Thr Cys lie Cys Phe Met Phe Asn Arg Gin val Arg 
20 25 30 

Ala Phe lie Gin Tyr Gin Pro Val Lys Tyr Glu Leu Phe Pro Leu Ser 
35 40 45 

Pro Val Ser Arg His Arg Leu Ser Leu val Gin Arg Lys Thr Leu val 
50 55 60 

Leu Asp Leu Asp Glu Thr Leu lie His ser His His Asn Ala Met Pro 
65 70 75 80 

Arg Asn Thr Val Lys Pro Gly Thr Pro His Asp Phe Thr val Lys val 
85 90 95 

Thr lie Asp Arg Asn Pro Val Arg Phe Phe Val His Lys Arg Pro His 
100 105 110 

Val Asp Tyr Phe Leu Asp val val Ser Gin Trp Tyr Asp Leu Val Val 
115 120 125 

Phe Thr Ala Ser Met Glu lie Tyr Gly Ala Ala Val Ala Asp Lys Leu 
130 135 140 

Asp Asn Gly Arg Asn lie Leu Arg Arg Arg Tyr Tyr Arg Gin His Cys 
145 ^ 150 ~ 155 ~ 160 

Thr Pro Asp Tyr Gly Ser Tyr Thr Lys Asp Leu Ser Ala lie Cys Ser 
165 170 175 

Asp Leu Asn Arg lie Phe He lie Asp Asn Ser Pro Gly Ala Tyr Arg 
180 185 190 

Cys Phe Pro Asn Asn Ala lie Pro lie Lys Ser Trp Phe Ser Asp Pro 
195 200 205 

Met Asp Thr Ala Leu Leu Ser Leu Leu Pro Met Leu Asp Ala Leu Arg 
210 215 220 
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Sequence listing as filedl.txt 
Phe Thr Asn Asp val Arg Ser val Leu ser Arg Asn Leu His Leu His 
225 230 235 240 

Arg Leu Trp 

<210> 169 

<211> 1356 

<212> DNA 

<213> Homo sapiens 



<400> 169 
gccggggccg 


gcggtgccgg 


ggtcatcggg 


atgatgcgga 


cgcagtgtct 


gctggggctg 


60 


cgcgcgttcg 


tggccttcgc 


cgccaagctc 


tggagcttct 


tcatttacct 


tttgcggagg 


120 


cagatccgca 


cggtaattca 


gtaccaaact 


gttcgatatg 


atatcctccc 


cttatctcct 


180 


gtgtcccgga 


atcggctagc 


ccaggtgaag 


aggaagatcc 


tggtgctgga 


tctggatgag 


240 


acacttattc 


actcccacca 


tgatggggtc 


ctgaggccca 


cagtccggcc 


tggtacgcct 


300 


cctgacttca 


tcctcaaggt 


ggtaatagac 


aaacatcctg 


tccggttttt 


tgtacataag 


360 


aggccccatg 


tggatttctt 


cctggaagtg 


gtgagccagt 


ggtacgagct 


ggtggtgttt 


420 


acagcaagca 


tggagatcta 


tggctctgct 


gtggcagata 


aactggacaa 


tagcagaagc 


480 


attcttaaga 


gga'gatatta 


cagacagcac 


tgcactttgg 


agttgggcag 


ctacatcaag 


540 


gacctctctg 


tggtccacag 


tgacctctcc 


agcattgtga 


tcctggataa 


ctccccaggg 


600 


gcttacagga 


gccatccaga 


caatgccatc 


cccatcaaat 


cctggttcag 


tgaccccagc 


660 


gacacagccc 


ttctcaacct 


gctcccaatg 


ctggatgccc 


tcaggttcac 


cgctgatgtt 


720 


cgttccgtgc 


tgagccgaaa 


ccttcaccaa 


catcggctct 


ggtgacagct 


gctccccctc 


780 


cacctgagtt 


ggggtggggg 


ggaaagggag 


ggcgagccct 


tgggatgccg 


tctgatgccc 


840 


tgtccaatgt 


gaggactgcc 


tgggcagggt 


ctgcccctcc 


cacccctctc 


tgccctggga 


900 


gccctacact 


ccacttggag 


tctggatgga 


cacatgggcc 


aggggctctg 


aagcagcctc 


960 


actcttaact 


tcgtgttcac 


actccatgga 


aaccccagac 


tgggacacag 


gcggaagcct 


1020 


aggagagccg 


aatcagtgtt 


tgtgaagagg 


caggactggc 


cagagtgaca 


gacatacggt 


1080 


gatccaggag 


gctcaaagag 


aagccaagtc 


agctttgttg 


tgatttgatt 


ttttttaaaa 


1140 


aactcttgta 


caaaactgat 


ctaattcttc 


actcctgctc 


caagggctgg 


gctgtgggtg 


1200 


ggatactggg 


attttgggcc 


actggatttt 


ccctaaattt 


gtcccccctt 


tactctccct 


1260 


ctatttttct 


ctccttagac 


tccctcagac 


ctgtaaccag 


ctttgtgtct 


tttttccttt 


1320 
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Sequence listing 
tctctctttt aaaccatgca ttataacttt gaaacc 



as filedl.txt 



1356 



<210> 170 

<211> 244 

<212> PRT 

<213> Homo sapiens 



<400> 170 

Met Met Arg Thr Gin Cys Leu Leu Gly Leu Arg Ala Phe val Ala Phe 
1 5 10 15 



Ala Ala Lys Leu Trp ser Phe Phe lie Tyr Leu Leu Arg Arg Gin lie 
20 25 30 



Arg Thr val lie Gin Tyr Gin Thr val Arg Tyr Asp lie Leu Pro Leu 
35 40 45 



Ser Pro val Ser Arg Asn Arg Leu Ala Gin val Lys Arg Lys lie Leu 
50 55 60 



val Leu Asp Leu Asp Glu Thr Leu lie His Ser His His Asp Gly Val 
65 70 75 80 



Leu Arg Pro Thr val Arg Pro Gly Thr Pro Pro Asp Phe lie Leu Lys 
85 ~ 90 95 



val val lie Asp Lys His Pro val Arg Phe Phe val His Lys Arg Pro 
100 105 110 



His val Asp Phe Phe Leu Glu Val val Ser Gin Trp Tyr Glu Leu Val 
115 120 125 



val Phe Thr Ala Ser Met Glu lie Tyr Gly Ser Ala val Ala Asp Lys 
130 135 140 



Leu Asp Asn ser Arg Ser lie Leu Lys Arg Arg Tyr Tyr Arg Gin His 
145 150 155 160 



Cys Thr Leu Glu Leu Gly Ser Tyr lie Lys Asp Leu ser val val His 
165 170 175 



Ser Asp Leu Ser ser lie val lie Leu Asp Asn Ser Pro Gly Ala Tyr 
180 185 190 
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Sequence listing as filedl.txt 

Arg ser His Pro Asp Asn Ala lie Pro lie Lys Ser Trp Phe Ser Asp 
195 200 205 

Pro Ser Asp Thr Ala Leu Leu Asn Leu Leu Pro Met Leu Asp Ala Leu 
210 215 220 

Arg Phe Thr Ala Asp val Arg Ser Val Leu Ser Arg Asn Leu His Gin 



His Arg Leu Trp 

<210> 171 
<211> 3020 
<212> DNA 

<213> Drosophila melanogaster 
<400> 171 

gtcgcgtgtt cagttcaccg cgggtaattc agagaatcgc tttgtggatt ggatttttgc 60 

ctgttttccg cccgatacaa aaaaaaaaaa ccaaacgcta tataaatagt tctgtagtaa 120 

aacctgaagc aacacgtttt aaaatataca actactacta acaactgtca cagccaagtt 180 

acaaaagtgc taaatcccag aaataaccta agagccgact taaaaccgcg caaatacata 240 

aaaaaaaatc ttctccaaag cagaaacaaa aacttgtgaa aaactagaat taaaaaaaga 300 

ttttttaaaa aaaatcagct agtgcaaaat aaacgggaag aatttttttt tgtgtccctt 360 

tttttggtgt tttttctccg tctttcccct tctttgacgc aaaaaaaaaa gtgcccaact 420 

tgctggcggc acgggaacgg gatagaaata gatatagccg aaagcgactg gaaagcaaag 480 

gaagctaact aaattggatt acaatcaatt aaatagagac ggatacggaa actatgttca 540 

gcgagacagg catataactc aggaacttaa gatatataga aagaaaaaaa aacccagaca 600 

acataatcgc aatggccctt taccgctctg atccgtattc cataatggac gaccaacttt 660 

tttcaaatat ttcaatattc gatatggata atgatctgta cgatatggac aaactccttt 720 

cgtcgtccac cattcagagt gatctcgaga agatcgagga catggaaagt gtatttcaag 780 

actatgactt agaggaggat atgaagccag agatccgcaa catcgactgc atgtggccgg 840 

cgatgtccag ctgtttgacc agcggtaacg gtaatggaat agagagcgga aacagtgcag 900 

cctcgtcgta cagcgaaacc ggtgccgtat ccctggcgat ggtttccggc tctacgaatc 960 

tctacagcgc gtatcaacga tcgcagacga cagataacac ccagtcaaat caacagcatg 1020 

tcgtcaacag tgccgagaac atgccggtga tcatcaagaa ggagctcgca gatctggact 1080 
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acacggtctg 


tcagaagcgc 


Sequence listing 
ctccgtttga gcggcggtga 


as filedl.txt 
caagaagtca cagatccagg 


1140 


acgaggtcca 


tttaataccg 


cccggcggaa 


gtttgctccg 


caagcggaac 


aaccaggaca 


1200 


ttatccgcaa 


atcgggcgaa 


ttgagcggca 


gcgatagcat 


aaaataccag 


agaccagaca 


1260 


cacctcacag 


tcttaccgac 


gaggtggccg 


cctcagagtt 


tagacataac 


gtcgacttgc 


1320 


gtgcctgcgt 


gatgggcagc 


aataatatct 


cgctgaccgg 


caatgatagc 


gatgtcaact 


1380 


acattaagca 


aatcagcagg 


gagcttcaga 


ataccggcaa 


ggatccgttg 


ccggtgcgtt 


1440 


acatcccgcc 


gatcaacgat 


gtcctcgatg 


tgctcaacca 


gcattccaat 


tcgacgggtg 


1500 


gccaacagca 


gttgaaccaa 


cagcaactgg 


acgagcaaca 


acaggccatc 


gatatagcca 


1560 


ctggacgcaa 


cacagtggat 


tctccgccga 


cgaccggctc 


tgatagtgac 


tccgatgacg 


1620 


gtgaacccct 


caactttgac 


ctgcgccatc 


atcgcactag 


caaaagcggc 


agcaatgcca 


1680 


gcatcaccac 


caacaacaac 


aacagcaaca 


acaaaaacaa 


caaattgaag 


aacaacagca 


1740 


acggcatgct 


gcacatgatg 


cacatcaccg 


atcacagcta 


cacgcgctgc 


aacgatatgg 


1800 


tggacgatgg 


tcccaatttg 


gagaccccct 


cagattccga 


tgaggaaatc 


gatgtcgttt 


1860 


catatacgga 


caagaagcta 


cccacaaatc 


cctcgtgcca 


cttgatgggc 


gccctacagt 


1920 


tccagatggc 


ccataagatc 


tcgattgatc 


acatgaagca 


aaaaccgcgc 


tacaataact 


1980 


tcaatctgcc 


gtacacaccg 


gccagcagca 


gtccagtgaa 


atcggtggcc 


aactcgcgtt 


2040 


atccatcacc 


gtcgagcaca 


ccgtatcaga 


actgctcctc 


cgcttcgccg 


tcctactcgc 


2100 


cgctatccgt 


ggactcttca 


aatgtcagct 


cgagcagctc 


cagttccagt 


tcgcagtcaa 


2160 


gcttcaccac 


ctccagttcg 


aacaagggac 


gcaaacgatc 


cagtctgaag 


gatccaggct 


2220 


tgttgatctc 


ctccagcagc 


gtttatctgc 


cgggagtcaa 


taacaaagtg 


acgcatagct 


2280 


ccatgatgag 


caaaaagagt 


cgtggcaaga 


aggtggttgg 


cacctcgtct 


ggcaatacat 


2340 


ctccgatatc 


gtctggccag 


gatgtggatg 


ccatggatcg 


taattggcag 


cggcgcagtg 


2400 


gtggaattgc 


cactagcaca 


agctccaaca 


gcagtgtcca 


tcggaaggac 


tttgttttgg 


2460 


gctttgatga 


ggccgatacg 


atcgagaagc 


gcaatcagca 


caatgatatg 


gagcgtcagc 


2520 


gacgcattgg 


actcaagaac 


ctctttgagg 


ctctaaagaa 


acagattccc 


acaattaggg 


2580 


acaaggagcg 


ggctcccaag 


gtaaatatcc 


tgcgagaggc 


ggccaagcta 


tgcatccagc 


2640 


tgacccagga 


ggagaaggag 


cttagtatgc 


agcgccagct 


tttgtcgctg 


cagctgaagc 


2700 


aacgtcagga 


cactctggcc 


agttaccaaa 


tggagttgaa 


cgaatcgcgc 


tcqqttaqtq 


2760 


gatagtgttg 


tctcatacta 


tcggcttaaa 


gcggcggcgt 


agggctagga 


taacccccaa 


2820 


tgtatatgca 


agatttgtat 


atcctcctac 


tttttttttt 


ttgcaattta 


ctttgattta 


2880 


gcttcgatcc 


tttcttgaca 


ttaagcccta 


aatatgattt 


ttttctggag 


aacttcaata 


2940 


tcagttagta 


ggttatgttt 


aacgatttgc 


ttgcgctttt tccgcttttt 
Page 185 


tttttgtttt 


3000 



Sequence listing as filedl.txt 
tttaccatac cataccatac 3020 

<210> 172 

<211> 706 

<212> PRT 

<213> Drosophila melanogaster 



<400> 172 

Met Asp Asp Gin Leu Phe Ser Asn lie Ser lie Phe Asp Met Asp Asn 
15 10 15 

Asp Leu Tyr Asp Met Asp Lys Leu Leu ser Ser Ser Thr lie Gin ser 
20 25 30 

Asp Leu Glu Lys lie Glu Asp Met Glu Ser val Phe Gin Asp Tyr Asp 
35 40 45 

Leu Glu Glu Asp Met Lys Pro Glu lie Arg Asn lie Asp Cys Met Trp 
50 55 60 

Pro Ala Met Ser Ser Cys Leu Thr Ser Gly Asn Gly Asn Gly lie Glu 
65 70 75 80 

Ser Gly Asn Ser Ala Ala ser ser Tyr Ser Glu Thr Gly Ala val Ser 
85 90 95 

Leu Ala Met Val Ser Gly Ser Thr Asn Leu Tyr Ser Ala Tyr Gin Arg 
100 105 110 

Ser Gin Thr Thr Asp Asn Thr Gin Ser Asn Gin Gin His val val Asn 
115 120 125 

Ser Ala Glu Asn Met Pro Val lie lie Lys Lys Glu Leu Ala Asp Leu 
130 135 140 

Asp Tyr Thr Val Cys Gin Lys Arg Leu Arg Leu Ser Gly Gly Asp Lys 
145 150 ~ 155 160 

Lys Ser Gin lie Gin Asp Glu val His Leu lie Pro Pro Gly Gly Ser 
165 170 175 

Leu Leu Arg Lys Arg Asn Asn Gin Asp lie lie Arg Lys Ser Gly Glu 
180 185 190 
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Leu Ser Gly Ser Asp Ser lie Lys Tyr Gin Arg Pro Asp Thr Pro His 
195 200 205 

Ser Leu Thr Asp Glu val Ala Ala Ser Glu Phe Arg His Asn val Asp 
210 215 220 

Leu Arg Ala Cys val Met Gly Ser Asn Asn lie ser Leu Thr Gly Asn 
225 230 235 240 

Asp Ser Asp val Asn Tyr lie Lys Gin lie Ser Arg Glu Leu Gin Asn 
245 250 255 

Thr Gly Lys Asp Pro Leu Pro val Arg Tyr lie Pro Pro lie Asn Asp 
260 265 270 

val Leu Asp val Leu Asn Gin His Ser Asn Ser Thr Gly Gly Gin Gin 
275 280 285 

Gin Leu Asn Gin Gin Gin Leu Asp Glu Gin Gin Gin Ala lie Asp lie 
290 295 300 

Ala Thr Gly Arg Asn Thr Val Asp Ser Pro Pro Thr Thr Gly Ser Asp 
305 ~ 310 315 320 

Ser Asp Ser Asp Asp Gly Glu Pro Leu Asn Phe Asp Leu Arg His His 
325 330 335 

Arg Thr Ser Lys Ser Gly ser Asn Ala Ser lie Thr Thr Asn Asn Asn 
340 345 350 

Asn Ser Asn Asn Lys Asn Asn Lys Leu Lys Asn Asn Ser Asn Gly Met 
355 360 365 

Leu His Met Met His lie Thr Asp His Ser Tyr Thr Arg Cys Asn Asp 
370 375 380 

Met val Asp Asp Gly Pro Asn Leu Glu Thr Pro Ser Asp ser Asp Glu 
385 390 395 400 

Glu lie Asp Val val Ser Tyr Thr Asp Lys Lys Leu Pro Thr Asn Pro 
405 410 415 

Ser Cys His Leu Met Gly Ala Leu Gin Phe Gin Met Ala His Lys lie 
420 425 430 

Ser He Asp His Met Lys Gin Lys Pro Arg Tyr Asn Asn Phe Asn Leu 
435 440 445 
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Pro Tyr Thr Pro Ala Ser Ser Ser Pro val Lys Ser val Ala Asn Ser 

450 455 460 

Arg Tyr Pro Ser Pro ser Ser Thr Pro Tyr Gin Asn Cys Ser Ser Ala 

465 470 475 480 

Ser Pro Ser Tyr Ser Pro Leu Ser Val Asp Ser Ser Asn Val Ser Ser 

485 490 495 

Ser Ser Ser Ser Ser Ser Ser Gin Ser Ser Phe Thr Thr Ser Ser Ser 

500 505 510 

Asn Lys Gly Arg Lys Arg Ser Ser Leu Lys Asp Pro Gly Leu Leu lie 

515 520 525 

Ser Ser Ser Ser val Tyr Leu Pro Gly Val Asn Asn Lys val Thr His 

530 535 540 

Ser Ser Met Met Ser Lys Lys Ser Arg Gly Lys Lys Val Val Gly Thr 

545 550 555 560 

Ser Ser Gly Asn Thr Ser Pro lie Ser Ser Gly Gin Asp Val Asp Ala 

565 570 575 

Met Asp Arg Asn Trp Gin Arg Arg Ser Gly Gly lie Ala Thr Ser Thr 

580 585 590 

Ser Ser Asn Ser Ser Val His Arg Lys Asp Phe val Leu Gly Phe Asp 

595 600 605 

Glu Ala Asp Thr lie Glu Lys Arg Asn Gin His Asn Asp Met Glu Arg 

610 615 " 620 

Gin Arg Arg lie Gly Leu Lys Asn Leu Phe Glu Ala Leu Lys Lys Gin 

625 630 635 640 

lie Pro Thr lie Arg Asp Lys Glu Arg Ala Pro Lys val Asn lie Leu 

645 650 655 

Arg Glu Ala Ala Lys Leu Cys lie Gin Leu Thr Gin Glu Glu Lys Glu 

660 665 670 

Leu Ser Met Gin Arg Gin Leu Leu Ser Leu Gin Leu Lys Gin Arg Gin 

675 680 685 

Asp Thr Leu Ala Ser Tyr Gin Met Glu Leu Asn Glu Ser Arg Ser Val 
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Sequence listing as filedl.txt 
690 695 700 

Ser Gly 
705 

<210> 173 

<211> 2121 

<212> DNA 

<213> Homo sapiens 



<400> 173 

rl"nrl" cncnn 

L. LyL Ley cyy 




cnnnccccnn 


ccnTccctan cTccccTccT 


nrrtroanaa 


60 


nnnrannncT 


l_ V— l_V_dydyy\_ 


T+nnrnnnan 

i_ Lyy Lyyyaci 


7i7i7\7\n7\7\cnn pnnn^nnn^l" 

ddddy aauyy ayyyayyya l 


cncnctn7\ nt* 

L.y Lyv. uyay i_ 


120 


d L d d d dy L_ v_ y 


fil"l"l"l"r"nnnn 
y l *- l *- *-y y y y 


v_ l l i_ d l i_ Laa 


l L^yL Ly Lay Laa l LV.v.ay v. 


n7\n7\nnc7\n7\ 
yayayy^aya 


180 


yyy«y*-y«*yL. 


nnnrnnc rnn 
yyycyy^t-yy 


cX'TK nnn"\~ nn7\ 

*- a yyy *-y y**- 


7\n7Knccnnnc nanrananct - 
ay ay v. v.y y y l. yay LayayL l 


nenct nennn 

y^y^y^-yyy 


740 


r nt* r ft" nnna 
v»y Lyyya 


y y y y ^* 


yy ay v.yaa la 


noonnrtlTn cctcTnnccc 
yyyyy y v>v*LLLyyLv.v. 


ay LLLLy 


300 


rttnatrrrr 

L. LLyaLLLLL 


c 7i n n c c t\ n r* n 
LayyLLayLy 


nlrmra^fr* 
y LLLyLaaLL 


ct'tncrncTkT r r 7k m7\7\ t^cV 
l L LyLL,yLaL LLaLyaaaLL 


l LyLLLaLay 


360 

JUL/ 


ranrnnnrnn 
Ldycyyyeyy 


y LaL l l cyLa 


l. LyyaaL l La 


C7\7kc7kccm7\ ncTkTknnTkcnc 
LaaLaLLLya y LaayyaLyv. 


nTk rTcTrcm 

yaL LL LLLLLJ 


470 


<**~y *-y y y y^y 


nrtattrtnr 
y l. La l LLiyv. 


rratttrinnn 
LLa l l Lyyyy 


z\ ctk ccc nrmrVnrcTk 

aLaLLLLLLL LJLLLJL LLJLLa 


n n 7k c c r n c 1~ t* 
yyaLLLyLL l 


480 


*- Lyaaayy 


r1"rl"rrl"t*nr 


ay v uyv- l Lay 


pi rnrl"nna1*1* T1"1"1-1" rnnnt* 
av_y l Lyy a ll l l l l LL.yy y l 


Tkn'tnnTkTkTkTkC 
ay Lyyaaaav. 


S40 






nrccf~'\'C7k7\c 


y LLayLLLLa LL.aaLayyaa 


r 1" 7k 1* n 7k c c 1" r 

LLdLyaLLLL 


600 


gactacgact 


cggtgcagcc 


gtatttctac 


tgegacgagg aggagaactt 


ctaccagcag 


660 


cagcagcaga 


gegagctgea 


gcccccggcg 


cccagcgagg atatctggaa 


gaaattcgag 


720 


ctgctgccca 


ccccgcccct 


gtcccctagc 


cgccgctccg ggctctgctc 


gccctcctac 


780 


gttgcggtca 


cacccttctc 


ecttegggga 


gacaacgacg gcggtggcgg 


gagcttctcc 


840 


acggccgacc 


agctggagat 


ggtgaccgag 


ctgctgggag gagacatggt 


gaaccagagt 


900 


ttcatctgcg 


acccggacga 


cgagaccttc 


atcaaaaaca tcatcatcca 


ggactgtatg 


960 


tggagcggct 


tctcggccgc 


cgccaagctc 


gtctcagaga agctggcctc 


ctaccaggct 


1020 


gcgcgcaaag 


acageggcag 


cccgaacccc 


gcccgcggcc acagegtctg 


ctccacctcc 


1080 


agcttgtacc 


tgeaggatet 


gagcgccgcc 


gectcagagt gcatcgaccc 


ctcggtggtc 


1140 


ttcccctacc 


ctctcaacga 


cagcagctcg 


cccaagtcct gcgcctcgca 


agactccagc 


1200 


gccttctctc 


cgtcctcgga 


ttctctgctc 


tcctcgacgg agtcctcccc 


gcagggcagc 


1260 


cccgagcccc 


tggtgctcca 


tgaggagaca 


ccgcccacca ccagcagcga 


ctctgaggag 


1320 


gaacaagaag 


atgaggaaga 


aatcgatgtt 


gtttctgtgg aaaagaggca 
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ggctcctggc 


1380 



Sequence listing as filedl.txt 

aaaaggtcag agtctggatc accttctgct ggaggccaca gcaaacctcc tcacagccca 1440 

ctggtcctca agaggtgcca cgtctccaca catcagcaca actacgcagc gcctccctcc 1500 

actcggaagg actatcctgc tgccaagagg gtcaagttgg acagtgtcag agtcctgaga 1560 

cagatcagca acaaccgaaa atgcaccagc cccaggtcct cggacaccga ggagaatgtc 1620 

aagaggcgaa cacacaacgt cttggagcgc cagaggagga acgagctaaa acggagcttt 1680 

tttgccctgc gtgaccagat cccggagttg gaaaacaatg aaaaggcccc caaggtagtt 1740 

atccttaaaa aagccacagc atacatcctg tccgtccaag cagaggagca aaagctcatt 1800 

tctgaagagg acttgttgcg gaaacgacga gaacagttga aacacaaact tgaacagcta 1860 

cggaactctt gtgcgtaagg aaaagtaagg aaaacgattc cttctaacag aaatgtcctg 1920 

agcaatcacc tatgaacttg tttcaaatgc atgatcaaat gcaacctcac aaccttggct 1980 

gagtcttgag actgaaagat ttagccataa tgtaaactgc ctcaaattgg actttgggca 2040 

taaaagaact tttttatgct taccatcttt tttttttctt taacagattt gtatttaaga 2100 

attgttttta aaaaatttta a 2121 

<210> 174 
<211> 439 
<212> PRT 
<213> Homo sapiens 



<400> 174 

Met Pro Leu Asn val Ser Phe Thr Asn Arg Asn Tyr Asp Leu Asp Tyr 
1 5 10 15 

Asp Ser Val Gin Pro Tyr Phe Tyr Cys Asp Glu Glu Glu Asn Phe Tyr 
20 25 30 

Gin Gin Gin Gin Gin ser Glu Leu Gin Pro Pro Ala Pro Ser Glu Asp 
35 40 45 

He Trp Lys Lys Phe Glu Leu Leu Pro Thr Pro Pro Leu Ser Pro Ser 
50 55 60 

Arg Arg Ser Gly Leu Cys Ser Pro Ser Tyr Val Ala Val Thr Pro Phe 
65 70 75 80 

Ser Leu Arg Gly Asp Asn Asp Gly Gly Gly Gly ser Phe Ser Thr Ala 
85 90 95 
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Asp Gin Leu Glu Met val Thr Glu Leu Leu Gly Gly Asp Met val Asn 
100 105 110 

Gin Ser Phe lie Cys Asp Pro Asp Asp Glu Thr Phe lie Lys Asn lie 
115 120 125 

lie lie Gin Asp Cys Met Trp Ser Gly Phe Ser Ala Ala Ala Lys Leu 
130 135 140 

val Ser Glu Lys Leu Ala Ser Tyr Gin Ala Ala Arg Lys Asp Ser Gly 
145 ~ 150 155 160 

Ser Pro Asn Pro Ala Arg Gly His ser Val Cys Ser Thr Ser Ser Leu 
165 170 175 

Tyr Leu Gin Asp Leu Ser Ala Ala Ala Ser Glu Cys lie Asp Pro Ser 
180 185 190 

Val Val Phe Pro Tyr Pro Leu Asn Asp Ser Ser Ser Pro Lys Ser Cys 
195 200 205 

Ala Ser Gin Asp Ser Ser Ala Phe Ser Pro Ser Ser Asp Ser Leu Leu 
210 215 220 

Ser ser Thr Glu Ser Ser Pro Gin Gly Ser Pro Glu Pro Leu Val Leu 
225 230 235 240 

His Glu Glu Thr Pro Pro Thr Thr Ser Ser Asp Ser Glu Glu Glu Gin 
245 250 255 

Glu Asp Glu Glu Glu lie Asp Val val Ser Val Glu Lys Arg Gin Ala 
260 265 270 

Pro Gly Lys Arg Ser Glu Ser Gly Ser Pro Ser Ala Gly Gly His Ser 
275 280 285 

Lys Pro Pro His Ser Pro Leu val Leu Lys Arg Cys His val Ser Thr 
290 295 300 

His Gin His Asn Tyr Ala Ala Pro Pro Ser Thr Arg Lys Asp Tyr Pro 
305 310 315 320 

Ala Ala Lys Arg Val Lys Leu Asp Ser Val Arg val Leu Arg Gin lie 
325 330 " 335 

Ser Asn Asn Arg Lys Cys Thr Ser Pro Arg Ser Ser Asp Thr Glu Glu 
340 345 350 
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Asn val Lys Arg Arg Thr His Asn val Leu Glu Arg Gin Arg Arg Asn 

355 360 365 

Glu Leu Lys Arg Ser Phe Phe Ala Leu Arg Asp Gin lie Pro Glu Leu 

370 ~ 375 380 

Glu Asn Asn Glu Lys Ala Pro Lys val val lie Leu Lys Lys Ala Thr 

385 390 395 400 

Ala Tyr lie Leu Ser val Gin Ala Glu Glu Gin Lys Leu lie Ser Glu 

405 410 415 

Glu Asp Leu Leu Arg Lys Arg Arg Glu Gin Leu Lys His Lys Leu Glu 



Gin Leu Arg Asn Ser cys Ala 
435 

<210> 175 
<211> 3762 
<212> DNA 

<213> Drosophila melanogaster 
<400> 175 

tgacagtccg cctctaattt aatttcgttt gtgcacattt tgtttgaaag acgcttaaga 60 

ttattgggtt ttgtttcatg tattgtgccc tttgtgctaa aagtgcatcc gccattttac 120 

gcagagatgt cgacctattt cggggtctat atcccgacct ccaaagcggg ctgttttgag 180 

ggatcggtgt cgcagtgcat cggctccata gccgcggtga acataaagcc atccaatccg 240 

gcgtctggat cggcatcagt agcatcggga tcgccatccg gctcggcggc atccgtgcaa 300 

acgggcaacg cagacgatgg cagtgctgcc accaagtacg aggatcccga ctatccaccg 360 

gactcgccac tgtggctgat cttcacggag aaatccaagg cgctggacat cctgcgacac 420 

tacaaggagg cgcgcctccg cgagtttccc aatctggagc aggcggagag ttacgttcag 480 

tttgggttcg agagcatcga ggcgctcaag agattttgca aggcaaagcc cgaaagcaag 540 

cccattccga taatcagcgg tagcggttac aagagctcac cgacctcgac ggacaattcg 600 

tgctcctcct cgccgacggg taacggcagt ggcttcatca ttcccctggg aagcaattcc 660 

tcaatgtcga atttactgct cagtgactca ccgacttcct cgccgagcag ctccagcaac 720 

gtcattgcca atgggcgaca gcagcagatg cagcagcaac agcagcagca gccgcagcag 780 
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ccggatgtgt 


ccggagaagg 


Sequence listing 
ccctcctttc cgggcgccca 


as filedl.txt 
ccaaacagga actggtagag 


840 


tttcgcaagc 


aaatcgaagg 


tggtcacata 


gaccgggtga 


agaggattat 


atgggagaat 


900 


ccacgatttt 


tgatcagcag 


cggtgatacg 


cccaccagtt 


tgaaggaggg 


ctgtcgctat 


960 


aatgccatgc 


acatctgcgc 


ccaggtcaat 


aaggccagga 


tcgctcagtt 


gctgttaaag 


1020 


accatttcgg 


atcgggagtt 


cactcagctt 


tacgttggca 


agaagggcag 


tggcaagatg 


1080 


tgtgctgccc 


tcaacatcag 


tctcctggac 


tattacctga 


acatgccgga 


caaggggcgc 


1140 


ggcgaaacac 


cgctccactt 


tgccgcaaag 


aacggtcatg 


tggccatggt 


cgaggttctc 


1200 


gtttcctatc 


cggagtgcaa 


atcgctgcgg 


aatcatgagg 


gcaaggagcc 


caaggaaatc 


1260 


atctgcctgc 


gtaatgctaa 

Zf ZJ 


tgctacacat 


gtgaccatca 


agaagctgga 


gctgctcttg 


1320 


tacgatccgc 


attttgtgcc 


cgtactaaga 


tcccagtcaa 


atacactgcc 


gccaaaagtg 


1380 


ggtcaaccgt 


tctcgcccaa 


agatccaccg 


aacctgcaac 


acaaagcgga 


cgattacgag 


1440 


ggcctcagcg 


tggacctggc 


aatcagtgcg 


ctggcgggac 


ccatgtcccg 


cgaaaaggcc 


1500 


atgaacttct 


atcgccgttg 


gaagacacca 


ccgcgggtca 


gcaacaatgt 


gatgtcgccg 


1560 


ctggctggtt 


caccatttag 


ctcgccggtg 


aaagtaaccc 


caagcaagtc 


gatctttgac 


1620 


cgaaqtgctg 

Z7 Zf Zf Zf 


gaaactcgag 

ZJ ZJ ZJ 


tccagtccac 


tcaggacgca 


gagtgctctt 


tagtccattg 


1680 


gcggaggcga 

Z7 Zf ZJ ZJ Zf Zf 


ccagctcacc 


aaaaccgacg 


aaaaacgtgc 


ccaatggcac 


caatgagtgc 


1740 


gagcacaaca 


ataataatgt 


gaagccagtg 


tatccgttgg 


agttcccggc 


gacacccatt 


1800 


cgaaaaatga 


aaccggattt 


attcatggcc 


tatcgcaata 


acaatagctt 


tgattcgcca 


1860 


tctttggccg 


atgactccca 


aatcctggac 


atgagcctaa 


gccgcagcct 


gaatgcgtcg 


1920 


ctaaatgaca 


gcttccgtga 


gcggcacatc 


aagaacactg 


atatcgagaa 


gggtctggag 


1980 


gtggtcggcc 


gccaactggc 


acgacaggag 


cagttagagt 


ggcgcgagta 


ctgggatttt 


2040 


ctcgattcat 


ttttggacat 


tggtacgacc 


gaaggcctgg 


cccgtcttga 


agcgtatttc 


2100 


ctggaaaaga 


ccgaacagca 


ggcggataaa 


tcagaaacgg 


tctggaactt 


tgcccatctg 


2160 


catcagtatt 


tcgattcgat 


ggccggcgag 


caacagcagc 


aactccgaaa 


ggataaaaat 


2220 


gaggctgcgg 

ZJ ZJ ZJ Zf Zf ZJ 


gagcaacttc 


gccatccgcc 


ggagtcatga 


ctccgtacac 


atgcgtagag 


2280 


aagtcgctgc 


aagtgttcgc 


caagcgcatc 


actaaaacgt 


tgatcaacaa 


aatcggcaac 


2340 


atggtgtcca 


tcaacgacac 


gctgctctgt 


gagctcaaaa 


gactgaaatc 


gctgattgtc 


2400 


agcttcaagg 


atgatgcccg 


cttcattagc 


gtggacttta 


gcaaggtgca 


ttcacgtatc 


2460 


gcccacctgg 


Lggccagc ia 


tgtgacccac 


tcgcaggagg 


tcagcgtagc 


catgcgtcta 




caattgttgc 


agatgctccg 


aagtttgcgg 


caactgctgg 


ccgacgagcg 


tggtcgagaa 


2580 


cagcatttgg 


gctgcgtgtg 


cgctagtcta 


ttgctgatgc 


tggaacaggc 


gccgacatcc 


2640 


gccgtgcatc 


taccagacac 


tctgaagacc 


gaggagctat 


gttgcgccgc 


ctgggagacg 


2700 
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Sequence listing 


as filedl.txt 




gagcagtgtt 


gcgcctgtct 


gtgggacgca 


aatctcagcc 


gtaagaccag tcgtcgaaag 


2760 


cgcactaagt 


cgctgcgggc 


agctgctgtt 


gttcagtctc 


agggtcagct tcaggatact 


2820 


tcgggatcga 


cagggtcgtc 


cgccttgcac 


gcttcgcttg 


gtgtgggatc gaccagtttg 


2880 


ggagcatcga 


gggtcgtggc 

ZJ ZJ ZJ ZJ ZJ ZJ 


gtccgcttcg 


aaagatgctt 


ggcgccgtca acaaagcgac 


2940 


gacgaggact 


acgacagcga 


tgagcaagta 


atctttttcg 


actgcactaa tgttacgctg 


3000 


ccttatggaa 


gcagcagcga 

ZJ ZJ ZJ ZJ 


ggacgaggaa 


aacttccgta 


cgccgccgca aagcttgtcg 


3060 


ccaggtattt 


ccatggattt 


ggagccgcgt 


tacgagttgt 


ttatttttgg aaacgagcca 


3120 


accaagcgag 


atttggatgt 


gctgaatgcc 


ctttccaatg 


tcgacattqa taaqqaaaca 


3180 


ctgccgcatg 


tctacgcctg 


gaagactgcc 


atggagagct 


actcctgtgc tgaaatgaat 


3240 


ctgaacgtca 


aggttcaaaa 


gccggagcct 


tggtattctg 


gaaccagttc tagccacaac 


3300 


agccaaccat 


tgttgcatcc 


caagcgtctg 


cttgccacgc 


caaagctgaa tgccgtggtc 


3360 


agcggcagac 


gcggatccgg 

ZJ ZJ ZJ ZJ ZJ 


accattgacg 


gcgccagtta 


caccgcgtct ggcgcgaact 


3420 


ccgtccgccg 


ccagtattca 


agttgcatcc 


gagacgaatg 


gcgagtcggt cggaactgct 


3480 


gtgactccgg 


catcgccgat 


tttaaatttt 


accaccttaa 


cggcagcgac gcagtcattc 


3540 


caaacaccat 


tgaacaaggt 


gcgcggcttg 


ttcagccaat 


atcgggatca acggtcctat 




aacgaggggg 


acacgccgct 


gggcaatcgg 


aactgaaacg 


gaatcggccc ggaaacagaa 


3660 


acagaaacag 


cgactgattg 


atgaaaggcc 


gactgcatac 


ttacccccct gaatagccgg 


3720 


tgtcgtccat 


tgtccctttt 


aatgttaatc 


gcatgtatat 


ta 


3762 



<210> 176 

<211> 1169 

<212> PRT 

<213> Drosophila melanogaster 



<400> 176 

Met Ser Thr Tyr Phe Gly Val Tyr lie Pro Thr Ser Lys Ala Gly Cys 
1 5 10 15 

Phe Glu Gly ser val Ser Gin Cys lie Gly Ser lie Ala Ala val Asn 
20 25 30 

lie Lys Pro ser Asn Pro Ala Ser Gly Ser Ala Ser val Ala Ser Gly 
35 40 ' 45 



Ser Pro Ser Gly Ser Ala Ala Ser val Gin Thr Gly Asn Ala Asp Asp 
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Sequence listing as filedl.txt 
50 55 60 

Gly Ser Ala Ala Thr Lys Tyr Glu Asp Pro Asp Tyr Pro Pro Asp Ser 
65 70 75 80 

Pro Leu Trp Leu lie Phe Thr Glu Lys Ser Lys Ala Leu Asp lie Leu 
85 90 95 

Arg His Tyr Lys Glu Ala Arg Leu Arg Glu Phe Pro Asn Leu Glu Gin 
100 105 110 

Ala Glu Ser Tyr Val Gin Phe Gly Phe Glu Ser lie Glu Ala Leu Lys 
115 120 125 

Arg Phe Cys Lys Ala Lys Pro Glu Ser Lys Pro lie Pro lie lie Ser 
130 135 140 

Gly Ser Gly Tyr Lys Ser Ser Pro Thr Ser Thr Asp Asn Ser Cys Ser 
145 150 155 160 

Ser Ser Pro Thr Gly Asn Gly Ser Gly Phe lie lie Pro Leu Gly Ser 
165 170 175 

Asn Ser Ser Met Ser Asn Leu Leu Leu Ser Asp Ser Pro Thr Ser Ser 
180 185 190 

Pro Ser Ser Ser Ser Asn Val lie Ala Asn Gly Arg Gin Gin Gin Met 
195 200 205 

Gin Gin Gin Gin Gin Gin Gin Pro Gin Gin Pro Asp val Ser Gly Glu 
210 215 220 

Gly Pro Pro Phe Arg Ala Pro Thr Lys Gin Glu Leu Val Glu Phe Arg 
225 230 235 240 

Lys Gin lie Glu Gly Gly His lie Asp Arg val Lys Arg lie lie Trp 
245 250 255 

Glu Asn Pro Arg Phe Leu lie Ser Ser Gly Asp Thr Pro Thr Ser Leu 
260 265 ' 270 

Lys Glu Gly Cys Arg Tyr Asn Ala Met His lie Cys Ala Gin Val Asn 
275 " 280 285 

Lys Ala Arg lie Ala Gin Leu Leu Leu Lys Thr lie Ser Asp Arg Glu 
290 295 300 
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Phe Thr Gin Leu Tyr val Gly Lys Lys Gly Ser Gly Lys Met Cys Ala 
305 310 315 320 

Ala Leu Asn lie Ser Leu Leu Asp Tyr Tyr Leu Asn Met Pro Asp Lys 
325 330 335 

Gly Arg Gly Glu Thr Pro Leu His Phe Ala Ala Lys Asn Gly His val 
340 345 350 

Ala Met Val Glu val Leu val Ser Tyr Pro Glu Cys Lys Ser Leu Arg 
355 360 365 

Asn His Glu Gly Lys Glu Pro Lys Glu lie lie Cys Leu Arg Asn Ala 
370 * 375 380 

Asn Ala Thr His val Thr lie Lys Lys Leu Glu Leu Leu Leu Tyr Asp 
385 390 395 400 

Pro His Phe val Pro Val Leu Arg Ser Gin Ser Asn Thr Leu Pro Pro 
405 410 415 

Lys Val Gly Gin Pro Phe Ser Pro Lys Asp Pro Pro Asn Leu Gin His 
420 425 430 

Lys Ala Asp Asp Tyr Glu Gly Leu Ser val Asp Leu Ala lie Ser Ala 
435 440 445 

Leu Ala Gly Pro Met Ser Arg Glu Lys Ala Met Asn Phe Tyr Arg Arg 
450 455 460 

Trp Lys Thr Pro Pro Arg Val Ser Asn Asn Val Met Ser Pro Leu Ala 
465 470 475 480 

Gly Ser Pro Phe ser Ser Pro val Lys Val Thr Pro Ser Lys Ser lie 
485 490 495 

Phe Asp Arg Ser Ala Gly Asn Ser Ser Pro val His Ser Gly Arg Arg 
500 505 510 

Val Leu Phe Ser Pro Leu Ala Glu Ala Thr Ser Ser Pro Lys Pro Thr 
515 520 525 

Lys Asn val Pro Asn Gly Thr Asn Glu Cys Glu His Asn Asn Asn Asn 
530 535 540 

Val Lys Pro val Tyr Pro Leu Glu Phe Pro Ala Thr Pro He Arg Lys 
545 550 555 560 
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Met Lys Pro Asp Leu Phe Met Ala Tyr Arg Asn Asn Asn Ser Phe Asp 
565 570 575 

Ser Pro Ser Leu Ala Asp Asp Ser Gin lie Leu Asp Met Ser Leu Ser 
580 585 590 

Arg Ser Leu Asn Ala Ser Leu Asn Asp Ser Phe Arg Glu Arg His lie 
595 600 605 

Lys Asn Thr Asp lie Glu Lys Gly Leu Glu val val Gly Arg Gin Leu 
610 615 620 

Ala Arg Gin Glu Gin Leu Glu Trp Arg Glu Tyr Trp Asp Phe Leu Asp 
625 ~ 630 635 640 

Ser Phe Leu Asp lie Gly Thr Thr Glu Gly Leu Ala Arg Leu Glu Ala 
645 650 655 

Tyr Phe Leu Glu Lys Thr Glu Gin Gin Ala Asp Lys Ser Glu Thr val 
660 665 670 

Trp Asn Phe Ala His Leu His Gin Tyr Phe Asp Ser Met Ala Gly Glu 
675 680 685 

Gin Gin Gin Gin Leu Arg Lys Asp Lys Asn Glu Ala Ala Gly Ala Thr 
690 695 700 

Ser Pro Ser Ala Gly val Met Thr Pro Tyr Thr Cys val Glu Lys Ser 
705 710 715 720 

Leu Gin val Phe Ala Lys Arg lie Thr Lys Thr Leu lie Asn Lys lie 
725 730 735 

Gly Asn Met Val Ser lie Asn Asp Thr Leu Leu Cys Glu Leu Lys Arg 
740 745 750 

Leu Lys Ser Leu lie Val Ser Phe Lys Asp Asp Ala Arg Phe lie Ser 
755 760 765 

val Asp Phe Ser Lys val His Ser Arg lie Ala His Leu Val Ala Ser 
770 775 " 780 

Tyr val Thr His Ser Gin Glu val Ser val Ala Met Arg Leu Gin Leu 
785 790 795 800 

Leu Gin Met Leu Arg Ser Leu Arg Gin Leu Leu Ala Asp Glu Arg Gly 
805 810 815 
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Arg Glu Gin His Leu Gly Cys val Cys Ala Ser Leu Leu Leu Met Leu 
820 825 830 

Glu Gin Ala Pro Thr Ser Ala val His Leu Pro Asp Thr Leu Lys Thr 
835 840 845 

Glu Glu Leu Cys Cys Ala Ala Trp Glu Thr Glu Gin Cys Cys Ala Cys 
850 855 860 

Leu Trp Asp Ala Asn Leu Ser Arg Lys Thr Ser Arg Arg Lys Arg Thr 
865 870 875 880 

Lys Ser Leu Arg Ala Ala Ala val val Gin ser Gin Gly Gin Leu Gin 
885 890 895 

Asp Thr Ser Gly Ser Thr Gly ser Ser Ala Leu His Ala Ser Leu Gly 
900 905 910 

val Gly Ser Thr Ser Leu Gly Ala Ser Arg val val Ala Ser Ala ser 
915 920 925 

Lys Asp Ala Trp Arg Arg Gin Gin ser Asp Asp Glu Asp Tyr Asp Ser 
930 935 940 

Asp Glu Gin Val He Phe Phe Asp Cys Thr Asn Val Thr Leu Pro Tyr 
945 950 955 960 

Gly Ser Ser Ser Glu Asp Glu Glu Asn Phe Arg Thr Pro Pro Gin Ser 
965 970 975 

Leu Ser Pro Gly lie Ser Met Asp Leu Glu Pro Arg Tyr Glu Leu Phe 
980 985 990 

lie Phe Gly Asn Glu Pro Thr Lys Arg Asp Leu Asp val Leu Asn Ala 
995 1000 ~ 1005 

Leu Ser Asn Val Asp He Asp Lys Glu Thr Leu Pro His Val Tyr 
1010 1015 1020 

Ala Trp Lys Thr Ala Met Glu Ser Tyr Ser Cys Ala Glu Met Asn 
1025 1030 1035 

Leu Asn val Lys val Gin Lys Pro Glu Pro Trp Tyr ser Gly Thr 
1040 1045 1050 

Ser Ser ser His Asn Ser Gin Pro Leu Leu His Pro Lys Arg Leu 
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Sequence listing as filedl.txt 
1060 ~ 1065 



Leu Ala Thr Pro Lys Leu Asn Ala val val Ser Gly Arg Arg Gly 
1070 1075 1080 



Ser Gly Pro Leu Thr Ala Pro Val Thr Pro Arg Leu Ala Arg Thr 
1085 1090 1095 



Pro Ser Ala Ala Ser lie Gin val Ala Ser Glu Thr Asn Gly Glu 

1100 1105 1110 

Ser val Gly Thr Ala val Thr pro Ala Ser Pro lie Leu Ser Phe 

1115 1120 1125 

Ala Ala Leu Thr Ala Ala Thr Gin Ser Phe Gin Thr Pro Leu Asn 

1130 1135 1140 

Lys val Arg Gly Leu Phe Ser Gin Tyr Arg Asp Gin Arg Ser Tyr 

1145 ~ 1150 1155 



Asn Glu Gly Asp Thr Pro Leu Gly Asn Arg Asn 
1160 1165 



<210> 177 

<211> 3790 

<212> DNA 

<213> Drosophila melanogaster 



<400> 177 
ttgatgttac 


cctattttta 


ccgttgcctt 


cgcttgccat 


cagcggaact 


ttacattttt 


60 


tcacggagtt 


gtgaagaagt 


tgcctgttat 


ttggtgttga 


tgtcaaacca 


ttttaaccgc 


120 


ttaccttgca 


gtgcatccgc 


cattttacgc 


agagatgtcg 


acctatttcg 


gggtctatat 


180 


cccgacctcc 


aaagcgggct 


gttttgaggg 


atcggtgtcg 


cagtgcatcg 


gctccatagc 


240 


cgcggtgaac 


ataaagccat 


ccaatccggc 


gtctggatcg 


gcatcagtag 


catcgggatc 


300 


gccatccggc 


tcggcggcat 


ccgtgcaaac 


gggcaacgca 


gacgatggca 


gtgctgccac 


360 


caagtacgag 


gatcccgact 


atccaccgga 


ctcgccactg 


tggctgatct 


tcacggagaa 


420 


atccaaggcg 


ctggacatcc 


tgcgacacta 


caaggaggcg 


cgcctccgcg 


agtttcccaa 


480 


tctggagcag 


gcggagagtt 


acgttcagtt 


tgggttcgag 


agcatcgagg 


cgctcaagag 


540 


attttgcaag 


gcaaagcccg 


aaagcaagcc 


cattccgata 


atcagcggta 


gcggttacaa 


600 


gagctcaccg 


acctcgacgg 


acaattcgtg 


ctcctcctcg 


ccgacgggta 


acggcagtgg 


660 
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cttcatcatt 


cccctgggaa 


gcaattcctc 


aatgtcgaat 


ttactgctca 


gtgactcacc 


720 


gacttcctcg 


ccgagcagct 


ccagcaacgt 


cattgccaat 


gggcgacagc 


agcagatgca 


780 


gcagcaacag 


cagcagcagc 


cgcagcagcc 


ggatgtgtcc 


ggagaaggcc 


ctcctttccg 


840 


ggcgcccacc 


aaacaggaac 


tggtagagtt 


tcgcaagcaa 


atcgaaggtg 


gtcacataga 


900 


ccgggtgaag 


aggattatat 


gggagaatcc 


acgatttttg 


atcagcagcg 


gtgatacgcc 


960 


caccagtttg 


aaggagggct 
33 333 


gtcgctataa 


tgccatgcac 


atctgcgccc 


aggtcaataa 


1020 


ggccaggatc 


gctcagttgc 


tgttaaagac 


catttcggat 


cgggagttca 


ctcagcttta 


1080 


cgttggcaag 


aagggcagtg 


gcaagatgtg 


tgctgccctc 


aacatcagtc 


tcctggacta 


1140 


ttacctgaac 


atgccggaca 

3 3 3 


aggggcgcgg 


cgaaacaccg 


ctccactttg 


ccgcaaagaa 


1200 


cggtcatgtg 

3 3 3 3 


gccatggtcg 


aggttctcgt 


ttcctatccg 


gagtgcaaat 


cgctgcggaa 


1260 


tcatgagggc 


aaggagccca 


aggaaatcat 


ctgcctgcgt 


aatgctaatg 


ctacacatgt 


1320 


gaccatcaag 


aagctggagc 


tgctcttgta 


cgatccgcat 


tttgtgcccg 


tactaagatc 


1380 


ccagtcaaat 


acactgccgc 


caaaagtggg 


tcaaccgttc 


tcgcccaaag 


atccaccgaa 


1440 


cctgcaacac 


aaagcggacg 


attacgaggg 


cctcagcgtg 


gacctggcaa 


tcagtgcgct 


1500 


ggcgggaccc 


atgtcccgcg 


aaaaggccat 


gaacttctat 


cgccgttgga 


agacaccacc 


1560 


gcgggtcagc 


aacaatgtga 


tgtcgccgct 


ggctggttca 


ccatttagct 


cgccggtgaa 


1620 


agtaacccca 


agcaagtcga 


tctttgaccg 


aagtgctgga 


aactcgagtc 


cagtccactc 


1680 


aggacgcaga 


gtgctcttta 


gtccattggc 


ggaggcgacc 


agctcaccaa 


aaccgacgaa 


1740 


aaacgtgccc 


aatggcacca 


atgagtgcga 


gcacaacaat 


aataatgtga 


agccagtgta 


1800 


tccqttqqaq 


ttcccggcga 


cacccattcg 


aaaaatgaaa 


ccggatttat 


tcatggccta 


1860 


tcgcaataac 


aatagctttg 


attcgccatc 


tttggccgat 


gactcccaaa 


tcctggacat 


1920 


gagcctaagc 


cgcagcctga 


atgcgtcgct 


aaatgacagc 


ttccgtgagc 


ggcacatcaa 


1980 


gaacactgat 


atcgagaagg 


gtctggaggt 


ggtcggccgc 


caactggcac 


gacaggagca 


2040 


gttagagtgg 


cgcgagtact 


gggattttct 


cgattcattt 


ttggacattg 


gtacgaccga 


2100 


aggcctggcc 


cgtcttgaag 


cgtatttcct 


ggaaaagacc 


gaacagcagg 


cggataaatc 


2160 


agaaacggtc 


tggaactttg 


cccatctgca 


tcagtatttc 


gattcgatgg 


ccggcgagca 


2220 


acagcagcaa 


ctccgaaagg 


ataaaaatga 


aactacaaaa 
33*- L y*-yyy a 


gcaacttcgc 


catccgccgg 


2280 


ag tcatgact 


ccgtacacat 


gcgtagagaa 


gtcgctgcaa 


gtgttcgcca 


agcgcatcac 




taaaacgttg 


atcaacaaaa 


tcggcaacat 


ggtgtccatc 


aacgacacgc 


tgctctgtga 


2400 


gctcaaaaga 


ctgaaatcgc 


tgattgtcag 


cttcaaggat 


gatgcccgct 


tcattagcgt 


2460 


ggactttagc 


aaggtgcatt 


cacgtatcgc 


ccacctggtg 


gccagctatg 


tgacccactc 


2520 
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gcaggaggtc 


agcgtagcca 


Sequence listing as filedl.txt 
tgcgtctaca attgttgcag atgctccgaa gtttgcggca 


2580 


actgctggcc 


gacgagcgtg 


gtcgagaaca gcatttgggc tgcgtgtgcg ctagtctatt 


2640 


gctgatgctg 


gaacaggcgc 


cgacatccgc cgtgcatcta ccagacactc tgaagaccga 


2700 


ggagctatgt 


tgcgccgcct 


gggagacgga gcagtgttgc gcctgtctgt gggacgcaaa 


2760 


tctcagccgt 


aagaccagtc 


gtcgaaagcg cactaagtcg ctgcgggcag ctgctgttgt 


2820 


tcagtctcag 


ggtcagcttc 


aggatacttc gggatcgaca gggtcgtccg ccttgcacgc 

— / ZJ ZJ ~f ZJ ZJ ZJ ZJ ZJ -J ZJ ZJ 


2880 


ttcgcttggt 


gtgggatcga 

ZJ ZJ ZJ ZJ ZJ 


ccagtttggg aqcatcgagg gtcgtggcgt ccgcttcgaa 

^ ZJ ^ ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


2940 


agatgcttgg 


cgccgtcaac 


aaagcgacga cgaggactac gacagcgatg agcaagtaat 


3000 


ctttttcgac 


tgcactaatg 


ttacgctgcc ttatggaagc agcagcgagg acgaggaaaa 


3060 


cttccgtacg 


ccgccgcaaa 


gcttgtcgcc aggtatttcc atggatttgg agccgcgtta 


3120 


cgagttgttt 


atttttggaa 


acgagccaac caagcgagat ttggatgtgc tgaatgccct 


3180 


ttccaatgtc 


gacattgata 


aggaaacact gccgcatgtc tacgcctgga agactgccat 

•J *J -J ~* ZJ *J ~J ~f —t ^J 


3240 


ggagagctac 


tcctgtgctg 


aaatgaatct gaacgtcaag gttcaaaagc cggagccttg 

•J -J -J ZJ -J -J -J -J -J *J 


3300 


gtattctgga 


accagttcta 


gccacaacag ccaaccattg ttgcatccca agcgtctgct 


3360 


tgccacgcca 


aagctgaatg 


ccgtggtcag cggcagacgc ggatccggac cattgacggc 


3420 


gccagttaca 


ccgcgtctgg 

ZJ ZJ ZJ ZJ 


cgcgaactcc gtccgccgcc agtattcaag ttgcatccga 


3480 


gacgaatggc 


gagtcggtcg 


gaactgctgt gactccggca tcgccgattt tgagttttgc 


3540 


cgccttgacg 


gcagcgacgc 


agtcattcca aacaccattg aacaaggtgc gcggcttgtt 


3600 


cagccaatat 


cgggatcaac 


ggtcctataa cgagggggac acgccgctgg gcaatcggaa 


3CCA 


ctgaaacgga 


atcggcccgg 


aaacagaaac agaaacagcg actgattgat gaaaggccga 


3720 


ctgcatactt 


acccccctga 


atagccggtg tcgtccattg tcccttttaa tgttaatcgc 


3780 


atgtatatta 






3790 



<210> 178 

<211> 1169 

<212> PRT 

<213> Drosophila melanogaster 

<400> 178 

Met Ser Thr Tyr Phe Gly Val Tyr lie Pro Thr Ser Lys Ala Gly Cys 
1 5 10 15 

Phe Glu Gly ser val Ser Gin cys lie Gly Ser lie Ala Ala val Asn 
20 25 30 

Page 201 



Sequence listing as filedl.txt 

lie Lys Pro Ser Asn Pro Ala Ser Gly Ser Ala Ser val Ala Ser Gly 
35 40 45 

Ser Pro Ser Gly Ser Ala Ala Ser val Gin Thr Gly Asn Ala Asp Asp 
50 55 60 

Gly Ser Ala Ala Thr Lys Tyr Glu Asp Pro Asp Tyr Pro Pro Asp Ser 
65 70 75 80 

Pro Leu Trp Leu lie Phe Thr Glu Lys Ser Lys Ala Leu Asp lie Leu 
85 90 95 

Arg His Tyr Lys Glu Ala Arg Leu Arg Glu Phe Pro Asn Leu Glu Gin 
100 105 110 

Ala Glu Ser Tyr val Gin Phe Gly Phe Glu Ser lie Glu Ala Leu Lys 
115 120 125 

Arg Phe Cys Lys Ala Lys Pro Glu Ser Lys Pro lie Pro He lie Ser 
130 135 140 

Gly ser Gly Tyr Lys Ser Ser pro Thr ser Thr Asp Asn Ser Cys Ser 
145 150 155 160 

Ser Ser Pro Thr Gly Asn Gly Ser Gly Phe lie lie Pro Leu Gly Ser 
165 170 175 

Asn Ser Ser Met Ser Asn Leu Leu Leu Ser Asp Ser Pro Thr Ser Ser 
180 185 190 

Pro Ser Ser Ser Ser Asn Val lie Ala Asn Gly Arg Gin Gin Gin Met 
195 200 205 

Gin Gin Gin Gin Gin Gin Gin Pro Gin Gin Pro Asp val Ser Gly Glu 
210 215 220 

Gly Pro Pro Phe Arg Ala Pro Thr Lys Gin Glu Leu Val Glu Phe Arg 
225 230 235 240 

Lys Gin lie Glu Gly Gly His lie Asp Arg val Lys Arg He lie Trp 
245 250 ^ 255 

Glu Asn Pro Arg Phe Leu lie Ser ser Gly Asp Thr Pro Thr ser Leu 
260 265 270 

Lys Glu Gly Cys Arg Tyr Asn Ala Met His lie Cys Ala Gin val Asn 
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275 280 285 

Lys Ala Arg lie Ala Gin Leu Leu Leu Lys Thr lie Ser Asp Arg Glu 
290 " 295 300 

Phe Thr Gin Leu Tyr val Gly Lys Lys Gly Ser Gly Lys Met Cys Ala 
305 310 315 320 

Ala Leu Asn lie Ser Leu Leu Asp Tyr Tyr Leu Asn Met Pro Asp Lys 
325 330 335 

Gly Arg Gly Glu Thr Pro Leu His Phe Ala Ala Lys Asn Gly His Val 
340 345 350 

Ala Met val Glu val Leu val Ser Tyr Pro Glu Cys Lys Ser Leu Arg 
355 360 365 

Asn His Glu Gly Lys Glu Pro Lys Glu lie lie Cys Leu Arg Asn Ala 
370 375 380 

Asn Ala Thr His Val Thr lie Lys Lys Leu Glu Leu Leu Leu Tyr Asp 
385 390 395 400 

Pro His Phe Val Pro val Leu Arg ser Gin Ser Asn Thr Leu Pro Pro 
405 410 415 

Lys Val Gly Gin Pro Phe Ser Pro Lys Asp Pro Pro Asn Leu Gin His 
420 425 430 

Lys Ala Asp Asp Tyr Glu Gly Leu Ser Val Asp Leu Ala lie ser Ala 
435 440 445 

Leu Ala Gly Pro Met Ser Arg Glu Lys Ala Met Asn Phe Tyr Arg Arg 
450 455 460 

Trp Lys Thr Pro Pro Arg Val ser Asn Asn val Met Ser Pro Leu Ala 
465 470 475 480 

Gly Ser Pro Phe Ser Ser Pro val Lys val Thr Pro ser Lys Ser lie 
485 490 495 

Phe Asp Arg Ser Ala Gly Asn Ser Ser Pro val His Ser Gly Arg Arg 
500 505 510 

Val Leu Phe Ser Pro Leu Ala Glu Ala Thr ser Ser Pro Lys Pro Thr 
515 520 525 
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Lys Asn val Pro Asn Gly Thr Asn Glu Cys Glu His Asn Asn Asn Asn 
530 535 540 

Val Lys Pro Val Tyr Pro Leu Glu Phe Pro Ala Thr Pro He Arg Lys 
545 550 555 560 

Met Lys Pro Asp Leu Phe Met Ala Tyr Arg Asn Asn Asn ser Phe Asp 
565 570 575 

Ser Pro Ser Leu Ala Asp Asp Ser Gin lie Leu Asp Met Ser Leu Ser 
580 585 590 

Arg Ser Leu Asn Ala Ser Leu Asn Asp Ser Phe Arg Glu Arg His lie 
595 600 605 

Lys Asn Thr Asp lie Glu Lys Gly Leu Glu Val Val Gly Arg Gin Leu 
610 615 620 

Ala Arg Gin Glu Gin Leu Glu Trp Arg Glu Tyr Trp Asp Phe Leu Asp 
625 630 635 640 

Ser Phe Leu Asp lie Gly Thr Thr Glu Gly Leu Ala Arg Leu Glu Ala 
645 * 650 " 655 

Tyr Phe Leu Glu Lys Thr Glu Gin Gin Ala Asp Lys Ser Glu Thr val 
660 665 670 

Trp Asn Phe Ala His Leu His Gin Tyr Phe Asp Ser Met Ala Gly Glu 
675 680 685 

Gin Gin Gin Gin Leu Arg Lys Asp Lys Asn Glu Ala Ala Gly Ala Thr 
690 695 700 

Ser Pro Ser Ala Gly val Met Thr Pro Tyr Thr Cys Val Glu Lys Ser 
705 710 715 720 

Leu Gin val Phe Ala Lys Arg lie Thr Lys Thr Leu lie Asn Lys lie 
725 730 735 

Gly Asn Met Val Ser He Asn Asp Thr Leu Leu Cys Glu Leu Lys Arg 
740 745 750 

Leu Lys Ser Leu lie Val ser Phe Lys Asp Asp Ala Arg Phe lie Ser 
755 760 765 

Val Asp Phe Ser Lys Val His Ser Arg lie Ala His Leu Val Ala Ser 
770 775 780 

Page 204 



Sequence listing as filedl.txt 

Tyr val Thr His Ser Gin Glu val Ser val Ala Met Arg Leu Gin Leu 
785 790 795 800 

Leu Gin Met Leu Arg Ser Leu Arg Gin Leu Leu Ala Asp Glu Arg Gly 
805 810 815 

Arg Glu Gin His Leu Gly Cys val Cys Ala Ser Leu Leu Leu Met Leu 
820 825 830 

Glu Gin Ala Pro Thr Ser Ala Val His Leu Pro Asp Thr Leu Lys Thr 
835 840 845 

Glu Glu Leu Cys Cys Ala Ala Trp Glu Thr Glu Gin Cys Cys Ala Cys 
850 855 860 

Leu Trp Asp Ala Asn Leu Ser Arg Lys Thr ser Arg Arg Lys Arg Thr 
865 870 875 ~ 880 

Lys ser Leu Arg Ala Ala Ala val val Gin Ser Gin Gly Gin Leu Gin 
885 890 * 895 

Asp Thr Ser Gly Ser Thr Gly Ser Ser Ala Leu His Ala Ser Leu Gly 
900 905 910 

Val Gly Ser Thr Ser Leu Gly Ala Ser Arg Val Val Ala Ser Ala Ser 
915 920 925 

Lys Asp Ala Trp Arg Arg Gin Gin Ser Asp Asp Glu Asp Tyr Asp Ser 
930 " 935 940 

Asp Glu Gin val lie Phe Phe Asp Cys Thr Asn Val Thr Leu Pro Tyr 
945 950 955 960 

Gly Ser Ser Ser Glu Asp Glu Glu Asn Phe Arg Thr Pro Pro Gin Ser 
965 970 975 

Leu Ser Pro Gly lie Ser Met Asp Leu Glu Pro Arg Tyr Glu Leu Phe 
980 985 990 

lie Phe Gly Asn Glu Pro Thr Lys Arg Asp Leu Asp Val Leu Asn Ala 
995 1000 " 1005 

Leu Ser Asn val Asp lie Asp Lys Glu Thr Leu Pro His Val Tyr 
1010 1015 1020 

Ala Trp Lys Thr Ala Met Glu ser Tyr Ser Cys Ala Glu Met Asn 
1025 1030 1035 
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Leu Asn val Lys val Gin Lys Pro Glu Pro Trp Tyr Ser Gly Thr 
1040 1045 1050 



Ser ser Ser His Asn Ser Gin Pro Leu Leu His Pro Lys Arg Leu 
1055 1060 1065 



Leu Ala Thr Pro Lys Leu Asn Ala Val Val Ser Gly Arg Arg Gly 
1070 1075 1080 



Ser Gly Pro Leu Thr Ala Pro val Thr Pro Arg Leu Ala Arg Thr 
1085 1090 1095 



Pro Ser Ala Ala Ser lie Gin val Ala Ser Glu Thr Asn Gly Glu 
1100 1105 1110 



Ser val Gly Thr Ala Val Thr Pro Ala Ser Pro lie Leu Ser Phe 
1115 1120 1125 

Ala Ala Leu Thr Ala Ala Thr Gin Ser Phe Gin Thr Pro Leu Asn 
1130 1135 1140 

Lys Val Arg Gly Leu Phe Ser Gin Tyr Arg Asp Gin Arg Ser Tyr 
1145 1150 1155 

Asn Glu Gly Asp Thr Pro Leu Gly Asn Arg Asn 
1160 1165 

<210> 179 
<211> 3483 
<212> DNA 

<213> Drosophila melanogaster 
• <400> 179 

aaaacagcca gctcatttat taatggttta tccctctcga tgcccacaca tcaacattgc 60 
catcgccacg acggagcagc ggactcgcca ctgtggctga tcttcacgga gaaatccaag 120 
gcgctggaca tcctgcgaca ctacaaggag gcgcgcctcc gcgagtttcc caatctggag 180 
caggcggaga gttacgttca gtttgggttc gagagcatcg aggcgctcaa gagattttgc 240 
aaggcaaagc ccgaaagcaa gcccattccg ataatcagcg gtagcggtta caagagctca 300 
ccgacctcga cggacaattc gtgctcctcc tcgccgacgg gtaacggcag tggcttcatc 360 
attcccctgg gaagcaattc ctcaatgtcg aatttactgc tcagtgactc accgacttcc 420 
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tcgccgagca 


gctccagcaa 


Sequence listing 
cgtcattgcc aatgggcgac 


as filedl.txt 
agcagcagat gcagcagcaa 


480 


cagcagcagc 


agccgcagca 


gccggatgtg 


tccggagaag 


gccctccttt 


ccgggcgccc 


540 


accaaacagg 


aactggtaga 


gtttcgcaag 


caaatcgaag 


gtggtcacat 


agaccgggtg 


600 


aagaggatta 


tatgggagaa 


tccacgattt 


ttgatcagca 


gcggtgatac 


gcccaccagt 


660 


ttgaaggagg 

ZJ ZJ ZJ ZJ -J 


gctgtcgcta 


taatgccatg 


cacatctgcg 


cccaggtcaa 


taaggccagg 


720 


atcgctcagt 


tgctgttaaa 


gaccatttcg 


gatcgggagt 


tcactcagct 


ttacgttggc 


780 


aagaagggca 


gtggcaagat 


gtgtgctgcc 


ctcaacatca 


gtctcctgga 


ctattacctg 


840 


aacatgccgg 


acaaggggcg 


cggcgaaaca 


ccgctccact 


ttgccgcaaa 


gaacggtcat 


900 


gtqqccatqq 

ZJ ZJ ZJ — ■— ~ ZJ ZJ 


tcgaggttct 


cgtttcctat 


ccggagtgca 


aatcgctgcg 


gaatcatgag 


960 


qqcaaggaqc 

zj zj zj zj zj 


ccaaggaaat 


catctgcctg 


cgtaatgcta 


atgctacaca 


tgtgaccatc 


1020 


aaqaaqctqq 


agctgctctt 


gtacgatccg 


cattttgtgc 


ccgtactaag 


atcccagtca 


1080 


aatacactgc 


cgccaaaagt 


gggtcaaccg 


ttctcgccca 


aagatccacc 


gaacctgcaa 


1140 


cacaaagcgg 


acgattacga 


gggcctcagc 


gtggacctgg 


caatcagtgc 


gctggcggga 


1200 


cccatgtccc 


gcgaaaaggc 


catgaacttc 


tatcgccgtt 


ggaagacacc 


accgcgggtc 


1260 


agcaacaatg 


tgatgtcgcc 


gctggctggt 


tcaccattta 


gctcgccggt 


gaaagtaacc 


1320 


ccaagcaagt 


cgatctttga 


ccgaagtgct 


ggaaactcga 


gtccagtcca 


ctcaggacgc 


1380 


agagtgctct 


ttagtccatt 


ggcggaggcg 


accagctcac 


caaaaccgac 


gaaaaacgtg 


1440 


cccaatggca 


ccaatgagtg 


cgagcacaac 


aataataatg 


tgaagccagt 


gtatccgttg 


1500 


qaqttcccqq 

Zj ZJ 33 


cgacacccat 


tcgaaaaatg 


aaaccggatt 


tattcatggc 


ctatcgcaat 


1560 


aacaatagct 


ttgattcgcc 


atctttggcc 


gatgactccc 


aaatcctgga 


catgagccta 


1620 


agccgcagcc 


tgaatgcgtc 


gctaaatgac 


agcttccgtg 


agcggcacat 


caagaacact 


1680 


gatatcgaga 


agggtctgga 


ggtggtcggc 


cgccaactgg 


cacgacagga 


gcagttagag 


1740 


tggcgcgagt 


actgggattt 


tctcgattca 


tttttggaca 


ttggtacgac 


cgaaggcctg 


1800 


gcccgtcttg 


aagcgtattt 


cctggaaaag 


accgaacagc 


aggcggataa 


atcagaaacg 


1860 


gtctggaact 


ttgcccatct 


gcatcagtat 


ttcgattcga 


tggccggcga 


gcaacagcag 


1920 


caactccgaa 


aggataaaaa 


tgaggctgcg 


ggagcaactt 


cgccatccgc 


cggagtcatg 


1980 


actccgtaca 


catgcgtaga 


gaagtcgctg 


caagtgttcg 


ccaagcgcat 


cactaaaacg 


2040 


ttgatcaaca 


aaatcggcaa 


cataatatcc 


atcaacgaca 


cgctgctctg 


taaactcaaa 


2100 


agactgaaat 


cgctgattgt 


cagcttcaag 


gatgatgccc 


gcttcattag 


cgtggacttt 


2160 


agcaaggtgc 


attcacgtat 


cgcccacctg 


gtggccagct 


atgtgaccca 


ctcgcaggag 


2220 


gtcagcgtag 


ccatgcgtct 


acaattgttg 


cagatgctcc 


gaagtttgcg 


gcaactgctg 


2280 


gccgacgagc 


gtggtcgaga 


acagcatttg 


ggctgcgtgt gcgctagtct 
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attgctgatg 


2340 



Sequence listing as filedl.txt 



ctggaacagg 


cgccgacatc 


cgccgtgcat 


ctaccagaca ctctgaagac 


cgaggagcta 


2400 


tgttgcgccg 


cctgggagac 


gqagcagtqt 

ZJ ZJ ZJ ZJ ZJ 


tgcgcctgtc tgtgggacgc 


aaatctcagc 


2460 


cgtaagacca 


gtcgtcgaaa 


qcqcactaaq 

ZJ ZJ ^ 


tcgctgcggg cagctgctgt 


tgttcagtct 


2520 


cagggtcagc 


ttcaggatac 


ttcgggatcg 


acagggtcgt ccgccttgca 


cgcttcgctt 


2580 


qqtqtqqqat 


cgaccagttt 


gggagcatcg 


agggtcgtgg cgtccgcttc gaaagatgct 


2640 


tqqcqccqtc 


aacaaagcga 


cgacgaggac 


tacgacagcg atgagcaagt 


aatctttttc 


2700 


gactgcacta 


atgttacgct 


gccttatgga 


agcagcagcg aggacgagga 


aaacttccgt 


2760 


acgccgccgc 


aaagcttgtc 


gccaggtatt 


tccatggatt tggagccgcg 


ttacgagttg 


2820 


tttatttttq 

WWW *A W W W W W 


gaaacgagcc 


aaccaagcga gatttggatg tgctgaatgc 


cctttccaat 


2880 


otcoacatto 


ataaggaaac 


actgccgcat 


gtctacgcct ggaagactgc 


catggagagc 


2940 


tactcctgtg 


ctgaaatgaa 


tctgaacgtc aaggttcaaa agccggagcc ttggtattct 


3000 


ggaaccagtt 


ctagccacaa 


cagccaacca ttgttgcatc ccaagcgtct 


gcttgccacg 


3060 


ccaaagctga 


atgccgtggt 


cagcggcaga 


cgcggatccg gaccattgac ggcgccagtt 


3120 


acaccgcgtc 


tggcgcgaac 


tccgtccgcc 


gccagtattc aagttgcatc 


cgagacgaat 


3180 


aacaaatcaa 


tcaaaactac 

W V» WJ WJ V*. Vfc W» V 


tgtgactccg 


gcatcgccga ttttgagttt 


tgccgccttg 


3240 


acggcagcga 


cgcagtcatt 


ccaaacacca 


ttgaacaagg tgcgcggctt 


gttcagccaa 


3300 


tatcgggatc 


aacggtccta 


taacgagggg 


gacacgccgc tgggcaatcg 


gaactgaaac 


3360 


ggaatcggcc 


cggaaacaga 


aacagaaaca 


gcgactgatt gatgaaaggc 


cgactgcata 


3420 


cttacccccc 


tgaatagccg 


gtgtcgtcca ttgtcccttt taatgttaat 


cgcatgtata 


3480 


tta 










3483 



<210> 180 

<211> 1105 

<212> PRT 

<213> Drosophila melanogaster 



<400> 180 

Met Pro Thr His Gin His Cys His Arg His Asp Gly Ala Ala Asp Ser 
1 5 10 15 

Pro Leu Trp Leu lie Phe Thr Glu Lys Ser Lys Ala Leu Asp lie Leu 
20 25 30 



Arg His Tyr Lys Glu Ala Arg Leu Arg Glu Phe Pro Asn Leu Glu Gin 
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Sequence listing as filedl.txt 
35 40 45 

Ala Glu Ser Tyr val Gin Phe Gly Phe Glu Ser lie Glu Ala Leu Lys 
50 55 60 

Arg Phe Cys Lys Ala Lys Pro Glu ser Lys Pro lie Pro lie lie Ser 
65 70 75 80 

Gly Ser Gly Tyr Lys Ser Ser Pro Thr Ser Thr Asp Asn Ser Cys Ser 
85 90 95 

Ser Ser Pro Thr Gly Asn Gly Ser Gly Phe lie lie Pro Leu Gly Ser 
100 105 110 

Asn Ser ser Met Ser Asn Leu Leu Leu Ser Asp Ser Pro Thr Ser ser 
115 120 125 

Pro Ser Ser Ser ser Asn Val lie Ala Asn Gly Arg Gin Gin Gin Met 
130 135 140 

Gin Gin Gin Gin Gin Gin Gin Pro Gin Gin Pro Asp Val Ser Gly Glu 
145 150 155 160 

Gly Pro Pro Phe Arg Ala Pro Thr Lys Gin Glu Leu Val Glu Phe Arg 
165 170 175 

Lys Gin lie Glu Gly Gly His lie Asp Arg Val Lys Arg lie lie Trp 
180 185 " 190 

Glu Asn Pro Arg Phe Leu lie Ser Ser Gly Asp Thr Pro Thr Ser Leu 
195 200 205 

Lys Glu Gly Cys Arg Tyr Asn Ala Met His lie Cys Ala Gin val Asn 
210 215 220 

Lys Ala Arg lie Ala Gin Leu Leu Leu Lys Thr lie Ser Asp Arg Glu 
225 230 235 240 

Phe Thr Gin Leu Tyr Val Gly Lys Lys Gly Ser Gly Lys Met Cys Ala 
245 250 255 

Ala Leu Asn lie Ser Leu Leu Asp Tyr Tyr Leu Asn Met Pro Asp Lys 
260 265 270 

Gly Arg Gly Glu Thr Pro Leu His Phe Ala Ala Lys Asn Gly His val 
275 280 285 
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Ala Met val Glu val Leu val Ser Tyr Pro Glu Cys Lys ser Leu Arg 
290 295 300 

Asn His Glu Gly Lys Glu Pro Lys Glu lie lie Cys Leu Arg Asn Ala 
305 310 315 320 

Asn Ala Thr His Val Thr lie Lys Lys Leu Glu Leu Leu Leu Tyr Asp 
325 330 335 

Pro His Phe val Pro val Leu Arg Ser Gin Ser Asn Thr Leu Pro Pro 
340 345 350 

Lys val Gly Gin Pro Phe Ser Pro Lys Asp Pro Pro Asn Leu Gin His 
355 360 365 

Lys Ala Asp Asp Tyr Glu Gly Leu Ser Val Asp Leu Ala lie Ser Ala 
370 375 380 

Leu Ala Gly Pro Met Ser Arg Glu Lys Ala Met Asn Phe Tyr Arg Arg 
385 390 395 ' 400 

Trp Lys Thr Pro Pro Arg val Ser Asn Asn val Met Ser Pro Leu Ala 
405 410 415 

Gly Ser Pro Phe Ser Ser pro val Lys val Thr Pro Ser Lys Ser lie 
420 425 430 

Phe Asp Arg Ser Ala Gly Asn Ser Ser Pro Val His Ser Gly Arg Arg 
435 440 445 

Val Leu Phe Ser Pro Leu Ala Glu Ala Thr Ser Ser Pro Lys Pro Thr 
450 455 460 

Lys Asn val Pro Asn Gly Thr Asn Glu Cys Glu His Asn Asn Asn Asn 
465 470 475 480 

Val Lys Pro Val Tyr Pro Leu Glu Phe Pro Ala Thr Pro lie Arg Lys 
485 490 495 

Met Lys Pro Asp Leu Phe Met Ala Tyr Arg Asn Asn Asn Ser Phe Asp 
500 505 510 

Ser Pro Ser Leu Ala Asp Asp Ser Gin lie Leu Asp Met Ser Leu Ser 
515 520 525 

Arg Ser Leu Asn Ala Ser Leu Asn Asp Ser Phe Arg Glu Arg His lie 
530 535 540 
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Sequence listing as filedl.txt 

Lys Asn Thr Asp lie Glu Lys Gly Leu Glu val val Gly Arg Gin Leu 
545 550 555 560 

Ala Arg Gin Glu Gin Leu Glu Trp Arg Glu Tyr Trp Asp Phe Leu Asp 
565 570 575 

Ser Phe Leu Asp lie Gly Thr Thr Glu Gly Leu Ala Arg Leu Glu Ala 
580 585 590 

Tyr Phe Leu Glu Lys Thr Glu Gin Gin Ala Asp Lys Ser Glu Thr Val 
595 600 605 

Trp Asn Phe Ala His Leu His Gin Tyr phe Asp Ser Met Ala Gly Glu 
610 615 620 

Gin Gin Gin Gin Leu Arg Lys Asp Lys Asn Glu Ala Ala Gly Ala Thr 
625 630 635 640 

Ser Pro Ser Ala Gly val Met Thr Pro Tyr Thr Cys Val Glu Lys Ser 
645 650 655 

Leu Gin val Phe Ala Lys Arg lie Thr Lys Thr Leu lie Asn Lys lie 
660 " 665 670 

Gly Asn Met val Ser lie Asn Asp Thr Leu Leu Cys Glu Leu Lys Arg 
675 680 685 

Leu Lys Ser Leu lie val Ser Phe Lys Asp Asp Ala Arg Phe lie Ser 
690 695 700 

Val Asp Phe Ser Lys Val His Ser Arg lie Ala His Leu val Ala Ser 
705 710 715 720 

Tyr Val Thr His Ser Gin Glu val Ser val Ala Met Arg Leu Gin Leu 
725 730 ~ 735 

Leu Gin Met Leu Arg Ser Leu Arg Gin Leu Leu Ala Asp Glu Arg Gly 
740 745 750 

Arg Glu Gin His Leu Gly Cys Val Cys Ala Ser Leu Leu Leu Met Leu 
755 760 765 

Glu Gin Ala Pro Thr Ser Ala val His Leu Pro Asp Thr Leu Lys Thr 
770 775 780 

Glu Glu Leu Cys Cys Ala Ala Trp Glu Thr Glu Gin Cys Cys Ala Cys 
785 790 795 800 
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Leu Trp Asp Ala Asn Leu Ser Arg Lys Thr Ser Arg Arg Lys Arg Thr 
805 810 y 815 

Lys Ser Leu Arg Ala Ala Ala val val Gin Ser Gin Gly Gin Leu Gin 
820 825 830 

Asp Thr Ser Gly Ser Thr Gly Ser Ser Ala Leu His Ala Ser Leu Gly 
835 840 845 

Val Gly Ser Thr Ser Leu Gly Ala Ser Arg Val Val Ala Ser Ala Ser 
850 855 ~ 860 

Lys Asp Ala Trp Arg Arg Gin Gin Ser Asp Asp Glu Asp Tyr Asp Ser 
865 870 875 880 

Asp Glu Gin Val lie Phe Phe Asp Cys Thr Asn val Thr Leu Pro Tyr 
885 890 895 

Gly Ser Ser ser Glu Asp Glu Glu Asn Phe Arg Thr Pro Pro Gin Ser 
900 905 910 

Leu Ser Pro Gly lie Ser Met Asp Leu Glu Pro Arg Tyr Glu Leu Phe 
915 920 925 

lie Phe Gly Asn Glu Pro Thr Lys Arg Asp Leu Asp Val Leu Asn Ala 
930 935 940 

Leu Ser Asn Val Asp lie Asp Lys Glu Thr Leu Pro His Val Tyr Ala 
945 950 955 960 

Trp Lys Thr Ala Met Glu Ser Tyr Ser Cys Ala Glu Met Asn Leu Asn 
965 970 975 

Val Lys Val Gin Lys Pro Glu Pro Trp Tyr Ser Gly Thr Ser Ser Ser 
980 985 990 

His Asn Ser Gin Pro Leu Leu His Pro Lys Arg Leu Leu Ala Thr Pro 
995 1000 ~ 1005 

Lys Leu Asn Ala val Val Ser Gly Arg Arg Gly Ser Gly Pro Leu 
1010 1015 1020 

Thr Ala Pro Val Thr Pro Arg Leu Ala Arg Thr Pro Ser Ala Ala 
1025 1030 1035 

Ser lie Gin Val Ala Ser Glu Thr Asn Gly Glu Ser val Gly Thr 
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1040 



Sequence listing as filedl.txt 
1045 1050 



Ala val Thr Pro Ala Ser Pro lie Leu Ser Phe Ala Ala Leu Thr 
1055 1060 1065 

Ala Ala Thr Gin Ser Phe Gin Thr Pro Leu Asn Lys Val Arg Gly 
1070 1075 1080 

Leu Phe Ser Gin Tyr Arg Asp Gin Arg Ser Tyr Asn Glu Gly Asp 
1085 1090 1095 

Thr Pro Leu Gly Asn Arg Asn 
1100 1105 

<210> 181 

<211> 4088 

<212> DNA 

<213> Homo sapiens 



<400> 181 
gagattttgg 


ttacagtgtg 


ggcctgaatc 


ctccagagga 


ggaagctgtg 


acatccaaga 


60 


cctgctcggt 


gccccctagt 


gacaccgaca 


cctacagagc 


tggagcgact 


gcgtctaagg 


120 


agccgcccct 


gtactatggg 


gtgtgtccag 


tgtatgagga 


cgtcccagcg 


agaaatgaaa 


180 


ggatctatgt 


ttatgaaaat 


aaaaaggaag 


cattgcaagc 


tgtcaagatg 


atcaaagggt 


240 


cccgatttaa 


agctttttct 


accagagaag 


acgctgagaa 


atttgctaga 


ggaatttgtg 


300 


attatttccc 


ttctccaagc 


aaaacgtcct 


taccactgtc 


tcctgtgaaa 


acagctccac 


360 


tctttagcaa 


tgacaggttg 


aaagatggtt 


tgtgcttgtc 


ggaatcagaa 


acagtcaaca 


420 


aagagcgagc 


gaacagttac 


aaaaatcccc 


gcacgcagga 


cctcaccgcc 


aagcttcgga 


480 


aagctgtgga 


gaagggagag 


gaggacacct 


tttctgacct 


tatctggagc 


aacccccggt 


540 


atctgatagg 


ctcaggagac 


aaccccacta 


tcgtgcagga 


agggtgcagg 


tacaacgtga 


600 


tgcatgttgc 


tgccaaagag 


aaccaggctt 


ccatctgcca 


gctgactctg 


gacgtcctgg 


660 


agaaccctga 


cttcatgagg 


ctgatgtacc 


ctgatgacga 


cgaggccatg 


ctgcagaagc 


720 


gtatccgtta 


cgtggtggac 


ctgtacctca 


acacccccga 


caagatgggc 


tatgacacac 


780 


cgttgcattt 


tgcttgtaag 


tttggaaatg 


cagatgtagt 


caacgtgctt 


tcgtcacacc 


840 


atttgattgt 


aaaaaactca 


aggaataaat 


atgataaaac 


acctgaagat 


gtaatttgtg 


900 


aaagaagcaa 


aaataaatct 


gtggaactga 


aggagcggat 


cagagagtat 


ttaaagggcc 


960 


actactacgt 


gcccctcctg 


agagcggaag 


agacttcttc 


tccagtcatc 


ggggagctgt 


1020 
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Sequence listing 


as filedl.txt 




ggtccccaga 


ccagacggct 


gaggcctctc 


acgtcagccg 


ctatggaggc 


agccccagag 


1080 


acccggtact 


gaccctgaga 


gccttcgcag 


ggcccctgag 


tccagccaag 


gcagaagatt 


1140 


ttcgcaagct 


ctggaaaact 


ccacctcgag 


agaaagcagg 


cttccttcac 


cacgtcaaga 


1200 


agtcggaccc 


ggaaagaggc 


tttgagagag 


tgggaaggga 


gctagctcat 


gagctggggt 


1260 


atccctgggt 


tgaatactgg 


gaatttctgg 


gctgttttgt 


tgatctgtct 


tcccaggaag 


1320 


gcctgcaaag 


actagaagaa 


tatctcacac 


agcaggaaat 


aggcaaaaag 


gctcaacaag 


1380 


aaacaggaga 


acgggaagcc 


tcctgccgag 


ataaagccac 


cacgtctggc 


agcaattcca 


1440 


tttccgtgag 


ggcgtttcta 


gatgaagatg 


acatgagctt 


ggaagaaata 


aaaaatcggc 


1500 


aaaatgcagc 


tcgaaataac 


agcccgccca 


cagtcggtgc 


ttttggacat 


acgaggtgca 


1560 


gcgccttccc 


cttggagcag 


gaggcagacc 


tcatagaagc 


cgccgagccg 


ggaggtccac 


1620 


acagcagcag 


aaatgggctc 


tgccatcctc 


tgaatcacag 


caggaccctg 


gcgggcaaga 


1680 


gaccaaaggc 


cccccatggg 


gaggaagccc 


atctgccacc 


tgtctcggat 


ttgactgttg 


1740 


agtttgataa 


actgaatttg 


caaaatatag 


gacgtagcgt 


ttccaagaca 


ccagatgaaa 


1800 


gtacaaaaac 


taaagatcag 


atcctgactt 


caagaatcaa 


tgcagtagaa 


agagacttgt 


1860 


tagagccttc 


tcccgcagac 


caactcggga 


atggccacag 


gaggacagaa 


agtgaaatgt 


1920 


cagccaggat 


cgctaaaatg 


tccttgagtc 


ccagcagccc 


caggcacgag 


gatcagctcg 


1980 


aggtcaccag 


ggaaccggcc 


aggcggctct 


tcctttttgg 


agaggagcca 


tcaaaactcg 


2040 


atcaggatgt 


tttggccgct 


cttgaatgtg 


cagacgtcga 


cccccatcag 


ttcccggccg 


2100 


tgcacagatg 


gaagagtgct 


gtcctgtgct 


actcaccctc 


ggacagacag 


agttggccca 


2160 


gtcccgcggt 


qaaaqqaaqq 


ttcaagtctc 


agctgccaga 


tctcagtggc 


cctcacagct 


2220 


acagtccggg 


gagaaacagc 


gtggctggaa 


gcaaccccgc 


aaagccaggc 


ctgggcagtc 


2280 


ctqqqcgcta 


cagccccgtg 


cacgggagcc 


agctccgcag 


gatggcgcgc 


ctggctgagc 


2340 


ttgccgccct 


gtagqcttgg 


cgctgggctc 


tcggtttgtt 


cttcattttt 


aaagaaggaa 


2400 


gggtcatatg 


tttattgcta 


aactgtcaaa 


aaggaatata 


ttctgattaa 


attattactc 


2460 


ctcactttga 


gqgtgtgaga 

Zt Z2 Zs ZJ 3 


attttagaag 


atttaaatgt 


tctatataac 


acttagattt 


2520 


ctgatatttt 


ggaagaagtt 


agaagttaat 


gaaagcaaac 


tcagttacca 


attttctgga 


2580 


aaatatccat 


gtggtaatgt 


agacttttta 


ggtggcaatt 


tctaaatcta 


aaatatagca 


2640 


gaggaaaggg 


cgctgaggca 


gttgcaggca 


ggcagccctg 


tacttaccct 


gtactcacct 


c. /uu 


catccgacag 


acgctgtgga 


tgaggagggg 


cttggcggag 


gcgtgagcac 


cgatgtccct 


2760 


ttgataacct 


gcactcacca 


agatgaacta 


tttgccgccc 


tgtcttttcc 


tgggttgggg 


2820 


ggtggcatct 


gatggtggca 


gagtgcctgt 


tggttcgccc 


gtgggtctca 


tggttcagac 


2880 



Page 214 



agagggaggt 


ggacggcagg 


Sequence listing 
gatcagggag ccaggagcgc 


as filedl.txt 
gcctcagact tgcagcaacc 


2940 


attgtgattt 


gggttgttcg 


gaatatttaa 


attactgatc 


agaagatgaa 


agtagctttt 


3000 


ctcttgggaa 


gtcttgcagc 


ccgtgggagt 


gataccagga 


gcaacacaga 


gctcagcagc 


3060 


ggcgccaagg 


tgttccctgt 


ttcctcagca 


cgtgagcctt 


caccgcctgc 


ttcattcagg 


3120 


agccagtgca 


gcagtaatac 


agtctataca 


ttgttctgtt 


ttcaaattta 


tcctgaggct 


3180 


ttgttgagca 


taaatgatta 


tacgataaag 


gtatccgtta 


ttttggaact 


catttcagtt 


3240 


gggatctcct 


gtatgcagag 


tgttgcattt 


agaggtttga 


gtcccatctt 


ggtttcttgc 


3300 


cgtgctgact 


gtagccttca 


ccttgacttg 


aatgaaggtc 


tgtggttgga 


atgtgtgagg 


3360 


agccgctgag 


gtgttcaqqa 


ggtgctgcct 


ggaggtcggt 


ttcttcctgg 


gtgttacggg 


3420 


caactgctca 


cacagttgtt 


tctctgtgaa 


catttccagt 


gtttaatcca 


aaatgaaaac 


3480 


ccaccaatgc 


ttttgctaac 


ttcagtgcct 


tttataaatc 


atttttaaat 


ttcctgaact 


3540 


tgctttttga 


ggatatacag 


ggatattaag 


tagacgcagg 


attgtttttg 


tttgtaaaaa 


3600 


ttctgaattg 


aaactttgtt 


ttaaaaaaag 


gcttctttct 


ttcatatgac 


aagagatagg 


3660 


tcaggaatat 


tggaatcaag 


atttaaatgt 


taaaattcga 


ttttgttaca 


cagggtgtgt 


3720 


tcatttgttt 


tgtagcagac 


aagatctaga 


tcccagacag 


aaacaacaca 


tgctattcta 


3780 


aaaagccgca 


ttttaaaagg 


caccttggtt 


ctcaaaagaa 


atcagaatat 


ggatattcgt 


3840 


agtgatgatc 


tgttttctct 


aaaatcttac 


catattgtct 


gtatatggtt 


gtaaattcaa 


3900 


atggaaagta 


aaacgttttg 


gccctgattt 


tgtatgtgga 


ccactgctcc 


tgatttccca 


3960 


ggtcttaggc 


cacctttgac 


tgtttctccg 


tttgtttgtg 


ggcagcgatt 


ccagtcccaa 


4020 


cggaggcatt 


ctcgtgtgtc 


ccggggggtt 


atgtccttca 


caaaacactt 


aatgaaatga 


4080 


attacttc 












4088 



<210> 182 

<211> 783 

<212> PRT 

<213> Homo sapiens 



<400> 182 

Asp Phe Gly Tyr ser val Gly Leu Asn Pro Pro Glu Glu Glu Ala val 
1 5 10 15 

Thr Ser Lys Thr Cys Ser val Pro Pro Ser Asp Thr Asp Thr Tyr Arg 
20 25 30 
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Sequence listing as filedl.txt 
Ala Gly Ala Thr Ala Ser Lys Glu Pro Pro Leu Tyr Tyr Gly Val Cys 
35 40 45 

Pro val Tyr Glu Asp val Pro Ala Arg Asn Glu Arg lie Tyr val Tyr 
50 55 ~ 60 

Glu Asn Lys Lys Glu Ala Leu Gin Ala val Lys Met lie Lys Gly Ser 
65 70 75 80 

Arg Phe Lys Ala Phe Ser Thr Arg Glu Asp Ala Glu Lys Phe Ala Arg 
85 90 95 

Gly lie Cys Asp Tyr Phe Pro Ser Pro Ser Lys Thr Ser Leu Pro Leu 
100 105 110 

Ser Pro val Lys Thr Ala Pro Leu Phe Ser Asn Asp Arg Leu Lys Asp 
115 120 125 

Gly Leu Cys Leu Ser Glu Ser Glu Thr Val Asn Lys Glu Arg Ala Asn 
130 135 140 

Ser Tyr Lys Asn Pro Arg Thr Gin Asp Leu Thr Ala Lys Leu Arg Lys 
145 150 155 160 

Ala val Glu Lys Gly Glu Glu Asp Thr Phe Ser Asp Leu lie Trp Ser 
165 170 175 

Asn Pro Arg Tyr Leu lie Gly Ser Gly Asp Asn Pro Thr lie val Gin 
180 185 190 

Glu Gly Cys Arg Tyr Asn Val Met His val Ala Ala Lys Glu Asn Gin 
195 ~ 200 205 

Ala Ser He Cys Gin Leu Thr Leu Asp val Leu Glu Asn Pro Asp Phe 
210 215 220 

Met Arg Leu Met Tyr Pro Asp Asp Asp Glu Ala Met Leu Gin Lys Arg 
225 230 235 240 

lie Arg Tyr Val Val Asp Leu Tyr Leu Asn Thr Pro Asp Lys Met Gly 
245 250 255 

Tyr Asp Thr Pro Leu His Phe Ala Cys Lys Phe Gly Asn Ala Asp val 
260 265 270 

val Asn val Leu Ser Ser His His Leu lie val Lys Asn ser Arg Asn 
275 280 285 
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Sequence 



1 i sti ng 



as filedl.txt 



Lys Tyr Asp Lys Thr Pro Glu Asp val lie Cys Glu Arg ser Lys Asn 
290 295 300 



Lys Ser val Glu Leu Lys Glu Arg lie Arg Glu Tyr Leu Lys Gly His 
305 310 " 315 320 



Tyr Tyr val Pro Leu Leu Arg Ala Glu Glu Thr Ser Ser Pro val lie 
325 330 335 



Gly Glu Leu Trp Ser Pro Asp Gin Thr Ala Glu Ala Ser His val Ser 



Arg Tyr Gly Gly Ser Pro Arg Asp Pro val Leu Thr Leu Arg Ala Phe 
355 360 365 



Ala Gly Pro Leu Ser Pro Ala Lys Ala Glu Asp Phe Arg Lys Leu Trp 
370 375 380 



Lys Thr Pro Pro Arg Glu Lys Ala Gly Phe Leu His His val Lys Lys 
385 390 395 400 



Ser Asp Pro Glu Arg Gly Phe Glu Arg Val Gly Arg Glu Leu Ala His 
405 410 415 



Glu Leu Gly Tyr Pro Trp val Glu Tyr Trp Glu Phe Leu Gly Cys Phe 
420 425 430 



Val Asp Leu Ser Ser Gin Glu Gly Leu Gin Arg Leu Glu Glu Tyr Leu 
435 440 ~ 445 



Thr Gin Gin Glu lie Gly Lys Lys Ala Gin Gin Glu Thr Gly Glu Arg 
450 455 460 



Glu Ala Ser cys Arg Asp Lys Ala Thr Thr Ser Gly Ser Asn ser lie 
465 470 475 480 



Ser val Arg Ala Phe Leu Asp Glu Asp Asp Met ser Leu Glu Glu lie 
485 490 495 



Lys Asn Arg Gin Asn Ala Ala Arg Asn Asn Ser Pro Pro Thr val Gly 
500 505 510 



Ala Phe Gly His Thr Arg Cys Ser Ala Phe Pro Leu Glu Gin Glu Ala 
515 520 525 



Asp Leu lie Glu Ala Ala Glu Pro Gly Gly Pro His Ser ser Arg Asn 



340 



345 



350 



530 



535 



540 
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Gly Leu Cys His Pro Leu Asn His Ser Arg Thr Leu Ala Gly Lys Arg 
545 550 555 560 

Pro Lys Ala Pro His Gly Glu Glu Ala His Leu Pro Pro val Ser Asp 
565 570 575 

Leu Thr val Glu Phe Asp Lys Leu Asn Leu Gin Asn lie Gly Arg Ser 
580 585 590 

Val Ser Lys Thr Pro Asp Glu Ser Thr Lys Thr Lys Asp Gin lie Leu 
595 600 605 

Thr Ser Arg lie Asn Ala val Glu Arg Asp Leu Leu Glu Pro Ser Pro 
610 615 "* 620 

Ala Asp Gin Leu Gly Asn Gly His Arg Arg Thr Glu Ser Glu Met Ser 
625 630 635 640 

Ala Arg lie Ala Lys Met Ser Leu Ser Pro ser Ser Pro Arg His Glu 
645 650 655 

Asp Gin Leu Glu val Thr Arg Glu Pro Ala Arg Arg Leu Phe Leu Phe 
660 665 670 

Gly Glu Glu Pro Ser Lys Leu Asp Gin Asp val Leu Ala Ala Leu Glu 
675 680 685 

Cys Ala Asp Val Asp Pro His Gin Phe Pro Ala val His Arg Trp Lys 
690 695 700 

ser Ala Val Leu Cys Tyr Ser Pro Ser Asp Arg Gin ser Trp Pro Ser 
705 710 715 720 

Pro Ala val Lys Gly Arg Phe Lys Ser Gin Leu Pro Asp Leu Ser Gly 
725 730 735 

Pro His Ser Tyr Ser Pro Gly Arg Asn Ser val Ala Gly Ser Asn Pro 
740 745 750 

Ala Lys Pro Gly Leu Gly Ser Pro Gly Arg Tyr Ser Pro Val His Gly 
755 760 765 

Ser Gin Leu Arg Arg Met Ala Arg Leu Ala Glu Leu Ala Ala Leu 
770 ~ 775 780 

<210> 183 
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Sequence listing as filedl.txt 

<211> 972 
<212> DNA 

<213> Drosophila melanogaster 



<400> 183 
aacgaaacag 


ccggccgtca 


aaatttttcc taacatttca ctattttcac gcttgtgtta 


60 


caacaataaa 


atcaattaat 


aaacacaaaa aaatctaact acaaatctaa "taaaatccac 


120 


aaaacacaCO 


aaacccatat 

y v» v> v. y v. *»* w> 


aataatacca ccctttatta attttatctc aaatacaaca 


180 


caataaaatt 

>— VA VA V. UUM VA V. V. 


tcaaacaact 


caatcacaaa tcttcaaaaa aaaaaaacat aaactccatc 

W VA V» Vp. Vj V*. VA VA VA V» V* W W V MIAIA^A VA VA VA VA lAVilA V* VA V» VA VA V* V» V» V» VA W V» 


240 


ctaataacca 

Vp. V. \A VA V» VA VA X» V* V< 


actacaatca 

Tj v* va v«. VA V4 v* yj 


aaaattaaat ctaaacctaa tcaaaacact actcaatctt 

VA VA 1A W V* VA V-J VA V» V V» VA VJ VA Vj. V» VJ VA V* VpIAMM VJ V^ VJ V V. VJ V* V» vUU V* v#. V* w 


300 


ccccaaccac 

V- V- V- \— VA NA Vrf X* VJ X* 


cacaacatct 

V. VA V— VA VJ V* VA V* W W 


atttaccacc tgccggaatc gcgagcaggc aaaggagctg 


360 


aaaaatctaa 

%j vl Vj %m VA V» V* V. WW 


ccaagaacca 


ctcgaacata cacatacttg agattgattt gagaaatttc 


420 


aatarcTata 


acaaactaat 


caccaaca"tc aaaaacataa ccaaaaacca aaacctcaat 

V— VA \— V— VA VA \w VA V— V- VA VA VA V- VJ V> VA VA V*. V> UUVI VA VA V_ V_ VA VA VA VA V_ V— V_ V— VA VA V. 


480 


gtgctcttca 


acaatgccgg 


catagcgccc aaatcggcca ggataacggc cgttcgatcg 


540 


caggagctgc 


tcgacacctt 


gcagaccaac acggttgtgc ccatcatgct ggccaaggcg 


600 


tgtctgccgc 


tccttaagaa 


ggcagccaaa gcgaacgaat cccagccgat gggcgtgggc 


660 


cgtgccgcca 


ttattaacat 


gtcctcgatc cttggctcca tccagggcaa cacggacggc 


720 


ggaatgtacg 


cctatcgcac 


ctctaagtcg gccttgaatg cggccaccaa gtcgttgagc 


780 


gtggatctgt 


atccgcaacg 


catcatgtgc gtcagtctgc atcctggctg ggtgaaaacc 


840 


gacatgggtg 


gctccagtgc 


ccccttggac gtgcccacca gcacgggaca aattgtgcag 


900 


accatcagca 


agctgggcga 


gaaacagaac ggcggttttg tcaactacga cggcactccg 


960 


ctggcctggt 


aa 




972 



<210> 184 

<211> 247 

<212> PRT 

<213> Drosophila melanogaster 

<400> 184 

Met Asn ser lie Leu lie Thr Gly Cys Asn Arg Gly Leu Gly Leu Gly 
1 5 10 15 

Leu val Lys Ala Leu Leu Asn Leu Pro Gin Pro Pro Gin His Leu Phe 
20 25 30 
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Sequence listing as filedl.txt 

Thr Thr Cys Arg Asn Arg Glu Gin Ala Lys Glu Leu Glu Asp Leu Ala 
35 40 45 

Lys Asn His Ser Asn lie His lie Leu Glu lie Asp Leu Arg Asn Phe 
50 55 60 

Asp Ala Tyr Asp Lys Leu val Ala Asp lie Glu Gly val Thr Lys Asp 
65 70 75 80 

Gin Gly Leu Asn val Leu Phe Asn Asn Ala Gly lie Ala Pro Lys Ser 
85 90 95 

Ala Arg lie Thr Ala Val Arg Ser Gin Glu Leu Leu Asp Thr Leu Gin 
100 105 110 

Thr Asn Thr Val Val Pro lie Met Leu Ala Lys Ala Cys Leu Pro Leu 
115 120 125 

Leu Lys Lys Ala Ala Lys Ala Asn Glu Ser Gin Pro Met Gly Val Gly 
130 135 140 

Arg Ala Ala lie lie Asn Met Ser Ser lie Leu Gly Ser lie Gin Gly 
145 150 155 160 

Asn Thr Asp Gly Gly Met Tyr Ala Tyr Arg Thr ser Lys Ser Ala Leu 
165 ' 170 175 

Asn Ala Ala Thr Lys Ser Leu Ser val Asp Leu Tyr Pro Gin Arg lie 
180 185 190 

Met Cys Val Ser Leu His Pro Gly Trp Val Lys Thr Asp Met Gly Gly 
195 200 205 

ser ser Ala Pro Leu Asp val Pro Thr ser Thr Gly Gin lie val Gin 
210 215 220 

Thr He Ser Lys Leu Gly Glu Lys Gin Asn Gly Gly Phe Val Asn Tyr 
225 230 235 240 

Asp Gly Thr Pro Leu Ala Trp 
245 

<210> 185 
<211> 2044 
<212> DNA 
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Sequence listing as filedl.txt 
<213> Drosophila melanogaster 



<400> 185 
cgacaagcca 


atcgacgtct 


ccctttcgca 


cgctcgtacg 


aaagtacaaa 


agctattgca 


60 


aaagttggct 


ccgcttattc 


qtttcqtqct 


ttcqcqaqtq 

"* 3 3 3 *"3 


ccqaqaqccq 


ctacaataca 


120 


cgcttagcag 


tttttacatt 


tccgcttcga 


ctacaacaac 


attcactacc 


cgccgttgat 


180 


ccttgttttc 


tgtctgattt 


acgtggagca 


cctaccaaca 


agcaacaaaa 


taatggcgcc 


240 


catqcaaqqa 


tcctacgact 


acgaccttat 


tgtgattgga 


qqcqqctcaq 

3 3 3 3 3 


ctqqcctqqc 

^* 3 3 33 


300 


ctgcgccaag 


qaqqcaqtcc 

y«yy^«y 


tcaatggagc 


ccqtqtqqcc 

3 w 3 "3 V 


tgtctggatt 


tcgttaagcc 


360 


cacgcccact 


ctgggcacca 


aqtqqqqcqt 


tqqcqqcacc 

"-33 33 


tgcgtgaacg 


tgggctgcat 


420 


tcccaagaag 


ctgatgcacc 


aggcctccct 


tctqqqcqaq 


gctgtccatg 


aqqcqqccqc 


480 


ctacggctgg 


aacgtggacg 


aaaagatcaa 


qccaqactqq 

3 3 3 3 


cacaagctgg 


tgcagtccgt 


540 


acagaaccac 


atcaagtccg 


tcaactgggt 


qacccqtqtq 

3 3 *-3 3 


gatctgcgcg 


acaagaaagt 


600 


ggagtacatc 


aatggactgg 


gctccttcgt 


ggactcgcac 


acactgctgg 


ccaagctgaa 


660 


aaacQQCQaQ 


cgcacaatca 


ccgcccagac 


cttcgtcatt 


qccqttqqcq 

3 ^* 3 *- ^yy^y 


gccgaccacg 


720 


ttatccaaat 


attcccggtg 


ctgtcgagta 


tggcatcacc 


agcgatgatc 


tgttcagttt 


780 


aaaccacaaa 


cccggcaaga 


ccctggtggt 


aaaaactaac 

3 3 3 **3 v " '■yy^* 


tacattggct 


tggagtgcgc 


840 


taaattccta 


aagggtctcg 


gctacgagcc 


cactgtgatg 


gtgcgttcta 


ttatactaca 


900 


taacttcaac 


cagcagatgg 


ccgagctggt 


QQcaacctca 

33 3 3 


atggaggagc 


gtggcattcc 


960 


cttcctccgc 


aagacggtgc 


cgctgtccgt 


aaaaaaacaa 

33 3 3 


aataataqca 

3 3 33 


agctgctcgt 


1020 


gaagtacaag 


aacgtggaga 


ccaacaaaaa 

*- v, yy v *y w yy u 


ggccgaggat 


gtttacgaca 


ccgttctgtg 


1080 


aaccatcaac 

\^^v^.u kv ^yy 


cgcaagggtc 


taataaacaa 


tctgaacctg 


cccaatgccg 


gcgtgactgt 


1140 


gcagaaggac 


aagattccag 


tggactccca 


qqaqqctacc 


aatgtggcaa 


acatctacgc 


1200 


tatcaacaat 

3 ***»3J3 >,, 3 , "* W 


atcatctatg 


gcaagccaga 


qctqacqccc 

3 3 3 » 


qtcqccqttt 

3 3 3 w 


tqqctqqccq 

^33 333 


1260 


tttgctggcc 


cgccgcctgt 


acggaggatc 


tacccagcgc 


atggactaca 


aqqatqtqqc 


1320 


caccaccgtt 


ttcacgcccc 


tggagtacgc 


ctgcgtcggc 


ctgagcgagg 


aggatgccgt 


ljoU 


caagcagttc 


ggagccgatg 


agatcgaggt 


gttccacggc 


tactacaagc 


ccacggagtt 


1440 


cttcattccc 


cagaagagcg 


tgcgctactg 


ctacttgaag 


gctgtggccg 


agcgccatgg 


1500 


tgaccagcgc 


gtctatggac 


tgcactatat 


tggcccggtg 


gccggtgagg 


ttatccaggg 


1560 


attcgctgcc 


gctttgaagt 


ctggcctgac 


tattaacacg 


ctgatcaaca 


ccgtgggcat 


1620 


ccatcccact 


accgccgaag 


aattcacccg 


gctggccatc 


accaagcgct 


ccggactgga 


1680 


ccccacgccg 


gccagctgct 


gcagctaaag 


cgggaacgca 


gctcagccgc 


ctgggacgtg 


1740 
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Sequence listing as filedl.txt 

tcgaagccgc ttgctccacc cgaaatcccg tagatgaatg gttgttgtcg cggcccagcg 1800 

atcgatgagt tcaatagttc cgtttcgttt ccacaattaa cacccaacac aatagctctg 1860 

cgcaagggag gggcactggg cagcgatggc gggtggaacg acaccagtgg aactacccgc 1920 

gcgaccagcc caacccacga ctgctgcgcc gccgacatgc actcaaaatt ttgaatttgt 1980 

ttgaacctat gaaattaact atgaaatccc ctaaatgtac ggttgaagaa tataattttt 2040 

cacc 2044 

<210> 186 

<211> 491 

<212> PRT 

<213> Drosophila melanogaster 



<400> 186 

Met Ala Pro val Gin Gly Ser Tyr Asp Tyr Asp Leu lie Val lie Gly 
15 10 15 

Gly Gly Ser Ala Gly Leu Ala Cys Ala Lys Glu Ala val Leu Asn Gly 
20 25 30 

Ala Arg Val Ala Cys Leu Asp Phe Val Lys Pro Thr Pro Thr Leu Gly 
35 40 45 

Thr Lys Trp Gly Val Gly Gly Thr Cys val Asn Val Gly Cys lie Pro 
50 55 60 

Lys Lys Leu Met His Gin Ala Ser Leu Leu Gly Glu Ala Val His Glu 
65 70 75 80 

Ala Ala Ala Tyr Gly Trp Asn Val Asp Glu Lys lie Lys Pro Asp Trp 
85 90 95 

His Lys Leu Val Gin ser Val Gin Asn His lie Lys Ser Val Asn Trp 
100 105 110 

Val Thr Arg Val Asp Leu Arg Asp Lys Lys Val Glu Tyr lie Asn Gly 
115 120 125 

Leu Gly Ser Phe Val Asp ser His Thr Leu Leu Ala Lys Leu Lys ser 
130 135 140 



Gly Glu Arg Thr lie Thr Ala Gin Thr Phe Val lie Ala Val Gly Gly 
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Sequence listing as filedl.txt 
145 150 155 160 

Arg Pro Arg Tyr Pro Asp lie Pro Gly Ala val Glu Tyr Gly lie Thr 
165 170 175 

Ser Asp Asp Leu Phe Ser Leu Asp Arg Glu Pro Gly Lys Thr Leu Val 
180 185 190 

val Gly Ala Gly Tyr lie Gly Leu Glu Cys Ala Gly Phe Leu Lys Gly 
195 200 205 

Leu Gly Tyr Glu Pro Thr val Met val Arg Ser lie val Leu Arg Gly 
210 215 220 

Phe Asp Gin Gin Met Ala Glu Leu Val Ala Ala Ser Met Glu Glu Arg 
225 230 235 240 

Gly lie Pro Phe Leu Arg Lys Thr Val Pro Leu Ser Val Glu Lys Gin 
245 250 255 

Asp Asp Gly Lys Leu Leu Val Lys Tyr Lys Asn val Glu Thr Gly Glu 
260 265 270 

Glu Ala Glu Asp val Tyr Asp Thr Val Leu Trp Ala lie Gly Arg Lys 
275 280 285 

Gly Leu val Asp Asp Leu Asn Leu Pro Asn Ala Gly val Thr val Gin 
290 295 300 

Lys Asp Lys lie Pro Val Asp Ser Gin Glu Ala Thr Asn val Ala Asn 
305 310 315 320 

lie Tyr Ala val Gly Asp He lie Tyr Gly Lys Pro Glu Leu Thr Pro 
325 330 335 

val Ala Val Leu Ala Gly Arg Leu Leu Ala Arg Arg Leu Tyr Gly Gly 
340 345 350 

Ser Thr Gin Arg Met Asp Tyr Lys Asp val Ala Thr Thr val Phe Thr 
355 360 365 

Pro Leu Glu Tyr Ala Cys val Gly Leu Ser Glu Glu Asp Ala Val Lys 
370 375 380 

Gin Phe Gly Ala Asp Glu lie Glu val Phe His Gly Tyr Tyr Lys Pro 
385 390 395 400 
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Sequence listing as filedl.txt 
Thr Glu Phe Phe lie Pro Gin Lys Ser Val Arg Tyr Cys Tyr Leu Lys 
405 410 415 

Ala val Ala Glu Arg His Gly Asp Gin Arg val Tyr Gly Leu His Tyr 
420 425 430 

lie Gly Pro val Ala Gly Glu val lie Gin Gly Phe Ala Ala Ala Leu 
435 440 445 

Lys Ser Gly Leu Thr lie Asn Thr Leu lie Asn Thr Val Gly lie His 
450 455 460 

Pro Thr Thr Ala Glu Glu Phe Thr Arg Leu Ala lie Thr Lys Arg Ser 



Gly Leu Asp Pro Thr Pro Ala Ser Cys Cys Ser 
485 490 

<210> 187 
<211> 2264 
<212> DNA 

<213> Drosophila melanogaster 
<400> 187 

cccggccgaa ccagcgaacg tgtttgtgtt gtgtgttccg ccgtcatttt tctgcaccct 60 
tttcgcgaat agtttcgttt cgcctccagc tggtagagtg aaacgccaaa cgttgaagaa 120 
ggggaaaggc caacaagatg aacttgtgca attcgagatt ctccgttacg ttcgtgcggc 180 
agtgctcgac gattttaacg tctccttcgg ctggcattat acaaaacaga ggctcactga 240 
caacaaaggt tccccattgg atttccagta gtctcagctg tgcccatcac acgtttcagc 300 
gaactatgaa cttgacggga cagcgaggat cacgcgacag tactggagct accggtggga 360 
atgctccagc cggatccggt gccggcgcac caccaccctt ccagcatcca cattgcgaca 420 
gggcggccat gtacgcgcaa ccggtgcgaa agatgagcac caaaggagga tcctacgact 480 
acgaccttat tgtgattgga ggcggctcag ctggcctggc ctgcgccaag gaggcagtcc 540 
tcaatggagc ccgtgtggcc tgtctggatt tcgttaagcc cacgcccact ctgggcacca 600 
agtggggcgt tggcggcacc tgcgtgaacg tgggctgcat tcccaagaag ctgatgcacc 660 
aggcctccct tctgggcgag gctgtccatg aggcggccgc ctacggctgg aacgtggacg 720 
aaaagatcaa gccagactgg cacaagctgg tgcagtccgt acagaaccac atcaagtccg 780 
tcaactgggt gacccgtgtg gatctgcgcg acaagaaagt ggagtacatc aatggactgg 840 
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gctccttcgt 


ggactcgcac 


Sequence listing 
acactgctgg ccaagctgaa 


as filedl.txt 
gagcggcgag cgcacaatca 


900 


ccgcccagac 


cttcgtcatt 


gccgttggcg 


gccgaccacg 


ttatccggat attcccggtg 


960 


ctgtcgagta 


tggcatcacc 


agcgatgatc 


tgttcagttt 


ggaccgcgag cccggcaaga 


1020 


ccctggtggt 


gggagctggc 


tacattggct 


tggagtgcgc 


tggattcctg aagggtctcg 


1080 


gctacgagcc 


cactgtgatg 


gtgcgttcta 


ttgtgctgcg 


tggcttcgac cagcagatgg 


1140 


ccgagctggt 


ggcagcctcg 


atggaggagc 


gtggcattcc 


cttcctccgc aagacggtgc 


1200 


cgctgtccgt 


ggaaaagcag 


gatgatggca 


agctgctcgt 


gaagtacaag aacgtggaga 


1260 


ccggcgagga 

77 7 77 


ggccgaggat 


gtttacgaca 


ccgttctgtg 


ggccatcggc cgcaagggtc 


1320 


tggtggacga 


tctgaacctg 


cccaatgccg 


gcgtgactgt 


gcagaaggac aagattccag 


1380 


tggactccca 


ggaggctacc 


aatgtggcaa 


acatctacgc 


tgtcggcgat atcatctatg 


1440 


gcaagccaga 


gctgacgccc 


gtcgccgttt 


tggctggccg 


tttgctggcc cgccgcctgt 


1500 


acggaggatc 


tacccagcgc 


atggactaca 


aggatgtggc 


caccaccgtt ttcacgcccc 


1560 


tggagtacgc 


ctgcgtcggc 


ctgagcgagg 


aggatgccgt 


caagcagttc ggagccgatg 


1620 


agatcgaggt 


gttccacggc 


tactacaagc 


ccacggagtt 


cttcattccc cagaagagcg 


1680 


tgcgctactg 


ctacttgaag 


gctgtggccg 


agcgccatgg 


tgaccagcgc gtctatggac 


1740 


tgcactatat 


tggcccggtg 


gccggtgagg 


ttatccaggg 


attcgctgcc gctttgaagt 


1800 


ctggcctgac 


tattaacacg 


ctgatcaaca 


ccgtgggcat 


ccatcccact accgccgaag 


1860 


aattcacccg 


gctggccatc 


accaagcgct 


ccggactgga 


ccccacgccg gccagctgct 


1920 


gcagctaaag 


cgggaacgca 


gctcagccgc 


ctgggacgtg 


tcgaagccgc ttgctccacc 

7 7 7 7 


1980 


cgaaatcccg 


tagatgaatg 


gttgttgtcg 


cggcccagcg 


atcgatgagt tcaatagttc 

7 7 7 7 


2040 


cgtt tcgttt 


ccacaau raa 


cacccaacac 


aatagctctg 


CyCaayygay yyycactyyg 




cagcgatggc 


gggtggaacg 


acaccagtgg 


aactacccgc 


gcgaccagcc caacccacga 


2160 


ctgctgcgcc 


gccgacatgc 


actcaaaatt 


ttgaatttgt 


ttgaacctat gaaattaact 


2220 


atgaaatccc 


ctaaatgtac 


ggttgaagaa 


tataattttt 


cacc 


2264 



<210> 188 
<211> 491 
<212> PRT 

<213> Drosophila melanogaster 
<400> 188 

Met Ser Thr Lys Gly Gly Ser Tyr Asp Tyr Asp Leu lie Val lie Gly 
1 5 10 15 
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Sequence listing as filedl.txt 

Gly Gly ser Ala Gly Leu Ala Cys Ala Lys Glu Ala Val Leu Asn Gly 
20 25 30 

Ala Arg val Ala Cys Leu Asp Phe Val Lys Pro Thr Pro Thr Leu Gly 
35 40 45 

Thr Lys Trp Gly Val Gly Gly Thr Cys Val Asn Val Gly Cys lie Pro 
50 55 60 

Lys Lys Leu Met His Gin Ala Ser Leu Leu Gly Glu Ala Val His Glu 
65 70 75 80 

Ala Ala Ala Tyr Gly Trp Asn val Asp Glu Lys lie Lys Pro Asp Trp 
85 90 95 

His Lys Leu val Gin Ser val Gin Asn His lie Lys Ser val Asn Trp 
100 105 110 

Val Thr Arg Val Asp Leu Arg Asp Lys Lys val Glu Tyr lie Asn Gly 
115 120 125 

Leu Gly Ser Phe Val Asp Ser His Thr Leu Leu Ala Lys Leu Lys Ser 
130 135 140 

Gly Glu Arg Thr lie Thr Ala Gin Thr Phe Val lie Ala Val Gly Gly 
145 150 155 160 

Arg Pro Arg Tyr Pro Asp lie Pro Gly Ala Val Glu Tyr Gly lie Thr 
165 170 175 

Ser Asp Asp Leu Phe Ser Leu Asp Arg Glu Pro Gly Lys Thr Leu val 
180 185 190 

val Gly Ala Gly Tyr lie Gly Leu Glu Cys Ala Gly Phe Leu Lys Gly 
195 200 205 

Leu Gly Tyr Glu Pro Thr val Met Val Arg Ser lie Val Leu Arg Gly 
210 215 220 

Phe Asp Gin Gin Met Ala Glu Leu Val Ala Ala Ser Met Glu Glu Arg 
225 230 235 240 

Gly lie Pro Phe Leu Arg Lys Thr Val Pro Leu Ser val Glu Lys Gin 
245 250 255 

Asp Asp Gly Lys Leu Leu Val Lys Tyr Lys Asn Val Glu Thr Gly Glu 
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260 



Sequence 
265 



listing as filedl.txt 
270 



Glu Ala Glu Asp val Tyr Asp Thr val Leu Trp Ala lie Gly Arg Lys 
275 280 285 



Gly Leu val Asp Asp Leu Asn Leu Pro Asn Ala Gly Val Thr Val Gin 
290 295 300 



Lys Asp Lys lie Pro val Asp Ser Gin Glu Ala Thr Asn Val Ala Asn 
305 310 315 320 



lie Tyr Ala val Gly Asp lie lie Tyr Gly Lys Pro Glu Leu Thr Pro 
325 330 335 



val Ala val Leu Ala Gly Arg Leu Leu Ala Arg Arg Leu Tyr Gly Gly 
340 ~ 345 350 



Ser Thr Gin Arg Met Asp Tyr Lys Asp val Ala Thr Thr Val Phe Thr 
355 " 360 365 



Pro Leu Glu Tyr Ala Cys val Gly Leu Ser Glu Glu Asp Ala Val Lys 
370 375 380 



Gin Phe Gly Ala Asp Glu lie Glu Val Phe His Gly Tyr Tyr Lys Pro 
385 390 395 400 



Thr Glu Phe Phe lie Pro Gin Lys Ser Val Arg Tyr Cys Tyr Leu Lys 
405 410 415 



Ala val Ala Glu Arg His Gly Asp Gin Arg val Tyr Gly Leu His Tyr 
420 " 425 430 



lie Gly Pro val Ala Gly Glu val lie Gin Gly Phe Ala Ala Ala Leu 
435 440 445 



Lys Ser Gly Leu Thr lie Asn Thr Leu lie Asn Thr val Gly lie His 
450 455 460 



Pro Thr Thr Ala Glu Glu Phe Thr Arg Leu Ala lie Thr Lys Arg ser 



465 



470 



475 



480 



Gly Leu Asp 



Pro 



Thr 
485 



Pro 



Ala Ser 



Cys 



Cys Ser 
490 



<210> 189 



<211> 1128 
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<212> DNA 

<213> Homo sapiens 



Sequence listing as filedl.txt 



<400> 189 
taagcttcgg 


gcgctgtagt 


acctgccagc 


tttcgccaca 


ggaggctgcc acctgtaggt 


60 


cacttgggct 


ccagctatgt 


ggctgcctct 


tctgctgggt 


gccttactct 


gggcagtgct 


120 


gtggttgctc 


agggaccggc 


agagcctgcc 


cgccagcaat 


gcctttgtct 


tcatcaccgg 


180 


ctgtgactca 


ggctttgggc 


gccttctggc 


actgcagctg 


gaccagagag 


gcttccgagt 


240 


cctggccagc 


tgcctgaccc 


cctccggggc 


cgaggacctg 


cagcgggtgg 


cctcctcccg 


300 


cctccacacc 


accctgttgg 


atatcactga 


tccccagagc 


gtccagcagg 


cagccaagtg 


360 


ggtggagatg 


cacgttaagg 


aagcagggct 


ttttggtctg 


gtgaataatg 


ctggtgtggc 


420 


tggtatcatc 


ggacccacac 


catggctgac 


ccgggacgat 


ttccagcggg 


tgctgaatgt 


480 


gaacacaatg 


ggtcccatcg 


gggtcaccct 


tgccctgctg 


cctctgctgc 


agcaagcccg 


540 


gggccgggtg 


atcaacatca 


ccagcgtcct 


gggtcgcctg 


gcagccaatg 


gtgggggcta 


600 


ctgtgtctcc 


aaatttggcc 


tggaggcctt 


ctctgacagc 


cxgaggcggg 


3tnf 3nrtra 
aiy LayL Ll~d 


660 


ttttgggata 


cgagtctcca 


tcgtggagcc 


tggcttcttc 


cgaacccctg 


tgaccaacct 


720 


ggagagtctg 


gagaaaaccc 


tgcaggcctg 


ctgggcacgg 


ctgcctcctg 


ccacacaggc 


780 


ccactatggg 


ggggccttcc 


tcaccaagta 


cctgaaaatg 


caacagcgca 


tcatgaacct 


840 


gatctgtgac 


ccggacctaa 


ccaaggtgag 


ccgatgcctg 


gagcatgccc 


tgactgctcg 


900 


acacccccga 


acccgctaca 


gcccaggttg 


ggatgccaag 


ctgctctggc 


tgcctgcctc 


960 


ctacctgcca 


gccagcctgg 


tggatgctgt 


gctcacctgg 


gtccttccca 


agcctgccca 


1020 


agcagtctac 


tgaatccagc 


cttccagcaa 


gagattgttt 


ttcaaggaca 


aggactttga 


1080 


tttatttctg 


cccccaccct 


ggtactgcct 


ggtgcctgcc 


acaaaata 




1128 



<210> 190 

<211> 318 

<212> PRT 

<213> Homo sapiens 

<400> 190 

Met Trp Leu Pro Leu Leu Leu Gly Ala Leu Leu Trp Ala Val Leu Trp 
1 5 10 15 

Leu Leu Arg Asp Arg Gin Ser Leu Pro Ala Ser Asn Ala Phe Val Phe 
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sequence listing as filedl.txt 
20 25 30 

lie Thr Gly Cys Asp Ser Gly Phe Gly Arg Leu Leu Ala Leu Gin Leu 
35 40 45 

Asp Gin Arg Gly Phe Arg val Leu Ala Ser Cys Leu Thr Pro Ser Gly 
50 ~ 55 60 

Ala Glu Asp Leu Gin Arg Val Ala Ser Ser Arg Leu His Thr Thr Leu 
65 70 75 80 

Leu Asp lie Thr Asp Pro Gin Ser val Gin Gin Ala Ala Lys Trp val 
85 90 95 

Glu Met His val Lys Glu Ala Gly Leu Phe Gly Leu val Asn Asn Ala 
100 105 110 

Gly val Ala Gly lie lie Gly Pro Thr Pro Trp Leu Thr Arg Asp Asp 
115 120 125 

Phe Gin Arg val Leu Asn Val Asn Thr Met Gly Pro lie Gly val Thr 
130 ~ 135 140 

Leu Ala Leu Leu Pro Leu Leu Gin Gin Ala Arg Gly Arg val lie Asn 
145 150 155 160 

lie Thr Ser Val Leu Gly Arg Leu Ala Ala Asn Gly Gly Gly Tyr Cys 
165 170 175 

val Ser Lys Phe Gly Leu Glu Ala Phe Ser Asp Ser Leu Arg Arg Asp 
180 185 190 

Val Ala His Phe Gly lie Arg Val Ser lie Val Glu Pro Gly Phe Phe 
195 200 205 

Arg Thr Pro Val Thr Asn Leu Glu Ser Leu Glu Lys Thr Leu Gin Ala 
210 215 220 

Cys Trp Ala Arg Leu Pro Pro Ala Thr Gin Ala His Tyr Gly Gly Ala 
225 230 235 240 

Phe Leu Thr Lys Tyr Leu Lys Met Gin Gin Arg lie Met Asn Leu lie 
245 250 ^ 255 

Cys Asp Pro Asp Leu Thr Lys val Ser Arg Cys Leu Glu His Ala Leu 
260 265 270 
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Sequence listing as filedl.txt 
Thr Ala Arg His Pro Arg Thr Arg Tyr Ser Pro Gly Trp Asp Ala Lys 
275 280 285 

Leu Leu Trp Leu Pro Ala Ser Tyr Leu Pro Ala Ser Leu val Asp Ala 
290 295 300 

val Leu Thr Trp val Leu Pro Lys Pro Ala Gin Ala val Tyr 
305 310 315 

<210> 191 

<211> 2025 

<212> DNA 

<213> Homo sapiens 



<400> 191 
ccggacctca 


ggcccagttc 


agtgtacttc 


ccctctctac 


ttcctccctc 


cagtcccttc 


60 


tccatccctc 


ccttttttgg 


ctgccccttg 


cctgccttcc 


tcgccagtag 


cttgcagagt 


120 


agacacgatg 


acaccttttg 


caggctaaaa 


aggctgagag 


tggcactatg 


tgcagtgagc 


180 


caccatggag 


gaccaagcag 


gtcagcggga 


ctatgatctc 


ctggtggtcg 


gcgggggatc 


240 


tggtggcctg 


gcttgtgcca 


aggaggccgc 


ccagctggga 


aggaaggtgg 


ccgtggtgga 


300 


ctacgtggaa 


ccttctcccc 


aaggcacccg 


gtggggcctc 


ggcggcacct 


gcgtcaacgt 


360 


gggctgcatc 


cccaagaagc 


tgatgcacca 


ggcggcactg 


ctgggaggcc 


tgatccaaga 


420 


tgcccccaac 


tatggctggg 


aggtggccca 


gcccgtgccg 


catgactgga 


ggaagatggc 


480 


agaagctgtt 


caaaatcacg 


tgaaatcctt 


gaactggggc 


caccgtgtcc 


agcttcagga 


540 


cagaaaagtc 


aagtacttta 


acatcaaagc 


cagctttgtt 


gacgagcaca 


cggtttgcgg 


600 


cgttgccaaa 


ggtgggaaag 


agattctgct 


gtcagccgat 


cacatcatca 


ttgctactgg 


660 


agggcggccg 


agatacccca 


cgcacatcga 


aggtgccttg 


gaatatggaa 


tcacaagtga 


720 


tgacatcttc 


tggctgaagg 


aatcccctgg 


aaaaacgttg 


gtggtcgggg 


ccagctatgt 


780 


ggccctggag 


tgtgctggct 


tcctcaccgg 


gattgggctg 


gacaccacca 


tcatgatgcg 


840 


cagcatcccc 


ctccgcggct 


tcgaccagca 


aatgtcctcc 


atggtcatag 


agcacatggc 


900 


atctcatggc 


acccggttcc 


tgaggggctg 


tgccccctcg 


cgggtcagga 


ggctccctga 


960 


tggccagctg 


caggtcacct 


gggaggacag 


caccaccggc 


aaggaggaca 


cgggcacctt 


1020 


tgacaccgtc 


ctgtgggcca 


taggtcgagt 


cccagacacc 


agaagtctga 


atttggagaa 


1080 


ggctggggta 


gatactagcc 


ccgacactca 


gaagatcctg 


gtggactccc 


gggaagccac 


1140 


ctctgtgccc 


cacatctacg 


ccattggtga 


cgtggtggag 


gggcggcctg 


agctgacacc 


1200 
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catagcgatc 


atggccggga 


Sequence listing 
ggctcctggt gcagcggctc 


as filedl.txt 
ttcggcgggt cctcagatct 


1260 


gatggactac 


gacaatgttc 


ccacgaccgt 


cttcaccccg 


ctggagtatg gctqtgtggg 

33 3 3 3 ^ iJ ^^^ 


1320 


gctgtccgag 


gaggaggcag 


tggctcgcca 


cgggcaggag 


catgttgagg tctatcacgc 

3 3 3 3 3 


1380 


ccattataaa 


ccactggagt 


tcacggtggc 


tggacgagat 


gcatcccagt gttatgtaaa 


1440 


gatggtgtgc 


ctqagqqaqc 

3 3 3 3 3 


ccccacagct 


ggtgctgggc 


ctgcatttcc ttggccccaa 


1500 


cgcaggcgaa 


gttactcaag 


gatttgctct 


ggggatcaag 


tgtggggctt cctatgcgca 


1560 


qqtqatqcqq 

3 3 3 3 3 3 


accqtqqqta 


tccatcccac 


atgctctgag 


gaggtagtca agctgcgcat 


1620 


ctccaagcgc 


tcaggcctgg 


accccacggt 


gacaggctgc 


tgagggtaag cgccatccct 


1680 


gcaggccagg 


gcacacggtg 


cgcccgccgc 


cagctcctcg 


gaggccagac ccaggatggc 


1740 


tgcaggccag 


qtttqqqqqq 

3 »-^37^3l33^J3 


cctcaaccct 


ctcctggagc 


gcctgtgaga tggtcagcgt 


1800 


ggagcgcaag 


tgctggacag 


gtggcccgtg 


tgccccacag 


ggatggctca ggggactgtc 


lobu 


cacctcaccc 


ctgcacctct 


cagcctctgc 


cgccgggcac 


ccccccccag gctcctggtg 


1920 


ccagatgatg 


acgacctggg 


tggaaaccta 


ccctgtgggc 


acccatgtcc gagccccctg 


1980 


gcatttctgc 


aatgcaaata 


aagagggtac 


tttttctgaa 


gtgtg 


2025 



<210> 192 

<211> 494 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (493) . . (493) 

<223> xaa is uncertain 

<400> 192 

Met Glu Asp Gin Ala Gly Gin Arg Asp Tyr Asp Leu Leu val val Gly 
1 5 10 15 

Gly Gly Ser Gly Gly Leu Ala Cys Ala Lys Glu Ala Ala Gin Leu Gly 
20 25 30 

Arg Lys Val Ala val Val Asp Tyr val Glu Pro Ser Pro Gin Gly Thr 
35 40 45 
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Sequence listing as filedl.txt 
Arg Trp Gly Leu Gly Gly Thr cys val Asn val Gly Cys lie Pro Lys 
50 55 60 

Lys Leu Met His Gin Ala Ala Leu Leu Gly Gly Leu lie Gin Asp Ala 
65 70 75 80 

Pro Asn Tyr Gly Trp Glu val Ala Gin Pro val Pro His Asp Trp Arg 
85 90 95 

Lys Met Ala Glu Ala val Gin Asn His val Lys Ser Leu Asn Trp Gly 
100 105 110 

His Arg val Gin Leu Gin Asp Arg Lys val Lys Tyr Phe Asn lie Lys 
115 120 125 

Ala Ser Phe val Asp Glu His Thr val Cys Gly val Ala Lys Gly Gly 
130 135 140 

Lys Glu lie Leu Leu Ser Ala Asp His lie lie lie Ala Thr Gly Gly 
145 150 155 160 

Arg Pro Arg Tyr Pro Thr His lie Glu Gly Ala Leu Glu Tyr Gly lie 
165 170 175 

Thr Ser Asp Asp lie Phe Trp Leu Lys Glu Ser Pro Gly Lys Thr Leu 
180 185 190 

val val Gly Ala Ser Tyr Val Ala Leu Glu Cys Ala Gly Phe Leu Thr 
195 200 205 

Gly lie Gly Leu Asp Thr Thr lie Met Met Arg Ser lie Pro Leu Arg 
210 215 220 

Gly Phe Asp Gin Gin Met Ser Ser Met Val lie Glu His Met Ala Ser 
225 230 235 240 

His Gly Thr Arg Phe Leu Arg Gly Cys Ala Pro Ser Arg val Arg Arg 
245 250 255 

Leu Pro Asp Gly Gin Leu Gin val Thr Trp Glu Asp Ser Thr Thr Gly 
260 265 270 

Lys Glu Asp Thr Gly Thr Phe Asp Thr val Leu Trp Ala lie Gly Arg 
275 280 285 

val Pro Asp Thr Arg Ser Leu Asn Leu Glu Lys Ala Gly val Asp Thr 
290 295 300 
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Sequence listing as filedl.txt 

Ser Pro Asp Thr Gin Lys lie Leu val Asp Ser Arg Glu Ala Thr ser 
305 310 315 320 

val Pro His lie Tyr Ala lie Gly Asp val val Glu Gly Arg Pro Glu 
325 330 335 

Leu Thr Pro lie Ala lie Met Ala Gly Arg Leu Leu val Gin Arg Leu 
340 345 ~ 350 

Phe Gly Gly Ser Ser Asp Leu Met Asp Tyr Asp Asn val Pro Thr Thr 
355 360 365 

val Phe Thr Pro Leu Glu Tyr Gly Cys val Gly Leu Ser Glu Glu Glu 
370 375 380 

Ala Val Ala Arg His Gly Gin Glu His Val Glu Val Tyr His Ala His 
385 390 395 400 

Tyr Lys Pro Leu Glu Phe Thr val Ala Gly Arg Asp Ala Ser Gin Cys 
405 410 " 415 

Tyr Val Lys Met Val Cys Leu Arg Glu Pro Pro Gin Leu val Leu Gly 
420 425 430 

Leu His Phe Leu Gly Pro Asn Ala Gly Glu Val Thr Gin Gly Phe Ala 
435 440 445 

Leu Gly lie Lys Cys Gly Ala Ser Tyr Ala Gin Val Met Arg Thr val 
450 455 460 

Gly He His Pro Thr Cys Ser Glu Glu Val Val Lys Leu Arg lie Ser 
465 470 475 480 

Lys Arg Ser Gly Leu Asp Pro Thr val Thr Gly Cys Xaa Gly 
485 490 

<210> 193 
<211> 2645 
<212> DNA 

<213> Drosophila melanogaster 



<400> 193 

ctttggcttg tttgcttgaa aaaacgtaac tttttttgtt gtaatgaagg aagcagcacg 

ggcagtagac caactcgaaa tcgcgcattg ccaacacgta acgtaccagc ccgtgtaata 
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Sequence listing as filedl.txt 



acagaagaaa 


ccccgagccg 


caacaacaac 


ccccgaaaag cggtagttgt 


aagagttttc 


180 


ccaaagtggc 


agcggcaatt 


acacggcgag 


aaacgagttc gcgtcgcgtc 


cagctgtttg 


240 


aaaatcaaaa 


ttaaccgttt 


ttagcgcgtg 


aaacaagacg tttagaaccg 


tgttcaaaat 


300 


ccctcgtaca 


taaattgtgt 


gtacatttat 


atatatatat attttctacg 


ccacgttaac 


360 


cagacttttt 


aagttttaaa 


ttaaaactaa 


agacgtatta tttttttttt 


tttgagtgtt 


420 


tatatttttt 


tttttgcaag 


ttttgtttgg 


ttacatttga gtttgtgttg 

ZJ ZJ ZJ —J mj 


agtttttgcc 


480 


agccaaaggc 


qcttaaqatq 

3 3 3 


tttagtcccg 


agtacgagaa gcgcatcctg 


aagcactaca 


540 


qtcctqtqqc 


acggaatctg 


ttcaacaact 


tcgagtcgtc cactacgccc 


acatctctcg 


600 


accgcttcat 


accctgcaga 


gcgtacaaca 


actggcagac gaactttgcg 

ZJ ZJ ZJ *J — ' — / 


tcaatcaaca 


660 


agtccaatga 


caactcgccg 


cagacgagta 


agaagcagcg ggactgcggg 

ZJ ZJ ZJ ZJ ~J ZJ *J — ' ~J —* 


gaaacggcac 


720 


gcgatagtct 


cgcctactcc 


tgcctactga 


agaacgagct cctcggatcg 

3 3 3 33 3 


gcaatcgacg 


780 


acgtgaagac 


cqccqqcqaq 


gagcggaatg 


agaatgccta cacgccggcc 


gcaaagcgga 


840 


gtctcttcaa 


gtaccagtca 


cccaccaagc 


aggactacaa tggcgagtgt 


ccgtactcgt 


900 


tgtcacccgt 


cagcgccaaa 


agtcagaaqc 

3 3 3 


tgttgcgatc gccgcgcaag 


gctacgcgca 


960 


aaatctctcg 


cattcccttc 


aaggtgctag 


acgcgcccga gttgcaggac 

J J ZJ ZJ ZJ —> —J 


gacttctatc 


1020 


tgaacctggt 


cqactqqtcq 


tcgcagaacg 


tactggctgt aggcctgggc 

ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


agctgtgtct 


1080 


atctgtggag 


cgcgtgcacc 


agtcaggtta 


cccgcctgtg tgatctcagt 


ccggatgcga 


1140 


atacggtgac 


ctcqqtqtcq 


tggaacgagc 


gtggcaacac cgtggccgtg 


ggcacacatc 


1200 


acggctacgt 


qaccqtctqq 


qatqtgqcqg 

3 3 3 3 3 3 


ccaataagca gatcaacaaa 


ctgaatggcc 


1260 


attcqqcqcq 


tqtgqqcqcc 

3 333 3 


ttggcatgga 


acagtgacat cctgtcgagc 


gggtcgcgag 


1320 


accgttggat 


catacagcgg 


gatacgagaa 


cgccgcaact gcaatcggag 


cgcagattgg 


1380 


ccggacatcg 


qcaqqaqqtq 

3 ^- 3 3 «■» 3 3 *- 3 


tgcggactga 


aatggtcacc ggataatcaa 


tacttggcca 


1440 


qtqqcqqcaa 

3 3 3 33 


cgataatcgg 


ttgtatgtgt 


ggaatcagca ttccgtgaat 


cccgtacaat 


1500 


catacacgga 


gcatatggcg 


gctgtaaagg 


cgatcgcgtg gtcgccgcat 


caccacggac 


1560 


tcctggccag 


cqqcqqtqqa 

3 3 3 3 33 


acqqcggata 

33 33 


ggtgtatccg tttctggaat 

ZJ ZJ ZJ ZJ ~J ~J 


acgctgacgg 


1620 


gccagcccat 


gcagtgcgtg 


gacacgggct 


cgcaggtttg caatctggcc 


tggtccaagc 


1680 


actcctcgga 


gctggtctcc 


acgcacggct 


acrcgcagaa ccagauacLC 


g ug xyydddx 


1 7 AH 


atccctccct 


gacgcaagtg 


gccaagctga 


cgggccattc gtatcgtgtg 


ctctatctgg 


1800 


cgctgagtcc 


cgatggtgag 


gctattgtta 


cgggcgccgg cgacgagacg 


ctgcgatttt 


1860 


ggaacgtatt 


cagcaaggcg 


cgcagtcaga 


aggagaacaa gtccgttctg 


aatctgtttg 


1920 


ccaatatcag 


ataaggacaa 


taactccaag 


cgagcgaaga ctgagcgagc 


gccaaaggca 


1980 
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aacacaacac 


aacacaaaac 


Sequence listing as filedl.txt 
aaaacaaaac aaagcaaagt ataatataaa taaaatggat 


2040 


acttgaaacc 


gaaaaacaaa 


gccaaccaac caatcagcaa aaaccaagct gaagctaaca 


2100 


aactaatcga 


gcctatatgc 


tatatatata caaacgattc ttgttcagca gtcgttttgt 


2160 


aaattgttgt 


gtgaccccac 


agcagcaata gattaaataa atttaagtta agcaatctgt 


2220 


atagaacggt 


aattagcaac 


atttacgtag gtaaacacat gcaatttatg aaggaataac 


2280 


atcaagagag 


atggctgaaa 


caagaactga aaatgaaact aagtctatgg aaattgtaag 


2340 


taattggaaa 


atcaacaaca 


ccacactcac acactatctt taatcgacat tttttgttgc 


2400 


tgctttttta 


aatgtattgt 


tttttttttg tggtacacct acactacacc taagaaaatt 


2460 


gga xacccc l 


acaLaT.acax 


+-+-^i-t-a^"n-t-'t--t- atat-3ta1-at 3-t--*--f-+--t--t-i-n/- tanrrtrtaa 
ILdLdCgLLI dldLdLdldL dLLllltigC UdgLLtLldd 




gtaactaact 


ttatttcaag 


caaacattta tacacatatt tcgctcacta gaaacactca 


2580 


tacccccgaa 


aacacaatgt 


atattaaata aacttataca atttcaaaat gtgccccaaa 


2640 


aagta 






2645 



<210> 194 

<211> 478 

<212> PRT 

<213> Drosophila melanogaster 



<400> 194 

Met Phe Ser Pro Glu Tyr Glu Lys Arg lie Leu Lys His Tyr Ser Pro 
1 5 10 15 

val Ala Arg Asn Leu Phe Asn Asn Phe Glu Ser Ser Thr Thr Pro Thr 
20 25 30 

Ser Leu Asp Arg Phe lie Pro Cys Arg Ala Tyr Asn Asn Trp Gin Thr 
35 40 45 

Asn Phe Ala Ser lie Asn Lys Ser Asn Asp Asn ser Pro Gin Thr Ser 
50 55 60 

Lys Lys Gin Arg Asp Cys Gly Glu Thr Ala Arg Asp Ser Leu Ala Tyr 
65 "70 75 80 

Ser Cys Leu Leu Lys Asn Glu Leu Leu Gly Ser Ala lie Asp Asp val 
85 90 95 

Lys Thr Ala Gly Glu Glu Arg Asn Glu Asn Ala Tyr Thr Pro Ala Ala 
100 105 110 
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Lys Arg Ser Leu Phe Lys Tyr Gin Ser Pro Thr Lys Gin Asp Tyr Asn 
115 120 125 

Gly Glu Cys Pro Tyr Ser Leu Ser Pro val Ser Ala Lys Ser Gin Lys 
130 135 140 

Leu Leu Arg Ser Pro Arg Lys Ala Thr Arg Lys lie Ser Arg lie Pro 
145 150 155 ' 160 

Phe Lys val Leu Asp Ala Pro Glu Leu Gin Asp Asp Phe Tyr Leu Asn 
165 170 175 

Leu val Asp Trp Ser ser Gin Asn val Leu Ala val Gly Leu Gly ser 
180 185 190 

Cys Val Tyr Leu Trp Ser Ala Cys Thr Ser Gin Val Thr Arg Leu Cys 
195 200 205 

Asp Leu Ser Pro Asp Ala Asn Thr Val Thr Ser Val Ser Trp Asn Glu 
210 215 220 

Arg Gly Asn Thr val Ala val Gly Thr His His Gly Tyr val Thr val 
225 230 235 240 

Trp Asp Val Ala Ala Asn Lys Gin lie Asn Lys Leu Asn Gly His Ser 
245 250 255 

Ala Arg val Gly Ala Leu Ala Trp Asn Ser Asp lie Leu Ser ser Gly 
260 265 270 

Ser Arg Asp Arg Trp lie He Gin Arg Asp Thr Arg Thr Pro Gin Leu 
275 280 ^ 285 

Gin ser Glu Arg Arg Leu Ala Gly His Arg Gin Glu val Cys Gly Leu 
290 295 300 

Lys Trp Ser Pro Asp Asn Gin Tyr Leu Ala Ser Gly Gly Asn Asp Asn 
305 310 315 320 

Arg Leu Tyr Val Trp Asn Gin His Ser Val Asn Pro val Gin Ser Tyr 
325 330 335 

Thr Glu His Met Ala Ala val Lys Ala lie Ala Trp ser Pro His His 
340 345 350 

His Gly Leu Leu Ala Ser Gly Gly Gly Thr Ala Asp Arg Cys lie Arg 
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355 



Sequence 
360 



listing 



as filedl.txt 
365 



Phe Trp Asn Thr Leu Thr Gly Gin Pro Met Gin Cys val Asp Thr Gly 
370 375 380 

Ser Gin Val Cys Asn Leu Ala Trp Ser Lys His Ser ser Glu Leu val 
385 390 395 400 

Ser Thr His Gly Tyr Ser Gin Asn Gin lie Leu val Trp Lys Tyr Pro 
405 410 415 

Ser Leu Thr Gin val Ala Lys Leu Thr Gly His Ser Tyr Arg Val Leu 
420 425 430 

Tyr Leu Ala Leu Ser Pro Asp Gly Glu Ala lie Val Thr Gly Ala Gly 
435 440 445 

Asp Glu Thr Leu Arg Phe Trp Asn Val Phe Ser Lys Ala Arg Ser Gin 



Lys Glu Asn Lys Ser Val Leu Asn Leu Phe Ala Asn lie Arg 
465 470 475 

<210> 195 

<2U> 2978 

<212> DNA 

<213> Homo sapiens 

<400> 195 

ggccgcggcc gggcctgcgg gagctgcgga ggccggaggc gggcgctgtg cggtgccagg 60 

agaggcgggg tcggcgggag ccagcgagcc acgggagcga gccaggctaa ccttgccgcg 120 

ggccgagccc tgcctcgcca tggaccagga ctatgagcgg cgcctgcttc gccagatcgt 180 

catccagaat gagaacacga tgccacgcgt cacagagatg cggcggaccc tgacgcctgc 240 

cagctcccca gtgtcctcgc ccagcaagca cggagaccgc ttcatcccct ccagagccgg 300 

agccaactgg agcgtgaact tccacaggat taacgagaat gagaagtctc ccagtcagaa 360 

ccggaaagcc aaggacgcca cctcagacaa cggcaaagac ggcctggcct actctgccct 420 

gctcaagaat gagctgctgg gtgccggcat cgagaaggtg caggacccgc agactgagga 480 

ccgcaggctg cagccctcca cgcctgagaa gaagggtctg ttcacgtatt cccttagcac 540 

caagcgctcc agccccgatg acggcaacga tgtgtctccc tactccctgt ctcccgtcag 600 

caacaagagc cagaagctgc tccggtcccc ccggaaaccc acccgcaaga tctccaagat 660 
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Sequence listing as filedl.txt 



ccccttcaag 


gtgctggacg 


cgcccgagct 


gcaggacgac 


ttctacctca 


atctggtgga 


720 


ctggtcgtcc 


ctcaatgtgc 


tcagcgtggg 


gctaggcacc tgcgtgtacc 


tgtggagtgc 


780 


ctgtaccagc 


caggtgacgc 


ggctctgtga 


cctctcagtg gaaggggact 


cagtgacctc 


840 


cgtgggctgg 


tctgagcggg 


ggaacctggt 


ggcggtgggc acacacaagg 


gettegtgea 


900 


gatctgggac 

ZJ ZJ ZJ ZJ 


gcagccgcag 


ggaagaagct 


gtccatgttg 


gagggecaca 


cggcacgcgt 


960 


cggggcgctg 


gcctggaatg 


ctgagcagct 


gtcgtccggg 


agccgcgacc 


gcatgatcct 


1020 


gcagagggac 


atccgcaccc 


cgccactgca 

3 3 


gteggagegg 


eggctgeagg 


gccaccggca 


1080 


qqaqgtqtgc 


gggctcaagt 


ggtccacaga 

33 3 


ccaccagctc 


ctcgcctcgg 


ggggcaacga 


1140 


caacaagctg 


ctggtctgga 


atcactcgag 


cctgagcccc 


gtgcagcagt 


acaeggagea 


1200 


cctggcggcc 


gtgaaggcca 

3 ""3 33 


tcgcctggtc 


cccacatcag 


cacgggctgc 


tggcctcggg 


1260 


gggcggcaca 


gctgaccgct 


gtatccgett 


ctggaacacg 


ctgacaggac 


aaccactgca 


1320 


gtgtatcgac 

3 3 3 


acgggctccc 


aagtgtgcaa 


tctggcctgg 


tccaagcacg 


ccaacgagct 


1380 


ggtgagcacg 


cacggctact 


cacagaacca 


gatccttgtc tggaagtacc 


cctccctgac 


1440 


ccaggtggcc 


aagctgaccg 


ggcactccta 


ccgcgtgctg tacctggcaa 


tgtcccctga 


1500 


tggggaggcc 


atcgtcactg 


gtgctggaga 


cgagaccctg 


aggttctgga 


aegtctttag 


1560 


caaaacccgt 


tcgacaaagg 

3 33 


agtctgtgtc 


tgtgctcaac 


ctcttcacca 


ggatccggta 


1620 


aacctgccgg 


gcaggaccgt 


gccacaccag 


ctgtccagag 


teggaggace 


ccagctcctc 


1680 


agcttgcatg 


gactctgcct 


tcccagcgct 


tgtcccccga ggaaggegge 


tgggcgggcg 


1740 


qqqaqctqqq 

333 3 333 


cctggaggat 

^ZJZJ ZJZJ 


cctggagtct 


cattaaatgc 


ctgattgtga 


accatgtcca 


1800 


ccagtatctg 


ggqtgqgcac 

333 3 3 3 


gtqgtcgggg 

3 33 zj zj Zj ZJ 


accctcagca gcaggggctc 


tgtctccctt 


1860 


cccaaagggc 


gagaaccaca 


ttggacggtc 


ccggctcaga 


ccgtctgtac 


teagagegae 


1920 


ggatgccccc 


tgggaccctc 


actgcctccg 


tctgttcatc 


acctgcccac 


cggagccgca 


1980 


tgctcttcct 


ggaactgccc 


acgtctgcac 


agaacagacc 


accagacgcc 


agggctgatt 


2040 


ggtgggggcc 

33 33333 


tgagaccccg 

3 3 3 


gttgeccatt 


catggctgea 


ccccaccatg 


tcaaacccaa 


2100 


gaccagcccc 


aaggccagac 


caaggcatgt 


aggectggge 


aggtggctcg 


gggccactgg 


2160 


cggagccagc 


ctgtggatcc 


aagagacagt 


ccccacctgg 


gcttcacggc 


atecttgeag 


2220 


ccacc lc xgc 


T.g LCdC Lye L 


cyddgcdgcd. 


gtctctctgg 


aagcatctgt 






tcgcccggcg 


gtcagtgggc 


ttcagatggg 


cctgtgcatc 


ctggccaagc 


gtcaccctca 


2340 


cactggagga 


ggatgtctgc 


tctggactta 


tcaccccagg 


agaactgaac 


ccggacctgc 


2400 


tcactgccct 


ggctggagag 


gagcacaaca 


gatgecaegt 


ettegtgeat 


tcgccaacac 


2460 


gtgccctcac 


agggecageg 


tcctccttcc 


ctgegcaaga 


cttgcgtccc 


ccatgcctgc 


2520 
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tgggtggctg 


ggtcctgtgg 


aggccagcag 


cggtgtggcc 


cccgccccca ggctgcctgt 


2580 


gtcttcacct 


gtcctgtcca 


ccagcgccaa 


cagccgtggg 


gaagccaagg agacccaagg 


2640 


ggtccaggag 


gtgggcgccc 


tccatccttc 


gagaagcttc 


ccaggctcct ctgcttctct 


2700 


gtctcatgct 


cccaggctgc 


acagcaggca 


gggagggagg 


caaggcaggg gagtggggcc 


2760 


tgagctgagc 


actgccccct 


caccccccca 


ccaccccttc 


ccatttcatc ggtggggacg 


2820 


tggagagggt 


ggggcgggct 


ggggttggag 


ggtcccaccc 


accaccctgc tgtgcttggg 


2880 


aacccccact 


ccccactccc 


cacatcccaa 


catcctggtg 


tctgtcccca gtggggttgg 


2940 


cgtgcatgtg 


tacatatgta 


tttgtgactt 


ttctttgg 




2978 



<210> 


196 


<211> 


493 


<212> 


PRT 


<213> 


Homo 



<400> 196 

Met Asp Gin Asp Tyr Glu Arg Arg Leu Leu Arg Gin lie val lie Gin 
1 5 10 15 

Asn Glu Asn Thr Met Pro Arg val Thr Glu Met Arg Arg Thr Leu Thr 
20 25 30 

Pro Ala Ser Ser Pro val Ser Ser Pro ser Lys His Gly Asp Arg Phe 
35 40 45 

lie Pro ser Arg Ala Gly Ala Asn Trp ser val Asn Phe His Arg lie 
50 " 55 60 

Asn Glu Asn Glu Lys Ser Pro Ser Gin Asn Arg Lys Ala Lys Asp Ala 
65 70 75 80 

Thr Ser Asp Asn Gly Lys Asp Gly Leu Ala Tyr ser Ala Leu Leu Lys 
85 90 95 

Asn Glu Leu Leu Gly Ala Gly lie Glu Lys val Gin Asp Pro Gin Thr 
100 105 110 

Glu Asp Arg Arg Leu Gin Pro Ser Thr Pro Glu Lys Lys Gly Leu Phe 
115 120 125 

Thr Tyr Ser Leu Ser Thr Lys Arg ser Ser Pro Asp Asp Gly Asn Asp 
130 135 140 
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val Ser Pro Tyr Ser Leu Ser Pro val ser Asn Lys Ser Gin Lys Leu 
145 150 155 160 

Leu Arg ser Pro Arg Lys Pro Thr Arg Lys lie Ser Lys lie Pro Phe 
165 170 175 

Lys val Leu Asp Ala Pro Glu Leu Gin Asp Asp Phe Tyr Leu Asn Leu 
180 185 190 

Val Asp Trp ser Ser Leu Asn Val Leu Ser Val Gly Leu Gly Thr Cys 
195 200 205 

Val Tyr Leu Trp Ser Ala Cys Thr Ser Gin val Thr Arg Leu Cys Asp 
210 215 220 

Leu Ser Val Glu Gly Asp Ser val Thr ser val Gly Trp Ser Glu Arg 
225 230 235 240 

Gly Asn Leu val Ala val Gly Thr His Lys Gly Phe Val Gin lie Trp 
245 250 255 

Asp Ala Ala Ala Gly Lys Lys Leu Ser Met Leu Glu Gly His Thr Ala 
260 265 270 

Arg val Gly Ala Leu Ala Trp Asn Ala Glu Gin Leu Ser Ser Gly Ser 
275 280 285 

Arg Asp Arg Met lie Leu Gin Arg Asp lie Arg Thr Pro Pro Leu Gin 
290 295 300 

Ser Glu Arg Arg Leu Gin Gly His Arg Gin Glu Val Cys Gly Leu Lys 
305 ~ 310 315 320 

Trp Ser Thr Asp His Gin Leu Leu Ala Ser Gly Gly Asn Asp Asn Lys 
325 330 335 

Leu Leu Val Trp Asn His Ser Ser Leu Ser Pro Val Gin Gin Tyr Thr 
340 345 350 

Glu His Leu Ala Ala val Lys Ala lie Ala Trp Ser Pro His Gin His 
355 360 365 

Gly Leu Leu Ala Ser Gly Gly Gly Thr Ala Asp Arg Cys lie Arg Phe 
370 375 380 

Trp Asn Thr Leu Thr Gly Gin pro Leu Gin Cys lie Asp Thr Gly Ser 
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390 395 400 



Gin val cys Asn Leu Ala Trp Ser Lys His Ala Asn Glu Leu val Ser 
405 410 415 

Thr His Gly Tyr Ser Gin Asn Gin lie Leu val Trp Lys Tyr Pro Ser 

420 425 430 

Leu Thr Gin Val Ala Lys Leu Thr Gly His Ser Tyr Arg Val Leu Tyr 
435 440 445 

Leu Ala Met Ser pro Asp Gly Glu Ala lie val Thr Gly Ala Gly Asp 



Glu Thr Leu Arg Phe Trp Asn Val Phe Ser Lys Thr Arg Ser Thr Lys 
465 470 475 480 

Glu Ser Val Ser Val Leu Asn Leu Phe Thr Arg lie Arg 
485 490 

<210> 197 
<211> 3518 
<212> DNA 

<213> Drosophila melanogaster 
<400> 197 

taacactgca ctaaataatt ttaataaatt atttgtatga agtacgcgcc aattggatgc 60 

gtttttgtcc tatctgtcga agatttcacg catcccgaac aattgccagt gactgcacgc 120 

cgtattatag ccagggaaca gctgtgcgtt tgccattggc caacagttgt tgtccacttc 180 

gcaattacca agccatccaa aatcggctgt ttaacgcgcg cttgattgga tatttatgaa 240 

caattcagtg caccaggatg tcgcaggaca ggatcgccgg catcgatgtg gcaaccaatt 300 

ccactgatat atcgaatatc attaacgaga tgatcatctg catcaagggc aagcagatgc 360 

ccgaagttca cgaaaaagca atggatcatt taagcaaaat gattgccgcc aatagtcggg 420 

tcattcggga ctcaaatatg ttgactgagc gcgaatgtgt ccagaagata atgaaactgc 480 

tgagcgcccg gaataagaag gaggagggca aaactgtgtc ggatcacttc aatgagctgt 540 

acaggaaact cacgttgacc aagtgcgatc cgcacatgag gcactcgcta atgacccatc 600 

tacttacgat gaccgacaat tcggatgccg aaaaggcagt tgccagcgaa gatccacgta 660 

ctcagtgcga taatctcact cagattctgg tcagtcgtct taactcaata agttcctcca 720 

tagccagtct gaatgagatg ggagtggtca acggaaatgg agtaggagca gcagcggtaa 780 
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Sequence listing 


as filedl.txt 




caggagcagc 


agcggtaaca 


ggagcagcag 


cggtaacagg 


agcagcagcg 


gtaacaggag 


840 


cagcagcaag 


ccacagttat 


gatgccacac 


agtccagcat 


cggattgaga 


aaacagtcct 


900 


tgcccaacta 


cctggatgca 


acaaagatgt 


tgcccgagtc 


tcgacatgat 


atagtgatga 


960 


gtgccattta 


ctccttcacc 


ggcgttcaag 


ggaagtattt 


gaagaaggat 


gtggtaacgg 


1020 


gccgtttcaa 


gctggatcag 


cagaacatca 


agttcctgac 


caccggccaa 


gcgggcatgt 


1080 


tqctqcqqct 


ctccgaactt 


ggctactacc 


acgatcgagt 


ggtcaagttt 


tcggatgtat 


1140 


cgaccggttt 


caatgccatt 


ggcagcatgg 


gccaggccct 


gatttccaaa 


ctcaaggagg 


1200 


agctggcgaa 


ttttcacggg 


caagtggcaa 


tgcttcacga 


tgaaatgcag 


cgttttcggc 


1260 


aggcctcggt 


gaatggaatt 


gcaaacaagg 


ggaaaaagga 


tagtgggccc 


gatgctggcg 


1320 


atgaaatgac 


gctattcaag 


ctgctcgcct 


ggtatataaa 


gccactgcac 


cggatgcagt 


1380 


ggttaaccaa 


gattgccgac 


gcctgccagg 


taaagaaggg 


cggtgatttg 


gcatcgaccg 


1440 


tttatgattt 


ccttgacaac 


ggtaacgata 


tggtcaataa 


attggtggag 


gatctcctaa 


1500 


ctgccatttg 


tggcccactg 


gtgcgcatga 


tctccaaatg 


gattctggag 


ggcggcatta 


1560 


gcgatatgca 


tagagagttc 


tttgtgaagt 


ccattaaaga 


tgtgggcgtt 


gatcggctat 


1620 


ggcacgataa 


attccgccta 


cgattgccaa 


tgctgcccaa 


gtttgtgccc 


atggatatgg 


1680 


ccaataagat 


actcatgacg 


ggcaaatcca 


ttaattttct 


aagagaaatc 


tgcgaggagc 


1740 


agggtatgat 


gaaggagcgc 


gacgaactaa 


tgaaggtcat 


ggaatctagt 


gcctctcaaa 


1800 


tcttttcgta 


cacaccggac 


accagttggc 


atgcggccgt 


ggaaacgtgc 


taccagcaga 


1860 


cctccaaaca 


tgtcctcgac 


attatggtgg 


gcccacacaa 


gctgctggat 


catttgcacg 


1920 


qaatqcqqcq 


ctacttgctg 


ttgggccagg 


gcgattttat 


tagcattctg 


attgaaaaca 


1980 


tgaagaacga 


actggagcga 


ccgggccttg 


atatatatgc 


taacgatctc 


acctccatgt 


2040 


tggattccgc 


tctgcgctgt 


acgaatgccc 


agtacgatga 


tcctgatatt 


ctaaaccatc 


2100 


tcgatgtgat 


tgttcaacga 


ccgttcaacg 


gtgatattgg 


ctggaacatc 


atctcgctgc 


2160 


agtacattgt 


ccacggacca 


ctggccgcca 


tgctggagtc 


gaccatgcca 


acgtacaagg 


2220 


tgctcttcaa 


gccactctgg 


cgcatgaagc 


acatggagtt 


tgtgctctcg 


atgaagatct 


2280 


gqaaqqaqca 


gatgggcaac 


gcaaaggccc 


ttcgtacaat 


gaagtccgaa 


atcggcaagg 


2340 


cgtcacaccg 


cctcaacctt 


ttcacttcca 


aaatcat:aca 


ctttatccac 

V* W ^ l_ %JL w V> V. U V» 


caaatacaat 

V.UUU I- 


2400 


actatgigct 


art tgagg tc 


atcgagtgca 


actgggtgga 


gctacagaag 


aagatgcaga 




aggctactac 


gttggacgaa 


atcctggaag 


ctcacgagaa 


gtttctgcaa 


acgattttgg 


2520 


tgggctgttt 


tgtcagcaac 


aaagcgagtg 


tggagcattc 


gctggaggtg 


gtgtacgaga 


2580 


acattatcga 


attggagaag 


tggcagtcga 


gcttttacaa 


ggactgcttt 


aaggagctaa 


2640 
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atgcccgcaa 


ggaactgtcc 


Sequence listing as filedl.txt 
aaaattgtgg agaaatcgga aaagaagggt gtctacggac 


2700 


tgaccaacaa 


gatgatcctg 


cagcgcgacc 


aggaggcgaa gatatttgcc gaaaagatgg 


2760 


acatcgcctg 


ccgcggctta 


gaagtcatag 


caaccgatta cgaaaaggct gtcagcactt 


2820 


tcctaatgtc 


tctcaactct 


agcgacgatc 


cgaatttgca gctctttggc actcggctgg 


2880 


acttcaacga 


gtactacaag 


aagagggaca 


ccaatttgag caaacccctg accttcgagc 


2940 


acatgcgcat 


gagcaatgtg 


ttcgccgtga 


acagtcgctt cgtgatatgt acgccgtcca 


3000 


ctcaggaata 


gcgaccaatg 


tccatgcaat 


cggtttatcc cagtgtccat acatcatacc 


3060 


aaatcccaaa 


tcccatacag 


catcagcact 


ccattcagtt caattgctgc taaatatttg 


3120 


agatatctcg 


atatcattgg 


agccaatcca 


accaaacaaa ctaatccaat tattaactaa 


3180 


gccttcgaat 


cgaaaacaac 


ctctatacat 


atatatctca agctttgccg tcaatcgcct 


3240 


ggctgcaagc 


catcaactta 


agatatctcc 


aatacaaaat tattgagtag ttgtaacgaa 


3300 


« ^ ^ -** /-* ^» 

agta l taagc 


gacaar u xg t 


ttgtcgaaaa 


acgcaacgtt ctattttgtt tgcgaatccc 




ataatttttt 


ttacatcgaa 


gcttagttga 


aatagatttt cgtaagtgca tttgccaatt 


3420 


gccatgttgt 


aattaaagag 


aataagagaa 


tgttacgtac tttaaaagaa tgttttaaaa 


3480 


aagttaatgt 


tttgaacagt 


tttaaaccgt 


aatgcgag 


3518 



<210> 198 
<211> 917 
<212> PRT 

<213> Drosophila melanogaster 
<400> 198 

Met Ser Gin Asp Arg lie Ala Gly lie Asp val Ala Thr Asn ser Thr 
15 10 15 



Asp lie ser Asn lie lie Asn Glu Met lie lie cys lie Lys Gly Lys 
20 25 30 



Gin Met Pro Glu val His Glu Lys Ala Met Asp His Leu ser Lys Met 
35 40 45 



He Ala Ala Asn ser Arg val lie Arg Asp ser Asn Met Leu Thr Glu 
50 55 " 60 



Arg Glu Cys val Gin Lys lie Met Lys Leu Leu Ser Ala Arg Asn Lys 
65 70 75 ~ 80 
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Lys Glu Glu Gly Lys Thr val Ser Asp His Phe Asn Glu Leu Tyr Arg 
85 90 95 



Lys Leu Thr Leu Thr Lys Cys Asp Pro His Met Arg His ser Leu Met 
100 105 " 110 

Thr His Leu Leu Thr Met Thr Asp Asn Ser Asp Ala Glu Lys Ala val 
115 120 125 

Ala Ser Glu Asp Pro Arg Thr Gin Cys Asp Asn Leu Thr Gin lie Leu 
130 135 140 

Val Ser Arg Leu Asn ser lie Ser Ser ser lie Ala Ser Leu Asn Glu 
145 ~ 150 155 160 

Met Gly val Val Asn Gly Asn Gly val Gly Ala Ala Ala Val Thr Gly 
165 170 175 

Ala Ala Ala Val Thr Gly Ala Ala Ala val Thr Gly Ala Ala Ala Val 
180 185 190 

Thr Gly Ala Ala Ala ser His Ser Tyr Asp Ala Thr Gin ser ser He 
195 200 205 

Gly Leu Arg Lys Gin Ser Leu Pro Asn Tyr Leu Asp Ala Thr Lys Met 
210 " 215 220 

Leu Pro Glu Ser Arg His Asp lie Val Met Ser Ala lie Tyr Ser Phe 
225 230 235 240 

Thr Gly Val Gin Gly Lys Tyr Leu Lys Lys Asp Val Val Thr Gly Arg 
245 250 255 

Phe Lys Leu Asp Gin Gin Asn lie Lys Phe Leu Thr Thr Gly Gin Ala 
260 265 270 

Gly Met Leu Leu Arg Leu Ser Glu Leu Gly Tyr Tyr His Asp Arg Val 
275 280 285 

Val Lys Phe Ser Asp val Ser Thr Gly Phe Asn Ala lie Gly Ser Met 
290 295 300 

Gly Gin Ala Leu lie Ser Lys Leu Lys Glu Glu Leu Ala Asn Phe His 
305 310 315 320 

Gly Gin Val Ala Met Leu His Asp Glu Met Gin Arg Phe Arg Gin Ala 
325 330 335 
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Ser val Asn Gly lie Ala Asn Lys Gly Lys Lys Asp Ser Gly Pro Asp 
340 345 350 

Ala Gly Asp Glu Met Thr Leu Phe Lys Leu Leu Ala Trp Tyr lie Lys 
355 360 365 

Pro Leu His Arg Met Gin Trp Leu Thr Lys lie Ala Asp Ala Cys Gin 
370 375 380 

Val Lys Lys Gly Gly Asp Leu Ala Ser Thr Val Tyr Asp Phe Leu Asp 
385 390 395 400 

Asn Gly Asn Asp Met val Asn Lys Leu Val Glu Asp Leu Leu Thr Ala 
405 410 415 

lie Cys Gly Pro Leu val Arg Met lie Ser Lys Trp lie Leu Glu Gly 
420 425 430 

Gly lie Ser Asp Met His Arg Glu Phe Phe Val Lys Ser lie Lys Asp 
435 440 445 

Val Gly val Asp Arg Leu Trp His Asp Lys Phe Arg Leu Arg Leu Pro 
450 ~ 455 460 

Met Leu Pro Lys Phe val Pro Met Asp Met Ala Asn Lys lie Leu Met 
465 470 475 480 

Thr Gly Lys Ser He Asn Phe Leu Arg Glu lie Cys Glu Glu Gin Gly 
485 490 495 

Met Met Lys Glu Arg Asp Glu Leu Met Lys Val Met Glu ser Ser Ala 
500 ~ 505 510 

ser Gin lie Phe Ser Tyr Thr Pro Asp Thr Ser Trp His Ala Ala Val 
515 520 525 

Glu Thr Cys Tyr Gin Gin Thr Ser Lys His val Leu Asp lie Met val 
530 535 540 

Gly Pro His Lys Leu Leu Asp His Leu His Gly Met Arg Arg Tyr Leu 
545 550 555 " 560 

Leu Leu Gly Gin Gly Asp Phe lie Ser lie Leu lie Glu Asn Met Lys 
565 570 575 

Asn Glu Leu Glu Arg Pro Gly Leu Asp lie Tyr Ala Asn Asp Leu Thr 
580 585 590 
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Ser Met Leu Asp Ser Ala Leu Arg cys Thr Asn Ala Gin Tyr Asp Asp 
595 600 605 

Pro Asp lie Leu Asn His Leu Asp val lie Val Gin Arg Pro Phe Asn 
610 615 620 

Gly Asp lie Gly Trp Asn lie lie Ser Leu Gin Tyr lie Val His Gly 
625 630 635 640 

Pro Leu Ala Ala Met Leu Glu Ser Thr Met Pro Thr Tyr Lys val Leu 
645 650 655 

Phe Lys Pro Leu Trp Arg Met Lys His Met Glu Phe Val Leu Ser Met 
660 " 665 670 

Lys lie Trp Lys Glu Gin Met Gly Asn Ala Lys Ala Leu Arg Thr Met 
675 680 685 

Lys Ser Glu lie Gly Lys Ala Ser His Arg Leu Asn Leu Phe Thr Ser 
690 695 700 

Glu lie Met His Phe lie His Gin Met Gin Tyr Tyr Val Leu Phe Glu 
705 710 715 720 

val lie Glu Cys Asn Trp val Glu Leu Gin Lys Lys Met Gin Lys Ala 
725 730 735 

Thr Thr Leu Asp Glu lie Leu Glu Ala His Glu Lys Phe Leu Gin Thr 
740 745 750 

lie Leu val Gly Cys Phe val Ser Asn Lys Ala Ser val Glu His Ser 
755 760 765 

Leu Glu Val val Tyr Glu Asn lie lie Glu Leu Glu Lys Trp Gin Ser 
770 775 780 

Ser Phe Tyr Lys Asp Cys Phe Lys Glu Leu Asn Ala Arg Lys Glu Leu 
785 ' 790 795 800 

Ser Lys lie Val Glu Lys Ser Glu Lys Lys Gly Val Tyr Gly Leu Thr 
805 810 815 

Asn Lys Met lie Leu Gin Arg Asp Gin Glu Ala Lys lie Phe Ala Glu 
820 825 830 

Lys Met Asp lie Ala Cys Arg Gly Leu Glu val lie Ala Thr Asp Tyr 
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835 840 ~* 845 

Glu Lys Ala Val Ser Thr Phe Leu Met Ser Leu Asn Ser Ser Asp Asp 
850 855 860 

Pro Asn Leu Gin Leu Phe Gly Thr Arg Leu Asp Phe Asn Glu Tyr Tyr 
865 870 * 875 880 

Lys Lys Arg Asp Thr Asn Leu Ser Lys Pro Leu Thr Phe Glu His Met 
885 890 895 

Arg Met Ser Asn val Phe Ala val Asn ser Arg Phe val lie Cys Thr 
900 905 ~ 910 

Pro Ser Thr Gin Glu 
915 

<210> 199 

<211> 3795 

<212> DNA 

<213> Homo sapiens 



<400> 199 
caggaagggc 


gcgggccgcg 


gtccctgcgc 


gtgcggcggc 


agtggcggct 


ctgcccggac 


60 


caccgtgcac 


ggctccgggc 


gaggatggcg 


accccggacc 


agaagtcgcc 


gaacgttctg 


120 


ctgcagaacc 


tgtgctgcag 


gatcctgggc 


aggagcgaag 


ctgatgtagc 


ccagcagttc 


180 


cagtatgctg 


tgcgggtgat 


tggcagcaac 


ttcgccccaa 


ctgttgaaag 


agatgaattt 


240 


ttagtagctg 


aaaaaatcaa 


gaaagagctt 


attcgacaac 


gaagagaagc 


agatgctgca 


300 


ttattttcag 


aactccacag 


aaaacttcat 


tcacagggag 


ttttgaaaaa 


taaatggtca 


360 


atactctacc 


tcttgctgag 


cctcagtgag 


gacccacgca 


ggcagccaag 


caaggtttct 


420 


agctatgcta 


cgttatttgc 


tcaggcctta 


ccaagagatg 


cccactcaac 


cccttactac 


480 


tatgccaggc 


ctcagaccct 


tcccctgagc 


taccaagatc 


ggagtgccca 


gtcagcccag 


540 


agctccggca 


gcgtgggcag 


cagtggcatc 


agcagcattg 


gcctgtgtgc 


cctcagtggc 


600 


cccgcgcctg 


cgccacaatc 


tctcctccca 


ggacagtcta 


atcaagctcc 


aggagtagga 


660 


gattgccttc 


gacagcagtt 


ggggtcacga 


ctcgcatgga 


ctttaactgc 


aaatcagcct 


720 


tcttcacaag 


ccactacctc 


aaaaggtgtc 


cccagtgctg 


tgtctcgcaa 


catgacaagg 


780 


tccaggagag 


aaggggatac 


gggtggtact 


atggaaatta 


cagaagcagc 


tctggtaagg 


840 


gacattttgt 


acgtctttca 


gggcatagat 


ggcaaaaaca 


tcaaaatgaa 


caacactgaa 


900 
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Sequence listing 


as filedl.txt 




aattgttaca 


aagtagaagg 


aaaggcaaat 


ctaagtaggt 


ctttgagaga 


cacagcagtc 


960 


aggctttctg 


agttgggatg 


gttgcataat 


aaaatcagaa 


gatacacgga 


ccagaggagc 


1020 


ctggaccgct 


cattcggact 


cgtcgggcag 


agcttttgtg 


ctgccttgca 


ccaggaactc 


1080 


agagaatact 


atcgattgct 


ctctgtttta 


cattctcagc 


tacaactaga 


ggatgaccag 


1140 


qqtqtqaatt 


tqqqacttga 


gagtagttta 


acacttcggc 


gcctcctggt 


ttggacctat 


1200 


gatcccaaaa 


tacgactgaa 


gacccttgcg 


gccctagtgg 


accactgcca 


aggaaggaaa 


1260 


qqaqqtqaqc 


tggcctcagc 


tgtccacgcc 


tacacaaaaa 


caggagaccc 


gtacatgcgg 


1320 


tctctggtgc 


agcacatcct 


cagcctcgtg 


tctcatcctg 


ttttgagctt 


cctgtaccgc 


1380 


tggatatatg 


atqqqqaqct 


tgaggacact 


taccacgaat 


tttttgtagc 


atcagatcca 


1440 


acagttaaaa 


cagatcgact 


gtggcacgac 


aagtatactt 


tgaggaaatc 


gatgattcct 


1500 


tcgtttatga 


cgatggatca 


gtctaggaag 


gtccttttga 


taggaaaatc 


aataaatttc 


1560 


ttgcaccaag 


tttgtcatga 


tcagactccc 


actacaaaga 


tgatagctgt 


gaccaagtct 


1620 


gcagagtcac 


cccaggacgc 


tgcagaccta 


ttcacagact 


tggaaaatgc 


atttcagggg 


1680 


aagattgatg 


ctgcttattt 


tgagaccagc 


aaatacctgt 


tggatgttct 


caataaaaag 


1740 


tacagcttgc 


tggaccacat 


gcaggcaatg 


aggcggtacc 


tgcttcttgg 


tcaaggagac 


1800 


tttataaggc 


acttaatgga 


cttgctaaaa 


ccagaacttg 


tccgtccagc 


tacgactttg 


1860 


tatcagcata 


acttgactgg 


aattctagaa 


accgctgtca 


gagccaccaa 


cgcacagttt 


1920 


gacagtcctg 


agatcctgcg 


aaggctggac 


gtgcggctgc 


tggaggtctc 


tccaggtgac 


1980 


actqqatqqq 


atgtcttcag 


cctcgattat 


catgttgacg 


gaccaattgc 


aactgtgttt 


2040 


actcgagaat 


gtatgagcca 


ctacctaaga 


gtatttaact 


tcctctggag 


ggcgaagcgg 


2100 


atggaataca 


tcctcactga 


catacggaag 


ggacacatgt 


gcaatgcaaa 


gctcctgaga 


2160 


aacatgccag 


agttctccgg 


ggtgctgcac 


cagtgtcaca 


ttttggcctc 


tgagatggtc 


2220 


catttcattc 


atcagatgca 


gtattacatc 


acatttgagg 


tgcttgaatg 


ttcttgggat 


2280 


gagctttgga 


acaaagtcca 


gcaggcccag 


gatttggatc 


acatcattgc 


tgcacacgag 


2340 


gtgttcttag 


acaccatcat 


ctcccgctgc 


ctgctggaca 


gtgactccag 


ggcactttta 


2400 


aatcaactta 


gagctgtqtt 

ZJ ZJ ZJ ZJ 


tgatcaaatt 


attgaacttc 


agaatgctca 


agatgcaata 


2460 


tacagagctg 


ctctggaaga 


attacaaaaa 

U I- \. V» U M U M U 


caattacaat 




aaaaaaacaa 


2520 


cgtgaaattg 


agggccagtg 


gggagtgacg 


gcagcagagg 


aagaggagga 


aaataagagg 


iron 


attggagaat 


ttaaagaatc 


tataccaaaa 


atgtgctcac 


agttgcgaat 


attgacccat 


2640 


ttctaccagg 


gtatcgtgca 


gcagtttttg 


gtgttactga 


cgaccagctc 


tgacgagagt 


2700 


cttcggtttc 


ttagcttcag 


gctggacttc 


aacgagcatt 


acaaagccag 


ggagcccagg 


2760 
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ctccgtgtgt 


ctctgggtac 


Sequence listing 
cagggggcgg cgcagctccc 


as filedl.txt 
acacgtgaag ctcgcggtcc 


2820 


tcccagggag 


ctgcgggtga 


tgttcgttgc 


actgctagac 


acgaaattcc 


cattgacgtc 


2880 


ctgcaggaac 


tgcatgctgc 


aggtgtcctg 


cccttccgcc 


cacgagtgcg 


ccatgtttca 


2940 


gcggagcggc 

ZJ — ' ZJ ZJ ZJ ZJ 


gtgtgggaga 


agccacgtcg 


tgtttcacat 


gtcggagtcg 


aatgcatttg 


3000 


taaatcccta 


agtcaagtag 


gctggctgca 


ctgttcacat 


ttgtctctaa 


aagtcttcat 


3060 


cgctaaaaga 


taccataatt 


tgctgaggct 


tcttaagctt 


tctatgttat 


aatttatatt 


3120 


tgtcacttta 


aaaaatccat 


ttcttttaga 


aaaaattagg 


gtgataggat 


attcattagt 


3180 


taagatggta 


acgtcattgc 


tattttttta 


acatcctctt 


tagaggtaat 


ttttgttaac 


3240 


ataaccaaaa 


attaaattga 


aacaaaatgt 


cccaactaag 


aaaatatata 


gagcatttta 


3300 


ttttttttta 


gtgttgtaaa 


atattaacct 


ctgtgagatc 


ctttgtatct 


taatgcatta 


3360 


cctttacaca 


tatttattct 


tattttctct 


cctttcagag 


tttacatttt 


tatatttaat 


3420 


ttactatttc 


agatttttaa 


aatagtatag 


aaaaaagtag 


gagtgataga 


gaacaaaaat 


3480 


actcttatac 


agtgcaaccc 


aaataccgcg 


aatgcatcag 


ctaaagcagc 


gtgtaaatag 


3540 


gagtgatgag 

ZJ ZJ ZJ ZJ ZJ 


aaagttaatg 


gagtatttta 


ttttcaaagt 


tcctgataag 


cattggaaag 


3600 


aaatcgacat 


ggataatgaa 


gatttccttt 


ttccttgcct 


attttttcat 


tgtaaatatt 


3660 


tatatactac 


tgaccaagat 


gttggggtgg 


gggggattgt 


tttttgtaaa 


aatgtcatta 


3720 


tcaggtcaca 


taaatctgcc 


tttatgttgc 


ataagtgaaa 


atttagaaaa 


ttaaaagcaa 


3780 


ttatctttca 


aaaaa 










3795 



<210> 200 

<211> 907 

<212> PRT 

<213> Homo sapiens 



<400> 200 

Met Ala Thr Pro Asp Gin Lys Ser Pro Asn val Leu Leu Gin Asn Leu 
1 5 10 15 

Cys Cys Arg lie Leu Gly Arg Ser Glu Ala Asp val Ala Gin Gin Phe 
20 25 30 

Gin Tyr Ala val Arg val lie Gly Ser Asn Phe Ala Pro Thr val Glu 
35 40 45 

Arg Asp Glu Phe Leu val Ala Glu Lys lie Lys Lys Glu Leu lie Arg 
50 55 60 
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Gin Arg Arg Glu Ala Asp Ala Ala Leu Phe Ser Glu Leu His Arg Lys 
65 70 75 80 

Leu His Ser Gin Gly val Leu Lys Asn Lys Trp ser lie Leu Tyr Leu 
85 90 95 

Leu Leu Ser Leu Ser Glu Asp Pro Arg Arg Gin Pro Ser Lys Val Ser 
100 105 ~ 110 

Ser Tyr Ala Thr Leu Phe Ala Gin Ala Leu Pro Arg Asp Ala His Ser 
115 120 125 

Thr Pro Tyr Tyr Tyr Ala Arg Pro Gin Thr Leu Pro Leu Ser Tyr Gin 
130 * 135 140 

Asp Arg Ser Ala Gin Ser Ala Gin Ser ser Gly Ser val Gly Ser Ser 
145 150 155 160 

Gly lie Ser Ser lie Gly Leu Cys Ala Leu Ser Gly Pro Ala Pro Ala 
165 170 175 

Pro Gin ser Leu Leu Pro Gly Gin Ser Asn Gin Ala Pro Gly Val Gly 
180 185 190 

Asp Cys Leu Arg Gin Gin Leu Gly Ser Arg Leu Ala Trp Thr Leu Thr 
195 200 205 

Ala Asn Gin Pro Ser Ser Gin Ala Thr Thr Ser Lys Gly Val Pro ser 
210 215 220 

Ala Val Ser Arg Asn Met Thr Arg Ser Arg Arg Glu Gly Asp Thr Gly 
225 230 235 240 

Gly Thr Met Glu lie Thr Glu Ala Ala Leu Val Arg Asp lie Leu Tyr 
245 250 255 

Val Phe Gin Gly lie Asp Gly Lys Asn lie Lys Met Asn Asn Thr Glu 
260 265 270 

Asn Cys Tyr Lys val Glu Gly Lys Ala Asn Leu Ser Arg Ser Leu Arg 
275 280 285 

Asp Thr Ala val Arg Leu Ser Glu Leu Gly Trp Leu His Asn Lys lie 
290 295 300 

Arg Arg Tyr Thr Asp Gin Arg Ser Leu Asp Arg Ser Phe Gly Leu val 
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Sequence listing as filedl.txt 
305 310 315 320 

Gly Gin Ser Phe Cys Ala Ala Leu His Gin Glu Leu Arg Glu Tyr Tyr 
325 330 335 

Arg Leu Leu Ser Val Leu His Ser Gin Leu Gin Leu Glu Asp Asp Gin 
340 345 350 

Gly val Asn Leu Gly Leu Glu Ser Ser Leu Thr Leu Arg Arg Leu Leu 
355 360 365 

val Trp Thr Tyr Asp Pro Lys lie Arg Leu Lys Thr Leu Ala Ala Leu 
370 375 ~ 380 

val Asp His Cys Gin Gly Arg Lys Gly Gly Glu Leu Ala Ser Ala Val 
385 390 395 400 

His Ala Tyr Thr Lys Thr Gly Asp Pro Tyr Met Arg Ser Leu Val Gin 
405 * 410 415 

His lie Leu Ser Leu Val Ser His Pro val Leu Ser Phe Leu Tyr Arg 
420 425 430 

Trp lie Tyr Asp Gly Glu Leu Glu Asp Thr Tyr His Glu Phe Phe val 
435 440 445 

Ala Ser Asp Pro Thr Val Lys Thr Asp Arg Leu Trp His Asp Lys Tyr 
450 455 ~ 460 

Thr Leu Arg Lys Ser Met lie Pro Ser Phe Met Thr Met Asp Gin Ser 
465 470 475 480 

Arg Lys val Leu Leu lie Gly Lys Ser lie Asn Phe Leu His Gin Val 
485 490 495 

Cys His Asp Gin Thr Pro Thr Thr Lys Met lie Ala Val Thr Lys Ser 
500 505 510 

Ala Glu Ser Pro Gin Asp Ala Ala Asp Leu Phe Thr Asp Leu Glu Asn 
515 520 525 

Ala Phe Gin Gly Lys lie Asp Ala Ala Tyr Phe Glu Thr ser Lys Tyr 
530 535 540 

Leu Leu Asp Val Leu Asn Lys Lys Tyr Ser Leu Leu Asp His Met Gin 
545 550 555 560 
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Ala Met Arg Arg Tyr Leu Leu Leu Gly Gin Gly Asp Phe lie Arg His 
565 570 575 

Leu Met Asp Leu Leu Lys Pro Glu Leu Val Arg Pro Ala Thr Thr Leu 
580 585 590 

Tyr Gin His Asn Leu Thr Gly lie Leu Glu Thr Ala val Arg Ala Thr 
595 600 605 

Asn Ala Gin Phe Asp Ser Pro Glu He Leu Arg Arg Leu Asp val Arg 
610 615 620 

Leu Leu Glu val Ser Pro Gly Asp Thr Gly Trp Asp val Phe Ser Leu 
625 630 635 640 

Asp Tyr His Val Asp Gly Pro lie Ala Thr Val Phe Thr Arg Glu Cys 
645 650 655 

Met Ser His Tyr Leu Arg Val Phe Asn Phe Leu Trp Arg Ala Lys Arg 
660 ^ 665 670 

Met Glu Tyr lie Leu Thr Asp lie Arg Lys Gly His Met Cys Asn Ala 
675 680 685 

Lys Leu Leu Arg Asn Met Pro Glu Phe Ser Gly val Leu His Gin Cys 
690 695 700 

His lie Leu Ala Ser Glu Met Val His Phe lie His Gin Met Gin Tyr 
705 710 715 720 

Tyr lie Thr Phe Glu Val Leu Glu Cys Ser Trp Asp Glu Leu Trp Asn 
725 730 735 

Lys Val Gin Gin Ala Gin Asp Leu Asp His lie lie Ala Ala His Glu 
740 745 750 

val Phe Leu Asp Thr lie lie ser Arg Cys Leu Leu Asp Ser Asp ser 
755 760 " 765 

Arg Ala Leu Leu Asn Gin Leu Arg Ala val Phe Asp Gin lie lie Glu 
770 775 780 

Leu Gin Asn Ala Gin Asp Ala lie Tyr Arg Ala Ala Leu Glu Glu Leu 
785 790 795 800 

Gin Arg Arg Leu Gin Phe Glu Glu Lys Lys Lys Gin Arg Glu lie Glu 
805 810 ** 815 
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Gly Gin Trp Gly val Thr Ala Ala Glu Glu Glu Glu Glu Asn Lys Arg 
820 825 830 

lie Gly Glu Phe Lys Glu Ser lie Pro Lys Met Cys Ser Gin Leu Arg 
835 840 845 

lie Leu Thr His Phe Tyr Gin Gly lie Val Gin Gin Phe Leu Val Leu 
850 855 860 

Leu Thr Thr Ser Ser Asp Glu Ser Leu Arg Phe Leu Ser Phe Arg Leu 
865 870 875 880 

Asp Phe Asn Glu His Tyr Lys Ala Arg Glu Pro Arg Leu Arg val Ser 



Leu Gly Thr Arg Gly Arg Arg Ser Ser His Thr 
900 ~ 905 

<210> 201 
<211> 761 
<212> DNA 

<213> Drosophila melanogaster 
<400> 201 

atggagccag ccgaaagtcc agaaaaatta atgaaattcg tacgccgcag tgacgtactg 60 
gaatacgtgg gcaacacgag tgccgtcgat ctatcgagcg gtgatctctc cgacatcgat 120 
ctcaaggacg tgccggccca actggaggcc actttgaaac cgcgtcgcta tgaagcaagc 180 
actttgttta acattgacct ggacgatatc tgggatccta gctgtcagga ggacgaggtg 240 
cagcagtaca aggagcgcgc ccagaaggag cagcaaaagt tcttcgactt tgtaatgcat 300 
gcggcactgg acacggacaa tcgcaaggtt agcttcaagc caaacaagga gcagcagcgt 360 
tacctagatc agggacccaa tttgcaaaac ttcgtgcgaa gctcgttggc tttcacaaac 420 
gcggccatcc gatttcaggc ggagcacgag gacatgatgg agctgcagtg caatatggac 480 
gatcactacc tattcatgcg gaacaccatg atcaacaacg ctatacacca gaatatggcc 540 
aaccaacggt gaccctaagc tatgcataaa tatacatatg tgaattgtag atattgataa 600 
attaaattaa gactcagaga ttgtaagacg gtttgctttt ggcttataca gtataattcg 660 
cttagctgcc tcgagtactt tgcacaatgc ctcgatgcag gtaacttaaa aatgcagcta 720 
acttaatttt tttttttcta ttttctattt tctattcaca c 761 
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<210> 202 
<211> 183 
<212> PRT 

<213> Drosophila melanogaster 
<400> 202 

Met 61 u Pro Ala Glu ser Pro Glu Lys Leu Met Lys Phe val Arg Arg 
15 10 15 

Ser Asp val Leu Glu Tyr val Gly Asn Thr ser Ala val Asp Leu Ser 
20 25 30 

Ser Gly Asp Leu ser Asp lie Asp Leu Lys Asp val Pro Ala Gin Leu 
35 40 45 

Glu Ala Thr Leu Lys Pro Arg Arg Tyr Glu Ala Ser Thr Leu Phe Asn 
50 55 60 

lie Asp Leu Asp Asp lie Trp Asp Pro Ser Cys Gin Glu Asp Glu val 
65 70 75 80 

Gin Gin Tyr Lys Glu Arg Ala Gin Lys Glu Gin Gin Lys Phe Phe Asp 
85 ~ 90 95 

Phe val Met His Ala Ala Leu Asp Thr Asp Asn Arg Lys val Ser Phe 
100 105 110 

Lys Pro Asn Lys Glu Gin Gin Arg Tyr Leu Asp Gin Gly Pro Asn Leu 
115 120 125 

Gin Asn Phe Val Arg Ser Ser Leu Ala Phe Thr Asn Ala Ala lie Arg 
130 135 140 

Phe Gin Ala Glu His Glu Asp Met Met Glu Leu Gin cys Asn Met Asp 
145 150 155 160 

Asp His Tyr Leu Phe Met Arg Asn Thr Met lie Asn Asn Ala lie His 
165 170 175 

Gin Asn Met Ala Asn Gin Arg 
180 

<210> 203 
<2U> 723 
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<212> DNA 

<213> Drosophila melanogaster 



<400> 203 

atgatttatg cgatcgtgat acacatactg tcccttctgg tgggctgttt ctatccagca 60 

ttcgcgtcct acaagatcct gaaaagtcag aattgtagcg tcaatgatct tcgcggatgg 120 

ttaatctact ggattgccta tggagtttat gtggcctttg attatttcac agcgggtctg 180 

ctggcattta ttccattgct aagtgagttc aaggtgcttc tcctgttctg gatgttgccc 240 

tctgtgggcg gcggcagtga ggtgatctac gaggagttcc tgcgatcctt tagctgtaac 300 

gaatccttcg accaggtcct gggacgtatc accttggaat ggggcgaatt ggtgtggcaa 360 

caagtttgct ccgttcttag ccatttgatg gttttggcag atcgctatct cctgcccagc 420 

ggtcatcgtc ctgccctcca aataacgccc agcatcgagg atctggtcaa cgatgccata 480 

gccaaaaggc agttggaaga gaagcggaaa cagatgggta acttatctga taccatcaac 540 

gaggttttgg gagaaaatat cgatttaaat atggatctgc tgcacggatc cgaatctgat 600 

ttattggtta ttaaggagcc tatttccaag cccaaggaga gaccaatacc gccgccgaag 660 

ccaatgcgtc agccatcatc aagcaaccag caagaaatga atctttcgtc gcagtttatg 720 

tga 723 

<210> 204 
<211> 240 
<212> PRT 

<213> Drosophila melanogaster 
<400> 204 

Met lie Tyr Ala lie val lie His lie Leu Ser Leu Leu val Gly Cys 

15 10 15 

Phe Tyr Pro Ala Phe Ala Ser Tyr Lys lie Leu Lys Ser Gin Asn Cys 



Ser Val Asn Asp Leu Arg Gly Trp Leu lie Tyr Trp lie Ala Tyr Gly 
35 40 45 

Val Tyr val Ala Phe Asp Tyr Phe Thr Ala Gly Leu Leu Ala Phe lie 
50 55 60 
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Pro Leu Leu Ser Glu Phe Lys val Leu Leu Leu Phe Trp Met Leu Pro 
65 70 75 80 

Ser val Gly Gly Gly Ser Glu val lie Tyr Glu Glu Phe Leu Arg Ser 
85 90 95 

Phe Ser Cys Asn Glu Ser Phe Asp Gin Val Leu Gly Arg lie Thr Leu 
100 105 110 

Glu Trp Gly Glu Leu val Trp Gin Gin val Cys Ser val Leu Ser His 
115 120 125 

Leu Met Val Leu Ala Asp Arg Tyr Leu Leu Pro Ser Gly His Arg Pro 
130 135 140 

Ala Leu Gin lie Thr Pro Ser lie Glu Asp Leu val Asn Asp Ala lie 
145 150 155 160 

Ala Lys Arg Gin Leu Glu Glu Lys Arg Lys Gin Met Gly Asn Leu Ser 
165 170 175 

Asp Thr lie Asn Glu Val Leu Gly Glu Asn lie Asp Leu Asn Met Asp 
180 185 190 

Leu Leu His Gly Ser Glu Ser Asp Leu Leu Val lie Lys Glu Pro lie 
195 200 205 

Ser Lys Pro Lys Glu Arg Pro lie Pro Pro Pro Lys Pro Met Arg Gin 
210 215 220 

Pro Ser ser ser Asn Gin Gin Glu Met Asn Leu Ser Ser Gin Phe Met 
225 230 235 240 

<210> 205 

<211> 3856 

<212> DNA 

<213> Homo sapiens 

<400> 205 

aacgccgggc agggcggcgg gcgcgctcag tctggcggcg gctgccgtga gctgactgac 60 

gttccgggaa cgccgcagca gcccgcgccg cccgcagcct agccgagccg cgccgcccgg 120 

gcctcgcccg cccgcctgcc cgccatggtg tcatggatca tctccaggct ggtggtgctt 180 

atatttggca ccctttaccc tgcgtattat tcctacaagg ctgtgaaatc aaaggacatt 240 
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aaggaatatg 


tcaaatggat 


Sequence listing 
gatgtactgg attatatttg 


as filedl.txt 
cacttttcac cacagcagag 


300 


acattcacag 


acatcttcct 


ttgttggttt 


ccattctatt 


atgaactaaa 


aatagcattt 


360 


gtagcctggc 


tgctgtctcc 


ctacacaaaa 


ggctccagcc 


tcctgtacag 


gaagtttgta 


420 


catcccacac 


tatcttcaaa 


agaaaaggaa 


atcgatgatt 


gtctggtcca 


agcaaaagac 


480 


cgaagttacg 


atgcccttgt 


gcacttcggg 


aagcggggct 


tgaacgtggc 


cgccacagcg 


540 


gctgtgatgg 


ctgcttccaa 


gggacagggt 


gccttatcgg 


agagactgcg 


gagcttcagc 


600 


atgcaggacc 


tcaccaccat 


caggggagac 


ggcgcccctg 


ctccctcggg 


ccccccacca 


660 


ccggggtctg 

ZJ ZJ ZJ ZJ 7 


ggcgggccag 

ZJ ZJ ZJ ZJ ZJ 3 


cggcaaacac 


ggccagccta 


agatgtccag 


gagtgcttct 


720 


qaqaqcqcta 

Zj Zj ZJ ZJ 


gcagctcagg 


caccgcctag 


aatccttcga 


tctcgcttca 


ggaagaaaag 


780 


tacctcatcc 


tcggccaccg 


aaaccacgtg 


agtgagatga 


gccaacagca 


ccggatccac 


840 


agaatgtttc 

ZJ ZJ 


ttctctgcct 


taaagagcta 


ttcactaata 


acatagaaat 


ccgcaagctg 


900 


ggtgtgcttt 


gagtgtgcag 


cctcacaaac 


atggcctttt 


ctctctcccc 


ttccactttt 


960 


aaggatttat 


ttttttcccc 


cttttcttta 


ttttgctggg 


gagaggctaa 


agggaaaggt 


1020 


aqtaggggcg 

ZJ ZJ ZJ ZJ ZJ ZJ 


ggggtggtga 

ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


cctttaagtc 


ttctgaggtt 


ggtaattttc 


cacaattgga 


1080 


ttgtcattat 


agacagcagt 


gtgtttttta 


gaaagataag 


agaatcaccc 


ctatgctgct 


1140 


gagatgtaca 


tttgtaattt 


atctgttgca 


tacttagttt 


ttagtcctgt 


aaatgcaaac 


1200 


acagcatttt 


ttacaacttt 


ctttgttctt 


ggtacttata 


ctttgaacta 


tgatgtacat 


1260 


atttatggct 


tttggctttt 


aatataatgg 


acttgcaagg 


gctgccagag 


gttctgatat 


1320 


gtaagaaaac 


tgcaaaaaca 


aatatagaca 


aatattttga 


ttctagagaa 


cgtctcagat 


1380 


gtgcttataa 


agcttccaaa 


tacaactcca 


gtaagacatc 


cctttccctg 


caggagtgtg 


1440 


gtctatattc 


tttagatagt 


tgtttagtca 


aaagaccaga 


caagttacaa 


actaagagaa 


1500 


acaatatttc 


acaacacagt 


aaagtgtgat 


gagaggtcag 


gggaacatcc 


cagtaaaaga 


1560 


gaagagtcac 


aggaagctca 

ZJ ZJ ZJ 


tctcctccct 


ggattctgga 


ttaggagctt 


ctgaatcttt 


1620 


tccagggata 


ggcaqgtagc 

ZJ ZJ ZJ ZJ ZJ 


tcactcttgg 


tgcaatttct 


tgaggatggg 


aacatgtaga 


1680 


gctgctggaa 


ggagtaattc 


tgtgcttgac 


aaaggacgat 


ttctccttta 


tcgtgaccag 


1740 


tgctgccgat 


ttcctgacag 


aggagcttac 


actctgagca 


ccttgtttta 


gcgaactcta 


1800 


gcaaaacttg 


tttagcttag 


caaaaacaaa 


cacacaaaaa 


actgagaact 


ctgctgtttc 


1860 


agatatgcca 


taacatacat 


ctgaaacaca 


tgtgtaacaa 


tcaaaatggt 


gggctctaga 


1920 


a i_gg l l L tgg 


agcxcgagaL 


cttcatgggt 


tagacttgct 


ggtcagaccc 


aggagcacct 




gtggctcaca 


ccttctgttc 


ccctcctggc 


ctgtgcagaa 


tgtaaacagc 


agactcatac 


2040 


tcaatgggca 


ctacaggcct 


tatcagacgt 


tttatacaag 


cctggattgc 


ttagtagggg 


2100 


aataaggcat 


tctctgaggg 


ggctttccac 


ttagattgag 


aattttattt 


gaaaagaatc 


2160 
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Sequence listing 


as filedl.txt 




tggtttaaat 


ggcattgtgg 


tccgaggtag ctgctctccc 


cactgagagc 


tgagccgaaa 


2220 


tataagaata 


atatatttgt 


gcttcgagtt ggtgtttctt 


tcagtgtaat 


gcatgcagtg 


2280 


gtcacaaccc 


agttactcat 


aatatttgga ttgtatttgt 


tcgtagatat 


gcccagaaga 


2340 


ctagagaatt 


agtgttatat 


accatataga acttactgtc 


agtcaactat 


aaacaggccc 


2400 


aattaaaaac 


tgttccatta 


ctacgcaaac acatattaga 


ggcctttgct 


gatgacacat 


2460 


tagctggatc 


ttagccaccc 


cagaaagggt ttgatttgaa 


gctgattgtt 


gccagatatg 


2520 


catattggaa 


tcccatctac 


ccatagttcc tctgaaggtg 


attttgtaat 


ttgcaaaagg 


2580 


gtataggaaa 


atatacctaa 


aagcgaattt gtggctgaga 

ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


ggataaacag 


aagctgtttg 


2640 


ctcatgttct 


gtgccccaca 


cccaccaata cctaaatctg 


ttaaggaaga 


cagaaaatgt 


2700 


tttctttgtg 


ctcattgagt 


agttccagac agaagaagaa 


tatactcttt 


aaaatgtatt 


2760 


tacctgttag 


ttggaagtac 


ccagaattat cagaaacgaa 


tgcaaaaaaa 


aaaaaaaaaa 


2820 


aaaaaagctt 


acacagcttc 


ttagcaattt tttttttttt 


tgccgaaaca 


ataaattgcc 


2880 


tttagcagca 


gtttaaaatc 


ctatcgtgaa caacctatat 


tttcgccatt 


ttacaatgga 


2940 


gagttgtgac 


aagtacaggt 


tatcaagttt gcacttaact 


atgccaaaaa 


aagtttgaag 


3000 


cgctctattc 


tcagacatgc 


tgtattatta cttctcattc 


aagattgaaa 


aatataaagg 


3060 


tatccaaact 


ctgtcttaat 


gtaaatgtaa ctatttttcc 


ttcaagtgtt 


gactagggag 


3120 


tcggtttctc 


tcttaaagac 


actcactgta caactgaaag 


cagctgtcat 


atttctggca 


3180 


aaatgtgttt 


acgtatctga 


caagttgtac atttgtgtat 


gaactgacat 


aaaatgtgaa 


3240 


agcctgtaag 


tgtacatgta 


gtggtgtggt gttctgtcta 


gaggatacaa 


ctgaatgttt 


3300 


ttaatttgct 


gacttacaga 


cacaggctgt ttacaaaatg 


ctagctggaa 


agtctgtaat 


3360 


gttcatgtca 


taacttttag 


ttaattgcca ttgagcacct 


gttctgagga 


ggtgagatgt 


3420 


ggacttgtgc 


ttataaactg 


gagagtttag tcataatccc 


tcctggcttt 


gtgtgaatag 


3480 


cttgctcact 


ttgctggcct 


ttgaaatgtg ttctccgtga 


taagctatcc 


atgtgtttgt 


3540 


gataagagtg 


cttgtcaacc 


atgaccatct ttgagccttc 


ctagtcctcc 


acctggcaca 


3600 


gtatttgaaa 


tggcaaagga 


tgtgcttcat cctctaacaa 


arantntara 
aLay l_y LaLa 




3660 


tgatattctg 


gattgtgact 


gtgcacattt cctctagttc 


atgtctgtag 


tccctataga 


3720 


atgatctgta 


ataaaatagt 


atactggact gtgcatcaaa 


gggatgtaaa 


attacagtat 


3780 


tccaaaggtt 


gaagttctgc 


tgttttgtta taatgcctga 


tacacatctt 


gaataaagtc 


3840 


ttaacatttt 


tctttt 








3856 



<210> 206 
<211> 240 
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<212> PRT 

<213> Homo sapiens 

<400> 206 

Met lie Tyr Ala lie val lie His lie Leu Ser Leu Leu val Gly Cys 
15 10 15 

Phe Tyr Pro Ala Phe Ala Ser Tyr Lys lie Leu Lys Ser Gin Asn Cys 
20 25 30 

Ser val Asn Asp Leu Arg Gly Trp Leu lie Tyr Trp lie Ala Tyr Gly 
35 ~ 40 45 

val Tyr Val Ala Phe Asp Tyr Phe Thr Ala Gly Leu Leu Ala Phe lie 
50 55 60 

Pro Leu Leu Ser Glu Phe Lys val Leu Leu Leu Phe Trp Met Leu Pro 
65 70 75 80 

Ser val Gly Gly Gly Ser Glu val lie Tyr Glu Glu Phe Leu Arg Ser 
85 90 95 

Phe Ser Cys Asn Glu Ser Phe Asp Gin val Leu Gly Arg lie Thr Leu 
100 105 110 

Glu Trp Gly Glu Leu val Trp Gin Gin val Cys Ser val Leu Ser His 
115 120 125 

Leu Met Val Leu Ala Asp Arg Tyr Leu Leu Pro Ser Gly His Arg Pro 
130 135 140 

Ala Leu Gin lie Thr Pro Ser lie Glu Asp Leu Val Asn Asp Ala lie 
145 150 155 160 

Ala Lys Arg Gin Leu Glu Glu Lys Arg Lys Gin Met Gly Asn Leu Ser 
165 170 175 

Asp Thr He Asn Glu val Leu Gly Glu Asn lie Asp Leu Asn Met Asp 
180 185 190 

Leu Leu His Gly Ser Glu Ser Asp Leu Leu Val lie Lys Glu Pro lie 
195 200 205 

Ser Lys Pro Lys Glu Arg Pro lie Pro Pro Pro Lys Pro Met Arg Gin 
210 215 220 
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Sequence listing 



as filedl.txt 



Pro Ser Ser Ser Asn Gin Gin Glu Met Asn Leu Ser Ser Gin Phe Met 
225 230 235 240 

<210> 207 

<211> 2838 

<212> DNA 

<213> Drosophila melanogaster 



<400> 207 
atgctgttca 


acaaatgtct 


ggaaaagttg 


tccagctcgc 


tgggcaatgt 


ggtcaatcac 


60 


aagctgcaag 


agaaacaagt 


ctacaacaac 


aacaatatca 


acaataacaa 


taacaatacg 


120 


ctaaacaaca 


acaatgccta 


caacaatcag 


cgaaactttg 


agtacgaaag 


agccatacag 


180 


gcgcactacg 


gaagcaaggg 


aagacgctcg 


gaggagcgcg 


aaaggagcgg 


caagttcaag 


240 


gccagcaagg 


gtcggaaagc 


aaaggtcacc 


ccaccaacgg 


agacacccga 


ggcccaggag 


300 


ccggcctgca 


agaactgtat 


gacccacgac 


gagctggccc 


agatcataaa 


gggcgtggcc 


360 


aagggcgctg 


acgcgcaacg 


taatcgagac 


aaccgactgc 


agcgcagacg 


tcgtcctctc 


420 


tccgcccaac 


cctccgccgc 


tgcctccgcc 


tccacatcga 


cggaatctct 


gcaccgtctt 


480 


acacccagcc 


cgcaggcttc 


ctacccggcc 


acgcccacct 


cctggacagc 


cacaccgccc 


540 


cagttcccag 


ccgccttcgg 


cggcgccagc 


tgctccaaca 


gcacactgtc 


cctcttggcc 


600 


accatgcgcg 


tccagctcca 


tggttacaca 


tggtttcatg 


gcaatctttc 


cggaaaggaa 


660 


gcggaaaaat 


tgatcctgga 


gcggggcaag 


aatggttcgt 


ttctcgtccg 


tgaatctcag 


720 


agcaagcctg 


gcgacttcgt 


cctttccgtg 


cgcacggacg 


acaaagtaac 


gcatgtcatg 


780 


attcgatggc 


aggacaagaa 


gtacgacgtc 


ggcggcgggg 


aatcctttgg 


caccttgtcg 


840 


gaactgatcg 


atcactacaa 


gcgtaatccc 


atggtggaga 


cgtgcggaac 


cgtggtgcat 


900 


ctgcgacagc 


cattcaacgc 


cacacgaatc 


acggcggccg 


gcatcaatgc 


ccgggtggaa 


960 


cagctggtca 


agggaggttt 


ctgggaggaa 


ttcgaatcgc 


tgcaacagga 


cagtcgggac 


1020 


acattctcgc 


gcaacgaggg 


ctacaaacag 


gagaaccgcc 


tcaagaatcg 


ctaccgcaac 


1080 


atattgccat 


acgaccacac 


gcgcgtcaag 


ctgctggacg 


tggagcatag 


cgtggccgga 


1140 


gccgagtaca 


tcaatgccaa 


ctacatacgg 


ctgcccaccg 


acggcgacct 


gtacaacatg 


1200 


agcagctcgt 


cggagagcct 


gaacagctcg 


gtgccctcgt 


gccccgcctg 


cacggctgcc 


1260 


cagacacagc 


ggaactgctc 


caactgccag 


ctgcaaaaca 


agacgtgcgt 


gcagtgcgcc 


1320 


gtgaagagcg 


ccattctgcc 


gtatagcaac 


tgtgccacct 


gcagccgcaa 


gtcagactcc 


1380 
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ctgagcaagc 


acaagcggag 


Sequence listing 
cgaatcctcg gcctcttcat 


as filedl.txt 
cgccctcctc cggctctggg 


1440 


tccggaccag 


gatcgtcggg 


caccagcgga 


gtgagcagcg 


tcaatggacc cggcacaccc 


1500 


accaatctca 


cgagcggcac 


agccggatgt 


ctggtcggcc 


tgctgaagag acactcgaac 


1560 


gactcgtccg 


gagctgtttc 


tatatcgatg 


gccgaacggg 


aacgcgagag ggagcgcgag 


1620 


atgtttaaga 


cctacatcgc 


cacccagggc 


tgtctgctca 


cccagcaagt gaacacggtg 


1680 


acggacttct 


ggaacatggt 


ctggcaggag 


aacacgcggg 


tgatcgtcat gaccaccaag 


1740 


gagtacgagc 


gcggcaaaga 


aaagtgcgcc 


cgctactggc 


cggacgaggg tagatcggag 


1800 


cagttcggcc 


acgcgcggat 


acagtgcgtc 


tcggagaact 


cgaccagtga ctatacgctg 


1860 


cgcgagttcc 


tcgtctcgtg 


gcgggatcag 


ccggcgcgcc 


ggatctttca ctaccatttc 


1920 


caggtgtggc 


cggatcacgg 


agtgcccgcc 


gatccgggct 


gtgtgctcaa cttcctgcaa 


1980 


gatgtcaaca 


cgcgtcagag 


tcacctggct 


caagcgggcg 


agaagccggg tccgatctgc 


2040 


gtgcactgct 


ctgcgggcat 


cggtcgcact 


ggcaccttta 


ttgtgatcga tatgattctc 


2100 


gatcagattg 


tgcgcaatgg 


attggatact 


gaaatcgaca 


tccagcgcac cattcagatg 


2160 


gtccgatcgc 


agcgttccgg 


tcttgtgcaa 


accgaggcgc 


aatacaagtt cgtctactat 


2220 


gcggtgcagc 


actatataca 


gaccctgatc 


gcccggaaac 


gagctgagga gcagagcctg 


2280 


caggttggcc 


gcgagtacac 


caatataaag 


tacacgggcg 


aaattggaaa cgattcacaa 


2340 


agatctccat 


taccaccagc 


aatttctagc 


ataagtttag 


ttccgagtaa gacgccactg 


2400 


acgccgacat 


cggcggattt 


gggcactggg 


atgggcctaa 


gcatgggcgt gggcatgggc 

ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


2460 


gtcggcaaca 


agcacgcatc 


gaagcagcag 


ccgccgttgc 


cggtggtcaa ctgcaacaat 

—/ ~J -J —/ ZJ 


2520 


aataacaacg 


gcattggcaa 


tagcggctgc 


agcaacggcg 


gcgggagcaq caccaccagc 

ZJ Zj Zj Zj Zj Zj Zj 


2580 


agcagcaacg 


gcagcagcaa 


cggtaacatc 


aacgccctac 


tgggcggcat cggcttgggg 


2640 


ctgggcggca 


auargcgcaa 


gtcgaacttt 


tacagcgact 


cgctgaagca gcaacagcag 




cgcgaggagc 


aggctccggc 


gggagcaggt 


aagatgcagc 


agccggcgcc gccgctgcga 


2760 


ccgcgtcctg 


gaatactcaa 


gttgctcacc 


agtcccgtca 


tctttcagca aaattcaaaa 


2820 


acattcccaa 


agacatga 








2838 



<210> 208 

<211> 945 

<212> PRT 

<213> Drosophila melanogaster 

<400> 208 
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Sequence listing as filedl.txt 
Met Leu Phe Asn Lys Cys Leu Glu Lys Leu Ser ser ser Leu Gly Asn 
15 10 15 

val val Asn His Lys Leu Gin Glu Lys Gin val Tyr Asn Asn Asn Asn 
20 25 30 

lie Asn Asn Asn Asn Asn Asn Thr Leu Asn Asn Asn Asn Ala Tyr Asn 
35 40 45 

Asn Gin Arg Asn Phe Glu Tyr Glu Arg Ala lie Gin Ala His Tyr Gly 
50 55 " 60 

Ser Lys Gly Arg Arg ser Glu Glu Arg Glu Arg ser Gly Lys Phe Lys 
65 70 75 80 

Ala Ser Lys Gly Arg Lys Ala Lys Val Thr Pro Pro Thr Glu Thr Pro 
85 90 95 

Glu Ala Gin Glu Pro Ala Cys Lys Asn Cys Met Thr His Asp Glu Leu 
100 105 110 

Ala Gin lie lie Lys Gly val Ala Lys Gly Ala Asp Ala Gin Arg Asn 
115 120 125 

Arg Asp Asn Arg Leu Gin Arg Arg Arg Arg Pro Leu Ser Ala Gin Pro 
130 ~ 135 ~ 140 

Ser Ala Ala Ala ser Ala Ser Thr Ser Thr Glu Ser Leu His Arg Leu 
145 150 155 160 

Thr Pro Ser Pro Gin Ala Ser Tyr Pro Ala Thr Pro Thr Ser Trp Thr 
165 170 175 

Ala Thr Pro Pro Gin phe Pro Ala Ala Phe Gly Gly Ala Ser Cys Ser 
180 185 190 

Asn Ser Thr Leu ser Leu Leu Ala Thr Met Arg val Gin Leu His Gly 
195 200 205 

Tyr Thr Trp Phe His Gly Asn Leu Ser Gly Lys Glu Ala Glu Lys Leu 
210 215 220 

lie Leu Glu Arg Gly Lys Asn Gly Ser Phe Leu val Arg Glu Ser Gin 
225 230 235 240 

Ser Lys Pro Gly Asp Phe val Leu Ser val Arg Thr Asp Asp Lys val 
245 250 255 
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Sequence listing as filedl.txt 

Thr His val Met lie Arg Trp Gin Asp Lys Lys Tyr Asp Val Gly Gly 
260 ~ 265 270 

Gly Glu Ser Phe Gly Thr Leu Ser Glu Leu lie Asp His Tyr Lys Arg 
275 280 285 

Asn Pro Met val Glu Thr Cys Gly Thr val val His Leu Arg Gin Pro 
290 295 300 

Phe Asn Ala Thr Arg lie Thr Ala Ala Gly lie Asn Ala Arg Val Glu 
305 310 315 320 

Gin Leu Val Lys Gly Gly Phe Trp Glu Glu Phe Glu Ser Leu Gin Gin 
325 330 335 

Asp Ser Arg Asp Thr Phe Ser Arg Asn Glu Gly Tyr Lys Gin Glu Asn 
340 345 350 

Arg Leu Lys Asn Arg Tyr Arg Asn lie Leu Pro Tyr Asp His Thr Arg 
355 360 365 

val Lys Leu Leu Asp Val Glu His Ser Val Ala Gly Ala Glu Tyr lie 
370 375 380 

Asn Ala Asn Tyr lie Arg Leu Pro Thr Asp Gly Asp Leu Tyr Asn Met 
385 390 395 400 

Ser Ser Ser Ser Glu Ser Leu Asn Ser ser Val Pro Ser Cys Pro Ala 
405 410 415 

Cys Thr Ala Ala Gin Thr Gin Arg Asn Cys Ser Asn Cys Gin Leu Gin 
420 425 430 

Asn Lys Thr Cys Val Gin Cys Ala Val Lys Ser Ala lie Leu Pro Tyr 
435 440 445 

Ser Asn Cys Ala Thr Cys Ser Arg Lys Ser Asp Ser Leu Ser Lys His 
450 455 " 460 

Lys Arg Ser Glu Ser ser Ala Ser Ser Ser Pro Ser Ser Gly Ser Gly 
465 ~ 470 475 480 

Ser Gly Pro Gly Ser Ser Gly Thr Ser Gly val Ser Ser Val Asn Gly 
485 490 495 

Pro Gly Thr Pro Thr Asn Leu Thr Ser Gly Thr Ala Gly Cys Leu Val 
500 505 510 
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Sequence listing as filedl.txt 

Gly Leu Leu Lys Arg His Ser Asn Asp Ser Ser Gly Ala val Ser lie 
515 520 525 

Ser Met Ala Glu Arg Glu Arg Glu Arg Glu Arg Glu Met Phe Lys Thr 
530 " 535 " 540 

Tyr lie Ala Thr Gin Gly Cys Leu Leu Thr Gin Gin val Asn Thr Val 
545 550 555 560 

Thr Asp Phe Trp Asn Met val Trp Gin Glu Asn Thr Arg val lie val 
565 570 575 

Met Thr Thr Lys Glu Tyr Glu Arg Gly Lys Glu Lys Cys Ala Arg Tyr 
580 585 590 

Trp Pro Asp Glu Gly Arg Ser Glu Gin Phe Gly His Ala Arg lie Gin 
595 600 605 

Cys Val Ser Glu Asn Ser Thr Ser Asp Tyr Thr Leu Arg Glu Phe Leu 
610 615 620 

Val Ser Trp Arg Asp Gin Pro Ala Arg Arg lie Phe His Tyr His Phe 
625 630 635 640 

Gin val Trp Pro Asp His Gly val Pro Ala Asp Pro Gly Cys val Leu 
645 650 655 

Asn Phe Leu Gin Asp Val Asn Thr Arg Gin Ser His Leu Ala Gin Ala 
660 665 670 

Gly Glu Lys Pro Gly Pro lie Cys val His Cys Ser Ala Gly lie Gly 
675 680 685 

Arg Thr Gly Thr Phe lie Val lie Asp Met lie Leu Asp Gin He val 
690 695 700 

Arg Asn Gly Leu Asp Thr Glu lie Asp lie Gin Arg Thr lie Gin Met 
705 710 715 720 

val Arg Ser Gin Arg Ser Gly Leu val Gin Thr Glu Ala Gin Tyr Lys 
725 730 735 

Phe Val Tyr Tyr Ala Val Gin His Tyr lie Gin Thr Leu lie Ala Arg 
740 745 750 

Lys Arg Ala Glu Glu Gin Ser Leu Gin val Gly Arg Glu Tyr Thr Asn 
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Sequence listing as filedl.txt 
755 760 " 765 

lie Lys Tyr Thr Gly Glu lie Gly Asn Asp Ser Gin Arg ser Pro Leu 
770 775 780 

Pro Pro Ala lie Ser Ser lie Ser Leu val Pro Ser Lys Thr Pro Leu 
785 790 795 800 

Thr Pro Thr Ser Ala Asp Leu Gly Thr Gly Met Gly Leu Ser Met Gly 
805 810 815 

val Gly Met Gly val Gly Asn Lys His Ala Ser Lys Gin Gin Pro Pro 
820 825 830 

Leu Pro Val Val Asn Cys Asn Asn Asn Asn Asn Gly lie Gly Asn Ser 
835 840 845 

Gly Cys Ser Asn Gly Gly Gly Ser Ser Thr Thr Ser Ser Ser Asn Gly 
850 855 860 

Ser Ser Asn Gly Asn lie Asn Ala Leu Leu Gly Gly lie Gly Leu Gly 
865 870 875 880 

Leu Gly Gly Asn Met Arg Lys Ser Asn Phe Tyr Ser Asp Ser Leu Lys 
885 890 895 

Gin Gin Gin Gin Arg Glu Glu Gin Ala Pro Ala Gly Ala Gly Lys Met 
900 ~ 905 910 

Gin Gin Pro Ala Pro Pro Leu Arg Pro Arg Pro Gly lie Leu Lys Leu 
915 920 ~ 925 

Leu Thr Ser Pro val lie Phe Gin Gin Asn Ser Lys Thr Phe Pro Lys 
930 935 940 

Thr 
945 



<210> 209 

<211> 2677 

<212> DNA 

<213> Drosophila melanogaster 



<400> 209 

agtaaaaaaa tagttttttt tttgtatcca accaaccaac tgtaaaaata agtttaaaca 
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Sequence listing as filedl.txt 

aagcatctac tcataagttt catttttttc cgttaagtgt caacattatt tattttttaa 120 

gtgtgcattc aataagaaaa tgtcatcgcg aagatggttc cacccaacga tatctggcat 180 

cgaagctgag aaactgctgc aggagcaggg attcgacggc tccttcctcg cccgcctctc 240 

ctcctcgaat ccgggcgcct tcacgctctc cgtgcgccgc ggcaacgagg tgacccacat 300 

caaaatccaa aacaatggcg acttctttga tctctacggt ggtgaaaagt tcgccacact 360 

gccggaactg gtacaatact acatggagaa tggcgagcta aaggagaaga acggccaggc 420 

catcgaactc aagcagccgc tgatctgcgc cgagcccacc acggaaagat ggtttcatgg 480 

caatctttcc ggaaaggaag cggaaaaatt gatcctggag cggggcaaga atggttcgtt 540 

tctcgtccgt gaatctcaga gcaagcctgg cgacttcgtc ctttccgtgc gcacggacga 600 

caaagtaacg catgtcatga ttcgatggca ggacaagaag tacgacgtcg gcggcgggga 660 

atcctttggc accttgtcgg aactgatcga tcactacaag cgtaatccca tggtggagac 720 

gtgcggaacc gtggtgcatc tgcgacagcc attcaacgcc acacgaatca cggcggccgg 780 

catcaatgcc cgggtggaac agctggtcaa gggaggtttc tgggaggaat tcgaatcgct 840 

gcaacaggac agtcgggaca cattctcgcg caacgagggc tacaaacagg agaaccgcct 900 

caagaatcgc taccgcaaca tattgccata cgaccacacg cgcgtcaagc tgctggacgt 960 

ggagcatagc gtggccggag ccgagtacat caatgccaac tacatacggc tgcccaccga 1020 

cggcgacctg tacaacatga gcagctcgtc ggagagcctg aacagctcgg tgccctcgtg 1080 

ccccgcctgc acggctgccc agacacagcg gaactgctcc aactgccagc tgcaaaacaa 1140 

gacgtgcgtg cagtgcgccg tgaagagcgc cattctgccg tatagcaact gtgccacctg 1200 

cagccgcaag tcagactccc tgagcaagca caagcggagc gaatcctcgg cctcttcatc 1260 

gccctcctcc ggctctgggt ccggaccagg atcgtcgggc accagcggag tgagcagcgt 1320 

caatggaccc ggcacaccca ccaatctcac gagcggcaca gccggatgtc tggtcggcct 1380 

gctgaagaga cactcgaacg actcgtccgg agctgtttct atatcgatgg ccgaacggga 1440 

acgcgagagg gagcgcgaga tgtttaagac ctacatcgcc acccagggct gtctgctcac 1500 

ccagcaagtg aacacggtga cggacttctg gaacatggtc tggcaggaga acacgcgggt 1560 

gatcgtcatg accaccaagg agtacgagcg cggcaaagaa aagtgcgccc gctactggcc 1620 

ggacgagggt agatcggagc agttcggcca cgcgcggata cagtgcgtct cggagaactc 1680 

gaccagtgac tatacgctgc gcgagttcct cgtctcgtgg cgggatcagc cggcgcgccg 1740 

gatctttcac taccatttcc aggtgtggcc ggatcacgga gtgcccgccg atccgggctg 1800 

tgtgctcaac ttcctgcaag atgtcaacac gcgtcagagt cacctggctc aagcgggcga 1860 

gaagccgggt ccgatctgcg tgcactgctc tgcgggcatc ggtcgcactg gcacctttat 1920 
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tgtgatcgat 


atgattctcg 


Sequence listing as filedl.txt 
atcagattgt gcgcaatgga ttggatactg aaatcgacat 


1980 


ccagcgcacc 


attcagatgg 


tccgatcgca 


gcgttccggt cttgtgcaaa ccgaggcgca 


2040 


atacaagttc 


gtctactatg 


cggtgcagca 


ctatatacag accctgatcg cccggaaacg 


2100 


agctgaggag 


cagagcctgc 


aggttggccg 


cgagtacacc aatataaagt acacgggcga 


2160 


aattggaaac 


gattcacaaa 


gatctccatt 


accaccagca atttctagca taagtttagt 


2220 


tccgagtaag 


acgccactga 


cgccgacatc 


ggcggatttg ggcactggga tgggcctaag 


2280 


catgggcgtg 


ggcatgggcg 


tcggcaacaa 


gcacgcatcg aagcagcagc cgccgttgcc 


2340 


ggtggtcaac 

Zf ZJ -J ZJ 


tgcaacaata 


ataacaacgg 


cattggcaat agcggctgca gcaacggcgg 


2400 


cgggagcagc 


accaccagca 


gcagcaacgg 


cagcagcaac ggtaacatca acgccctact 


2460 


gggcggcatc 


ggcttggggc 


tgggcggcaa 


tatgcgcaag tcgaactttt acagcgactc 




gctgaagcag 


caacagcagc 


gcgaggagca 


ggctccggcg ggagcaggta agatgcagca 


2580 


gccggcgccg 


ccgctgcgac 


cgcgtcctgg 


aatactcaag ttgctcacca gtcccgtcat 


2640 


ctttcagcaa 


aattcaaaaa 


cattcccaaa 


gacatga 


2677 



<210> 210 

<211> 845 

<212> PRT 

<213> Drosophila melanogaster 



<400> 210 

Met Ser Ser Arg Arg Trp Phe His Pro Thr lie Ser Gly He Glu Ala 
1 5 10 15 

Glu Lys Leu Leu Gin Glu Gin Gly Phe Asp Gly Ser Phe Leu Ala Arg 
20 25 30 

Leu Ser Ser Ser Asn Pro Gly Ala Phe Thr Leu Ser Val Arg Arg Gly 
35 40 45 

Asn Glu val Thr His lie Lys lie Gin Asn Asn Gly Asp Phe Phe Asp 
50 55 60 

Leu Tyr Gly Gly Glu Lys Phe Ala Thr Leu Pro Glu Leu val Gin Tyr 
65 70 75 80 

Tyr Met Glu Asn Gly Glu Leu Lys Glu Lys Asn Gly Gin Ala lie Glu 
85 90 95 
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Sequence listing as filedl.txt 
Leu Lys Gin Pro Leu lie Cys Ala Glu Pro Thr Thr Glu Arg Trp Phe 
100 105 110 

His Gly Asn Leu Ser Gly Lys Glu Ala Glu Lys Leu lie Leu Glu Arg 
115 120 125 

Gly Lys Asn Gly Ser Phe Leu val Arg Glu Ser Gin Ser Lys Pro Gly 
130 135 ~ 140 

Asp Phe val Leu Ser val Arg Thr Asp Asp Lys val Thr His val Met 
145 150 ~ 155 160 

lie Arg Trp Gin Asp Lys Lys Tyr Asp Val Gly Gly Gly Glu Ser Phe 
165 170 175 

Gly Thr Leu Ser Glu Leu lie Asp His Tyr Lys Arg Asn Pro Met Val 
180 185 ~ 190 

Glu Thr Cys Gly Thr val Val His Leu Arg Gin Pro Phe Asn Ala Thr 
195 200 ~ 205 

Arg lie Thr Ala Ala Gly lie Asn Ala Arg val Glu Gin Leu Val Lys 
210 215 220 

Gly Gly Phe Trp Glu Glu Phe Glu Ser Leu Gin Gin Asp Ser Arg Asp 
225 230 235 240 

Thr Phe Ser Arg Asn Glu Gly Tyr Lys Gin Glu Asn Arg Leu Lys Asn 
245 250 255 

Arg Tyr Arg Asn lie Leu Pro Tyr Asp His Thr Arg val Lys Leu Leu 
260 265 ~ 270 

Asp Val Glu His ser Val Ala Gly Ala Glu Tyr lie Asn Ala Asn Tyr 
275 280 285 

lie Arg Leu Pro Thr Asp Gly Asp Leu Tyr Asn Met Ser Ser Ser Ser 
290 295 300 

Glu Ser Leu Asn Ser Ser Val Pro Ser Cys Pro Ala Cys Thr Ala Ala 
305 310 315 320 

Gin Thr Gin Arg Asn Cys Ser Asn Cys Gin Leu Gin Asn Lys Thr Cys 
325 330 335 

val Gin Cys Ala val Lys Ser Ala lie Leu Pro Tyr Ser Asn Cys Ala 
340 345 350 
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Sequence listing as filedl.txt 

Thr cys Ser Arg Lys Ser Asp Ser Leu Ser Lys His Lys Arg Ser Glu 
355 360 365 

Ser Ser Ala Ser Ser Ser Pro Ser Ser Gly Ser Gly Ser Gly Pro Gly 
370 375 380 

Ser Ser Gly Thr ser Gly val Ser Ser val Asn Gly Pro Gly Thr Pro 
385 390 395 400 

Thr Asn Leu Thr Ser Gly Thr Ala Gly Cys Leu val Gly Leu Leu Lys 
405 410 415 

Arg His Ser Asn Asp Ser Ser Gly Ala val Ser lie Ser Met Ala Glu 
420 425 430 

Arg Glu Arg Glu Arg Glu Arg Glu Met Phe Lys Thr Tyr lie Ala Thr 
435 ~ 440 445 

Gin Gly Cys Leu Leu Thr Gin Gin Val Asn Thr Val Thr Asp Phe Trp 
450 455 460 

Asn Met val Trp Gin Glu Asn Thr Arg val lie val Met Thr Thr Lys 
465 470 ~ 475 480 

Glu Tyr Glu Arg Gly Lys Glu Lys Cys Ala Arg Tyr Trp Pro Asp Glu 
485 490 495 

Gly Arg Ser Glu Gin Phe Gly His Ala Arg lie Gin Cys val Ser Glu 
500 505 ~ 510 

Asn Ser Thr Ser Asp Tyr Thr Leu Arg Glu Phe Leu Val Ser Trp Arg 
515 520 525 

Asp Gin Pro Ala Arg Arg lie Phe His Tyr His Phe Gin Val Trp Pro 
530 "* 535 540 

Asp His Gly val Pro Ala Asp Pro Gly Cys Val Leu Asn Phe Leu Gin 
545 550 555 560 

Asp val Asn Thr Arg Gin Ser His Leu Ala Gin Ala Gly Glu Lys Pro 
565 570 575 

Gly Pro lie Cys Val His Cys Ser Ala Gly lie Gly Arg Thr Gly Thr 
580 585 590 

Phe lie val lie Asp Met lie Leu Asp Gin lie val Arg Asn Gly Leu 
595 600 605 
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Asp Thr Glu lie Asp lie Gin Arg Thr lie Gin Met val Arg Ser Gin 
610 615 " 620 

Arg Ser Gly Leu Val Gin Thr Glu Ala Gin Tyr Lys Phe Val Tyr Tyr 
625 630 635 640 

Ala val Gin His Tyr lie Gin Thr Leu lie Ala Arg Lys Arg Ala Glu 
645 650 655 

Glu Gin Ser Leu Gin val Gly Arg Glu Tyr Thr Asn lie Lys Tyr Thr 
660 665 670 

Gly Glu lie Gly Asn Asp Ser Gin Arg ser Pro Leu Pro Pro Ala lie 
675 680 685 

Ser Ser lie Ser Leu Val Pro Ser Lys Thr Pro Leu Thr Pro Thr Ser 
690 695 700 

Ala Asp Leu Gly Thr Gly Met Gly Leu Ser Met Gly val Gly Met Gly 
705 710 715 720 

Val Gly Asn Lys His Ala Ser Lys Gin Gin Pro Pro Leu Pro Val Val 
725 730 735 

Asn Cys Asn Asn Asn Asn Asn Gly lie Gly Asn Ser Gly Cys Ser Asn 
740 745 750 

Gly Gly Gly Ser Ser Thr Thr Ser ser Ser Asn Gly Ser Ser Asn Gly 
755 760 765 

Asn lie Asn Ala Leu Leu Gly Gly lie Gly Leu Gly Leu Gly Gly Asn 
770 775 * 780 

Met Arg Lys Ser Asn Phe Tyr Ser Asp Ser Leu Lys Gin Gin Gin Gin 
785 790 795 800 

Arg Glu Glu Gin Ala Pro Ala Gly Ala Gly Lys Met Gin Gin Pro Ala 
805 810 815 

Pro Pro Leu Arg Pro Arg Pro Gly lie Leu Lys Leu Leu Thr Ser Pro 
820 825 830 

Val lie Phe Gin Gin Asn Ser Lys Thr Phe Pro Lys Thr 
835 840 845 

<210> 211 
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Sequence listing as filedl.txt 

<211> 1936 
<212> DNA 

<213> Drosophila melanogaster 



<400> 211 
atttaatata 

LA L. W t-VAVJ V. LA L.LA 


aaaacacacc 

la uuy v.u\.y v_ v» 


tattatcaac 

w y v. w la .v>y y v. 


taaatttaca 

»- LA LAVA l_ V. »_ LA N» LA 


aaaaaaaaaa 


aaaaattaaa 

H4A444A44 V— ^ UUU 


60 


aaattaaaac 

LA LA LA V. LUUUUV. 


acttaaataa 

LA V» V. L LA LA LA LUU 


acactttcct 

la v. y v» l l l v* v» 


aaattaacca 

yyy ^- ll*l*v.l.m 


cacacaaata 

V. y V.UL. y LA LA l y 


accacccata 

y vvuv.vvy y 


120 


aaaccaactc 


aactataatc 

y uv. *~ y yy lv» 


cacacaacaa 


taacaacact 


aacaataaaa 


acaatcacca 

4»4 4* Vj 4*4 4iVU>4«4«V4 


180 


atatcctaac 

la l y l v» l. l y la v. 


cacaataact 


tcattccatt 

L ^»y ™ » V-LA 1— V- 


caaacaacat 


caacatttca 


aacaacaaca 

4A 4A 4b i 4-4 4-4 4«p 4-4 4-4 V- 4-4 


240 


acaacaataa 


aacaacccca 


aaaacaaata 
yyyy*-yy a *-y 


caactaacaa 

v_LAy \_ L.y y -yy 


caatacaaaa 

4-M 4A 4_ \#44M \M 


aacataacaa 

yy v-y Lyy v_uy 


300 


caactcaaac 


aaacaccaac 

Tj V* 4J X* 4*44*4 X« 


aaacctatct 

UViM V* X* 4b 4*4 \— V* 4» 


atcctcaact 


ctttaaccac 

Km 4b 4- 4b 4A 4A 4m V* 4^ 4** 


atcatactaa 

4-4 4b Vp W Vj 4«. 4b KJ 4*4 


360 


cactaaaaaa 

V— y V— L y y LA y UU 


caacctcatt 

V>UM V. V» V- V. LA L V- 


ccaaaaaaca 

V— v.yy la y y y l» la 


aaatcaatat 

LA LA LA L. V»y LA L> y L. 


aacaccatcc 

y LA v. y V- V. LA L V. V, 


aaccaaaata 

uyv. v_ la y y la Ly 


420 


aactaaacca 

y u v- Lyy la v» v. la 


taaaacaaaa 

v y **y **^»y y **y 


aaaaacctac 


acatactaaa 

y V— la l. la v— l. y y y 


ctacaaactt: 

V. Ly V* LA LA y Vp l l 


attcaaacaa 

LA L L Vf LA LA LA V. LA LA 


480 


v.v.y y u u i_ l l l 


y v. Ly v.y v. l v. y 


v-v.yv.uyy l v_ y 


CCel+ClQCCaC 

v.v.u y y 


v_yy Lvuyy l y 


v_ Ly l Lvvay v. 


540 


acttcttcta 


cTcaaaaaac 


^- *- ^y y yy 


uv.u u v. u Ly y u 


y u v. Ly Lyy lv 


ataaactaca 

u Lyay v. Ly vy 


600 


TQTOCCtQQC 
l y Lyy v. 


aTccaaaatc 

y l l> v. u u y u i_ v_ 


y a yy a yy *-y v - 


CQCQCCQCat 
Ly\.y v.v.y Lei u 


uuy aya_y Ly 


atcaatatal: 

u LvnuLy l y l 


660 


l"rral*rara T 

L V. V. U LLQLQ U 


taayv-uay l y 


ronarrraaa 

v-yyy V-V-V-Uuu 


anoaaatrtr 

uy y uuu lv> l.v» 


yv.Lv.avyy v.y 


L. L Uy U ILL L L 


720 


artararnaa 

cl l. i_ci.v_civ.yuci 


rrtraaciatn 

v_ v- v_ v_ u a y u i_ y 


ranntoatra 

v.ayy LyaLv.a 


ayyL.v,yay L.y 


near ate etc 

y v_y v.y lvv.lv 


auyyaav Lyy 


780 


y v. u l v_ Ly i_y l 


acacataaao 

uLuLy i- y uu y 


ratcracaca 


uyv. v. y u l. v_ y l 


y u Ly lull, uy 


L fl yy v- l l v- 


840 


aat*acGaaaa 

u y Luvy uuuu 


□cacaaaaaa 


ctaatacaac 

V— Ly u v. y V— uyv. 


v, v_ l, v_ v_ Lyy uu 


cttcataaat 

V— L L V— LA L y LA LA L 


aactcactaa 

y u ^* V- V- \M v_ v_ y LA 


900 


aaacaaacat 

yyttv.yyuv.y l 


"ttttatacac 

l l l l la l y v. y v- 


"tacacaccaa 

L UV.U V.UV. V.UVJ 


aaacaattac 

LA LA LA V_ VJ LA L Ly V> 


atacacctac 

la l y v. la v- v» l y V_ 


atctacctaa 

LA L V> L LA V* V. L y LA 


960 


atacccacaa 


actcaacata 

y La L Vw LA LA L.LA L LA 


L- \— V. L. by V_ v.V_U 


uvny LLLy ll 


at:aat"l:caac 

y Lyy l l l. y y l. 


u l l L L vvyyy 


1020 


"tOCCCRtQQC 

l y v_ v_ la Lyy v. 


aaacattaca 

y y la V— la v_ la v. y 


aatatctact: 

y LA L LA V_ V- V_ VA V_ L. 


u v_ l. y Ly l y u l 


aaaactatac 

y y y y 


atacattcca 

LA L y L. y L L Va V— .LA 


1080 


agccggtggt 


ggagaaactg 


gaggcggccg 


tggacgagct 


gaaaaagegg 


tacattgatg 


1140 


cgcgcaacaa 


aacgaaggag 


gcaaacacac 


cgccggctgt 


aatcaccgtg 


gateggaaca 


1200 


atggctcgca 


caatgcgtgg 


ggtggcttca 


tccagcgtgc 


tatcccactg 


cccttgccat 


1260 


cggaaaagtc 


gccgcaaaag 


gattcgaggt 


cacgctcgcg 


atccaggacg 


cgcacccatt 


1320 


cgcggacacc 


tcgctcccga 


tcacccaggt 


ccaggtcgcc 


tagtcgegag 


cgcactaaga 


1380 


agacccaccg 


cagtcgatcc 


tcccgctcgc 


gctcccgttc 


gccgccgaag 


cataagaaaa 


1440 


agtcacgtca 


ctactcgagg 


tcgcccacgc 


gctccaattc 


gccgcacagc 


aagcacagga 


1500 


agtcgaaatc 


ctcgcgagaa 


cgctctgaat 


actactccaa 


gaaagategg 


tctggaaacc 


1560 


caggcagtag 


caataatcta 


ggtgatggcg 


acaagtatcg 


caactccgtc 


tccaattccg 


1620 
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gcaagcacag tcggtactcc tcctcctcgt cgcgtcggaa cagcggtggt ggtggagacg 1680 

gaagaagcgg aggaggaggt ggtggcggcg gtggaggcaa cgggaaccac ggcagccgag 1740 

gggggcacaa gcatcgggat ggcgatcgct ccagggatcg caagcgctag tgattgatag 1800 

acaagcgaga caaacactcc cttatattta attgctcttt attttacaaa tttacagatt 1860 

atttctaccg atttagtaat gctaatgtgt attgaaaaaa cgaacgcggg taaacaataa 1920 

atgtaactct tcaatc 1936 

<210> 212 

<211> 560 

<212> PRT 

<213> Drosophila melanogaster 



<400> 212 

Met Ala Thr Arg Gly Ala Gly Ser Thr Val Val His Thr Thr Val Thr 
15 10 15 

Ala Leu Thr val Glu Thr lie Thr Asn val Leu Thr Thr val Thr Ser 
20 25 30 

Phe His Ser Asn Ser val Asn lie Ser Asn Asn Asn Ser Ser Ser Gly 
35 40 45 

Ala Ala Pro Gly Ala Asp Ala Ala Gly Gly Asp Ala Gly Gly Val Ala 
50 55 60 

Ala Ala Gin Ala Asp Ala Asn Lys Pro lie Tyr Pro Arg Leu Phe Asn 
65 70 75 80 

Arg lie Val Leu Thr Leu Glu Asn Ser Leu lie Pro Glu Gly Lys lie 
85 90 95 

Asp val Thr Pro Ser Ser Gin Asp Gly Leu Asp His Glu Thr Glu Lys 
100 105 110 

Asp Leu Arg lie Leu Gly Cys Glu Leu lie Gin Thr Ala Gly lie Leu 
115 120 125 

Leu Arg Leu Pro Gin Val Ala Met Ala Thr Gly Gin Val Leu Phe Gin 
130 135 140 

Arg Phe Phe Tyr Ser Lys Ser Phe Val Arg His Asn Met Glu Thr Val 
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145 150 155 160 

Ala Met Ser Cys Val Cys Leu Ala Ser Lys lie Glu Glu Ala Pro Arg 
165 170 175 

Arg lie Arg Asp val lie Asn val Phe His His lie Lys Gin val Arg 
180 185 190 

Ala Gin Lys Glu lie Ser Pro Met val Leu Asp Pro Tyr Tyr Thr Asn 
195 200 205 

Leu Lys Met Gin Val lie Lys Ala Glu Arg Arg Val Leu Lys Glu Leu 
210 215 220 

Gly Phe Cys Val His Val Lys His Pro His Lys Leu lie val Met Tyr 
225 230 235 240 

Leu Gin val Leu Gin Tyr Glu Lys His Glu Lys Leu Met Gin Leu Ser 
245 250 255 

Trp Asn Phe Met Asn Asp Ser Leu Arg Thr Asp val Phe Met Arg Tyr 
260 265 270 

Thr Pro Glu Ala lie Ala Cys Ala Cys lie Tyr Leu Ser Ala Arg Lys 
275 280 285 

Leu Asn lie Pro Leu Pro Asn ser Pro Pro Trp Phe Gly iTe Phe Arg 
290 295 300 

Val Pro Met Ala Asp lie Thr Asp lie Cys Tyr Arg Val Met Glu Leu 
305 310 315 320 

Tyr Met Arg ser Lys Pro val val Glu Lys Leu Glu Ala Ala Val Asp 
325 330 335 

Glu Leu Lys Lys Arg Tyr lie Asp Ala Arg Asn Lys Thr Lys Glu Ala 
340 345 350 

Asn Thr Pro Pro Ala Val lie Thr Val Asp Arg Asn Asn Gly ser His 
355 360 365 

Asn Ala Trp Gly Gly Phe lie Gin Arg Ala lie Pro Leu Pro Leu Pro 
370 375 380 

Ser Glu Lys Ser Pro Gin Lys Asp Ser Arg ser Arg Ser Arg ser Arg 
385 ' 390 395 400 
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Thr Arg Thr His Ser Arg Thr Pro Arg Ser Arg Ser Pro Arg Ser Arg 

405 410 415 

Ser Pro Ser Arg Glu Arg Thr Lys Lys Thr His Arg Ser Arg Ser Ser 
420 ~ 425 430 



Arg Ser Arg Ser Arg Ser Pro Pro Lys His Lys Lys Lys ser Arg His 
435 ~ 440 445 

Tyr Ser Arg Ser Pro Thr Arg ser Asn Ser Pro His Ser Lys His Arg 
450 455 460 

Lys Ser Lys Ser Ser Arg Glu Arg Ser Glu Tyr Tyr Ser Lys Lys Asp 
465 470 475 480 

Arg Ser Gly Asn Pro Gly Ser Ser Asn Asn Leu Gly Asp Gly Asp Lys 
485 490 495 

Tyr Arg Asn Ser Val ser Asn Ser Gly Lys His Ser Arg Tyr Ser Ser 
500 505 510 

Ser Ser Ser Arg Arg Asn Ser Gly Gly Gly Gly Asp Gly Arg Ser Gly 
515 520 525 

Gly Gly Gly Gly Gly Gly Gly Gly Gly Asn Gly Asn His Gly Ser Arg 
530 535 540 

Gly Gly His Lys His Arg Asp Gly Asp Arg Ser Arg Asp Arg Lys Arg 
545 550 * 555 " 560 

<210> 213 

<211> 2768 

<212> DNA 

<213> Homo sapiens 



<400> 213 

cggccgcggt ttccaggagg aagcaaggat gctttggaca ctgtgcgtgg cgcctccgcg 60 

gagcccccgc gctgccattc ccggccgtcg ctcggtcctc cgctgacggg aagcaggaag 120 

tggcggcggg cgtcgcgagc ggtgacatca cgggggcgac ggcggcgaag ggcgggggcg 180 

gaggaggagc gagccgggcc ggggggcagc tgcacagtct ccgggatccc caggcctgga 240 

ggggggtctg tgcgcggccg gctggctctg ccccgcgtcc ggtcccgagc gggcctccct 300 

cgggccagcc cgatgtgacc gagcccagcg gagcctgagc aaggagcggg tccgtcgcgg 360 
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agccggaggg 


cgggaggaac 


Sequence listing 
atgacatcgc ggagatggtt 


as filedl.txt 
tcacccaaat atcactggtg 


420 


tggaggcaga 


aaacctactg 


ttgacaagag 


gagttgatgg 


cagttttttg 


gcaaggccta 


480 


gtaaaagtaa 


ccctggagac 


ttcacacttt 


ccgttagaag 


aaatggagct 


gtcacccaca 


540 


tcaagattca 


gaacactggt 


gattactatg 


acctgtatgg 


aggggagaaa 


tttgccactt 


600 


tggctgagtt 


ggtccagtat 


tacatggaac 


atcacgggca 


attaaaagag 


aagaatggag 


660 


atgtcattga 


gcttaaatat 


cctctgaact 


gtgcagatcc 


tacctctgaa 


aggtggtttc 


720 


atggacatct 


ctctgggaaa 


gaagcagaga 


aattattaac 


tgaaaaagga 


aaacatggta 


780 


gttttcttgt 


acgagagagc 


cagagccacc 


ctggagattt 


tgttctttct 


gtgcgcactg 


840 


gtgatgacaa 


aggggagagc 


aatgacggca 


agtctaaagt 


gacccatgtt 


atgattcgct 


900 


gtcaggaact 


gaaatacgac 


gttggtggag 


gagaacggtt 


tgattctttg 


acagatcttg 


960 


tggaacatta 


taagaagaat 


cctatggtgg 


aaacattggg 


tacagtacta 


caactcaagc 


1020 


agccccttaa 


cacgactcgt 


ataaatgctg 


ctgaaataga 


aagcagagtt 


cgagaactaa 


1080 


gcaaattagc 


tgagaccaca 


gataaagtca 


aacaaggctt 


ttgggaagaa 


tttgagacac 


1140 


tacaacaaca 


ggagtgcaaa 


cttctctaca 


gccgaaaaga 


gggtcaaagg 


caagaaaaca 


1200 


aaaacaaaaa 


tagatataaa 


aacatcctgc 


cctttgatca 


taccagggtt 


gtcctacacg 


1260 


atggtgatcc 


caatgagcct 


gtttcagatt 


acatcaatgc 


aaatatcatc 


atgcctgaat 


1320 


ttgaaaccaa 


gtgcaacaat 


tcaaagccca 


aaaagagtta 


cattgccaca 


caaggctgcc 


1380 


tgcaaaacac 


ggtgaatgac 


ttttggcgga 


tggtgttcca 


agaaaactcc 


cgagtgattg 


1440 


tcatgacaac 


gaaagaagtg 


gagagaggaa 


agagtaaatg 


tgtcaaatac 


tggcctgatg 


1500 


agtatgctct 


aaaagaatat 


ggcgtcatgc 


gtgttaggaa 


cgtcaaagaa 


agcgccgctc 


1560 


atgactatac 


gctaagagaa 


cttaaacttt 


caaaggttgg 


acaagggaat 


acggagagaa 


1620 


cggtctggca 


ataccacttt 


cggacctggc 


cggaccacgg 


cgtgcccagc 


gaccctgggg 


1680 


gcgtgctgga 


cttcctggag 


gaggtgcacc 


ataagcagga 


gagcatcatg 


gatgcagggc 


1740 


cggtcgtggt 


gcactgcagt 


gctggaattg 


gccggacagg 


gacgttcatt 


gtgattgata 


1800 


ttcttattga 


catcatcaga 


gagaaaggtg 


ttgactgcga 


tattgacgtt 


cccaaaacca 


1860 


tccagatggt 


gcggtctcag 


aggtcaggga 


tggtccagac 


agaagcacag 


taccgattta 


1920 


tctatatggc 


ggtccagcat 


tatattgaaa 


cactacagcg 


caggattgaa 


gaagagcaga 


1980 


aaagaaagag 


gaaagggcac 


gaatatacaa 


atattaagta 


ttctctagcg 


gaccagacga 


2040 


y tyydy d. ted 


y dy ccc lc cc 


ccgccttgta 


ctccaacgcc 


accctgtgca 


gaaatgagag 


L J.UU 


aagacagtgc 


tagagtctat 


gaaaacgtgg 


gcctgatgca 


acagcagaaa 


agtttcagat 


2160 


gagaaaacct 


gccaaaactt 


cagcacagaa 


atagatgtgg 


actttcaccc 


tctccctaaa 


2220 


aagatcaaga 


acagacgcaa 


gaaagtttat 


gtgaagacag 


aatttggatt 


tggaaggctt 


2280 
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gcaatgtggt tgactacctt ttgataagca aaatttgaaa ccatttaaag accactgtat 2340 

tttaactcaa caatacctgc ttcccaatta ctcatttcct cagataagaa gaaatcatct 2400 

ctacaatgta gacaacatta tattttatag aatttgtttg aaattgagga agcagttaaa 2460 

ttgtgcgctg tattttgcag attatgggga ttcaaattct agtaataggc ttttttattt 2520 

ttatttttat acccttaacc agtttaattt tttttttcct cattgttggg gatgatgaga 2580 

agaaatgatt tgggaaaatt aagtaacaac gacctagaaa agtgagaaca atctcattta 2640 

ccatcatgta tccagtagtg gataattcat tttgatggct tctatttttg gccaaatgag 2700 

aattaagcca gtgcctgaga ctgtcagaag ttgacctttg cactggcatt aaagagtcat 2760 

agaaaaaa 2768 



<210> 


214 


<211> 


593 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


214 



Met Thr Ser Arg Arg Trp Phe His Pro Asn lie Thr Gly Val Glu Ala 
1 5 10 15 

Glu Asn Leu Leu Leu Thr Arg Gly Val Asp Gly Ser Phe Leu Ala Arg 
20 25 30 

Pro Ser Lys Ser Asn Pro Gly Asp Phe Thr Leu Ser val Arg Arg Asn 
35 40 45 

Gly Ala Val Thr His lie Lys lie Gin Asn Thr Gly Asp Tyr Tyr Asp 
50 55 60 

Leu Tyr Gly Gly Glu Lys Phe Ala Thr Leu Ala Glu Leu val Gin Tyr 
65 70 75 80 

Tyr Met Glu His His Gly Gin Leu Lys Glu Lys Asn Gly Asp Val lie 
85 90 95 

Glu Leu Lys Tyr Pro Leu Asn Cys Ala Asp Pro Thr Ser Glu Arg Trp 
100 105 110 

Phe His Gly His Leu Ser Gly Lys Glu Ala Glu Lys Leu Leu Thr Glu 
115 120 125 
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Lys Gly Lys His Gly Ser Phe Leu val Arg Glu Ser Gin Ser His Pro 
130 135 ~ 140 

Gly Asp Phe val Leu Ser val Arg Thr Gly Asp Asp Lys Gly Glu Ser 
145 150 155 160 

Asn Asp Gly Lys Ser Lys val Thr His val Met lie Arg Cys Gin Glu 
165 170 175 

Leu Lys Tyr Asp val Gly Gly Gly Glu Arg Phe Asp Ser Leu Thr Asp 
180 185 190 

Leu val Glu His Tyr Lys Lys Asn Pro Met val Glu Thr Leu Gly Thr 
195 200 205 

val Leu Gin Leu Lys Gin Pro Leu Asn Thr Thr Arg lie Asn Ala Ala 
210 215 220 

Glu lie Glu Ser Arg val Arg Glu Leu Ser Lys Leu Ala Glu Thr Thr 
225 230 235 240 

Asp Lys Val Lys Gin Gly Phe Trp Glu Glu Phe Glu Thr Leu Gin Gin 
245 250 255 

Gin Glu Cys Lys Leu Leu Tyr Ser Arg Lys Glu Gly Gin Arg Gin Glu 
260 265 270 

Asn Lys Asn Lys Asn Arg Tyr Lys Asn lie Leu Pro Phe Asp His Thr 
275 280 285 

Arg val Val Leu His Asp Gly Asp Pro Asn Glu Pro val Ser Asp Tyr 
290 295 300 

lie Asn Ala Asn lie He Met Pro Glu Phe Glu Thr Lys Cys Asn Asn 
305 310 315 320 

Ser Lys Pro Lys Lys Ser Tyr lie Ala Thr Gin Gly Cys Leu Gin Asn 
325 330 335 

Thr val Asn Asp Phe Trp Arg Met Val Phe Gin Glu Asn Ser Arg val 
340 345 350 

lie Val Met Thr Thr Lys Glu val Glu Arg Gly Lys Ser Lys Cys Val 
355 360 365 

Lys Tyr Trp Pro Asp Glu Tyr Ala Leu Lys Glu Tyr Gly Val Met Arg 
370 375 380 
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val Arg Asn val Lys Glu Ser Ala Ala His Asp Tyr Thr Leu Arg Glu 
385 "* 390 395 400 

Leu Lys Leu Ser Lys val Gly Gin Gly Asn Thr Glu Arg Thr Val Trp 
405 410 415 

Gin Tyr His Phe Arg Thr Trp Pro Asp His Gly val Pro Ser Asp Pro 
420 ~ 425 430 

Gly Gly Val Leu Asp Phe Leu Glu Glu val His His Lys Gin Glu Ser 
435 440 445 

lie Met Asp Ala Gly Pro Val val val His Cys Ser Ala Gly lie Gly 
450 455 460 

Arg Thr Gly Thr Phe lie Val He Asp lie Leu lie Asp lie lie Arg 
465 470 475 480 

Glu Lys Gly Val Asp Cys Asp lie Asp val Pro Lys Thr lie Gin Met 
485 490 495 

val Arg Ser Gin Arg Ser Gly Met val Gin Thr Glu Ala Gin Tyr Arg 
500 505 510 

Phe He Tyr Met Ala Val Gin His Tyr lie Glu Thr Leu Gin Arg Arg 
515 520 525 

lie Glu Glu Glu Gin Lys Arg Lys Arg Lys Gly His Glu Tyr Thr Asn 
530 535 540 

lie Lys Tyr Ser Leu Ala Asp Gin Thr ser Gly Asp Gin Ser Pro Leu 
545 550 555 560 

Pro Pro Cys Thr Pro Thr Pro Pro Cys Ala Glu Met Arg Glu Asp ser 
565 570 575 

Ala Arg val Tyr Glu Asn Val Gly Leu Met Gin Gin Gin Lys Ser Phe 
580 585 590 



Arg 

<210> 215 
<211> 1892 
<212> DNA 

Page 278 



Sequence listing as filedl.txt 

<213> Homo sapiens 



<400> 215 
acaaaaaaaa 


aacaaaccaa 


QCCQQQQQQC 
y*-^-yyyyyy*- 


agctgcacag 


tctccgggat 


ccccaggcct 


60 


aaaaaaaaat 

yy<*yyyyyy 


ctatacacaa 


ccaactaact 

V* KM Xj x* w %^ XA x» v» 


ctaccccaca 

V* W LA Lw V« V* V« LA X» Vj 


tccaatccca 

«. v. v. y y w v— w v. y 


aacaaacctc 

uy vyy y v. b v. 


120 


cctcaoacca 


acccaatata 

y b» v. v. y V* b y b y 


accaaaccca 

LA Vp* V* XA ***ZJ LA 


QCQQclQCC'tQ 
y y y y y 


aacaaaaaac 

uy v. uuy y uu v— 


aaatccatca 

yyy b b. v. y b\_y 


180 


caaaaccaaa 


aaacaaaaaa 
yyy-yyy a yy 


aacataacat 

LA LA LA V* ^A LA X* LA L— 


cacaaaaata 
y yy y *■ y 


atttcaccca 

y v w ». v.u v. V- \_u 


aatatcacta 

uu b u b v. uv» b y 


240 


atataaaaac 
y u y L yy a yy u 


aaaaaaccta 

UMUUUU\-\# L- LA 


ctattaacaa 

X- L- V4 Km WMUVtfUU 


aaaaaattaa 

y yy y ^y** 


yy y 


l by y v.uuyy b, 


300 


ctaataaaaa 


taaccctaaa 

l uu b> b. b. wyy u 


aacttcacac 


tttccattaa 

v. w wvy v vuy 


aaaaaataaa 

uuyu u c* Ly y d 


y V. Ly LL.dL.L-V. 


360 


acatcaaaat 

U b> U b b UUy U ^- 


tcaaaacact 


aataattact 


ataacctata 

u i_ u u v. v. w y LU 


taaaaaaaaa 
L yy a yyyy a y 


aaatttacca 

UUU L L L y L. L. U 


420 


ctttggctga 


gttggtccag 


tattacatgg 


aacatcacaa 

L*U\pU W VU\pMU 


acaattaaaa 

Ky Kmw LA LA L» V* LA LA LA LA 


aaaaaaaata 

t4 laxa la la ka la la w 


480 


aaaatatcat 

Vj LA %4 LA L- *J L_ V- LA w 


taaacttaaa 


tatcctctaa 


actatacaaa 

U V L, LA L_ KM v. LA VA LA 


tcctacctct: 

L V. V. b U V. V. W V— V. 


aaaaaataat 

yuuuyy *-yy ~ 


540 


ttcataaaca 


tctctctaaa 

*■ V« L. V* L. V* L— km km ^4 


aaaaaaacaa 


aaaaattatt 

LA KA LA LA LA L» L_ LA L» w 


aactaaaaaa 

uuv. wyuuuuu 


aaaaaacata 

y y uuuub.u b y 


600 


ataattttct 

%J WVIM W L» L» Km V* L- 


tatacaaaaa 

L» %Mj LU\«Mi4\jUU 


aaccaaaacc 

LA M V- V* LA LA V* L— 


accctaaaaa 

u v. v. v. v y u uw u 


ttttattctt 


"tctatacaca 

b v. b y b y b. y b. u 


660 


ctaataataa 


caaaaaaaaa 

^* y y y y y 


aacaataaca 

UU^.UU LUUVH 


acaaatctaa 

y vUuy LL Vuu 


aataacccat 

dy Lydv.v.v.dL 


y L L d L y d L LV. 


720 


actatcaaaa 

y v_ i_y l v.ay y a 


actaaaatac 

civ. uyaaa Lav. 


y ci v_ y v. vyy *-y 


aaaaanaarn 

yayyayaaLy 


atttaattct 

y L L L y d L LV.L 


t"Taaranat"r 

l l y d v.dy d ll 


780 
# b»b* 


ttataaaaca 

l Ly uyyaav.a 


ttataaaaaa 


aatrrtaTna 

cvcv L.V.V. v. u Ly y 


1~anaaaral"l" 


nnnt"arant* a 
yyy Lav.uy lu 


rt*araart*ra 

V- L d V.dd V. L V. d 


840 




taacacaact 

LClClV.uV.UuVt V 


catataaata 

v.y vu luuu i_ y 


rTarTaaaal" 

v. Ly l v y ciuci v 


aoaaaoraaa 

uyuddyv.dyu 


y l ULyuyauL 


900 

Jvv 


taaacaaatt 


aactaaaacc 

ay v. vydy dv.v. 


acaaataaaa 

avuya, vcvcvuy 


"tcaaacaaaa 

vv.dddv.ddyy 


v. l l l vyy y dd 


aaa1"tt*aaaa 

y dd l l Ly dy d 


960 

-/ VI V/ 


cactacaaca 

V. CI b I. CI L d d V- CL 


av.ayyay vy v. 


aaarT1rl"r1" 

uuuV. v. LL L.V. L. 


araorrnaaa 

dv.dyv.v.yddd 


d y dy y y lluq 


a nri ra ana a a 

dyyv.ddyddd 


1020 


acaaaaacaa 

UX.UUUUU V- wu. 


aaataaatat 

UUU buy U bU b 


aaaaacat cc 

UUUUU\_U V. V. v» 


taccctttaa 

l y \— v— v. c Ly u 


■tcataccaaa 

v v. d Ldv. my y 


y L Ly VLL Ld V. 


1080 


acaataataa 

LA K-* \A LA Km KM V. LA 


tcccaataaa 

L, V» V* V* U LA l— LA LA %4 


cctatttcaa 

V# \# L. LA L. L_ L_ V* LA LA 


attacatcaa 

U V. l_ U V. U V- V.UU 


tacaaatatc 

i— y V. UU U Km U V. L. 


at: cat: ac eta 

U L b- u vy LL l y 


1140 


aatttaaaac 

LALA V_ L» UW4(A\» 


caaatacaac 


aattcaaaac 

LA LA L* L. V^tlLAvlLj V* 


ccaaaaaaaa 

V* V_ LA LA LA LA LA L*4 LA \A 


ttacattacc 

v_ v_ u v. u by v— 


acacaaaact 

uv.ub.uuyy b. b 


1200 


acctacaaaa 


cacaataaat 

v-u^.y y b y uu b 


yuv. v v v vyyv. 


yyu.Lyy Ly l l 


ccaaaaaaac 

v. v. uuy uu u d v. 


tcccaaataa 

lll Lyuy Lyd 


1260 


ttatcataac 

y V. V. U V_ y U V— 


aacaaaaaaa 

b. y y u 


ataaaaaaaa 
y L yy u y u y u y 


aaaaaaataa 

y uuuyuy ^uu 


atatatcaaa 

u b y by b v. uuu 


tactaaccta 

l u l l y y v_ b. vy 


1320 


atgagtatgc 


tctaaaagaa 


tatggcgtca 


tgcgtgttag 


gaacgtcaaa 


gaaagcgccg 


1380 


ctcatgacta 


tacgctaaga 


gaacttaaac 


tttcaaaggt 


tggacaaggg 


aataeggaga 


1440 


gaacggtctg 


gcaataccac 


tttcggacct 


QQCcggacca 


cggcgtgccc 


agcgaccctg 


1500 


ggggcgtgct 


ggacttcctg 


gaggaggtgc 


accataagca 


ggagagcatc 


atggatgcag 


1560 


ggccggtcgt 


ggtgcactgc 


aggtgacagc 


tcctgctgcc 


cctctaggcc 


acagcctgtc 


1620 


cctgtctcct 


agcgcccagg 


gcttgctttt 


acctacccac 


tcctagctct 


ttaactgtag 


1680 


gaagaattta 


atatctgttt 


gaggcataga 


gcaactgcat 


tgagggacat 


tttgatccca 


1740 
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Sequence listing as filedl.txt 

aggcatattt ctcctagacc ctacagcact gccattggcc atggccatgg caacatgctc 1800 

agttaaaaca gcaaagacta agtcagcatt atctctgagt ccaccagaag ttgtgcatta 1860 

aacaacttca tcctggaaaa aaaaaaaaaa aa 1892 

<210> 216 

<211> 460 

<212> PRT 

<213> Homo sapiens 



<400> 216 

Met Thr Ser Arg Arg Trp Phe His Pro Asn lie Thr Gly val Glu Ala 
1 5 10 15 

Glu Asn Leu Leu Leu Thr Arg Gly Val Asp Gly Ser Phe Leu Ala Arg 
20 25 30 

Pro Ser Lys Ser Asn Pro Gly Asp Phe Thr Leu Ser val Arg Arg Asn 
35 40 45 

Gly Ala val Thr His lie Lys lie Gin Asn Thr Gly Asp Tyr Tyr Asp 
50 55 60 

Leu Tyr Gly Gly Glu Lys Phe Ala Thr Leu Ala Glu Leu val Gin Tyr 
65 70 75 80 

Tyr Met Glu His His Gly Gin Leu Lys Glu Lys Asn Gly Asp Val lie 
85 90 95 

Glu Leu Lys Tyr Pro Leu Asn Cys Ala Asp Pro Thr ser Glu Arg Trp 
100 105 110 

Phe His Gly His Leu Ser Gly Lys Glu Ala Glu Lys Leu Leu Thr Glu 
115 120 125 

Lys Gly Lys His Gly Ser Phe Leu Val Arg Glu Ser Gin Ser His Pro 
130 135 ' 140 

Gly Asp Phe val Leu Ser Val Arg Thr Gly Asp Asp Lys Gly Glu Ser 
145 150 ~ 155 160 

Asn Asp Gly Lys Ser Lys val Thr His Val Met He Arg Cys Gin Glu 
165 170 175 
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Sequence listing as filedl.txt 

Leu Lys Tyr Asp val Gly Gly Gly Glu Arg Phe Asp Ser Leu Thr Asp 
180 185 190 

Leu Val Glu His Tyr Lys Lys Asn Pro Met val Glu Thr Leu Gly Thr 
195 200 205 

Val Leu Gin Leu Lys Gin Pro Leu Asn Thr Thr Arg lie Asn Ala Ala 
210 215 220 

Glu lie Glu Ser Arg val Arg Glu Leu Ser Lys Leu Ala Glu Thr Thr 
225 230 235 240 

Asp Lys val Lys Gin Gly Phe Trp Glu Glu Phe Glu Thr Leu Gin Gin 
245 250 255 

Gin Glu Cys Lys Leu Leu Tyr Ser Arg Lys Glu Gly Gin Arg Gin Glu 
260 265 270 

Asn Lys Asn Lys Asn Arg Tyr Lys Asn lie Leu Pro Phe Asp His Thr 
275 280 285 

Arg Val val Leu His Asp Gly Asp Pro Asn Glu Pro Val Ser Asp Tyr 
290 295 300 

lie Asn Ala Asn lie lie Met Pro Glu Phe Glu Thr Lys Cys Asn Asn 
305 310 315 320 

Ser Lys Pro Lys Lys Ser Tyr lie Ala Thr Gin Gly Cys Leu Gin Asn 
325 330 335 

Thr val Asn Asp Phe Trp Arg Met Val Phe Gin Glu Asn Ser Arg Val 
340 345 350 

lie val Met Thr Thr Lys Glu val Glu Arg Gly Lys Ser Lys Cys Val 
355 360 365 

Lys Tyr Trp Pro Asp Glu Tyr Ala Leu Lys Glu Tyr Gly val Met Arg 
370 375 380 

val Arg Asn Val Lys Glu Ser Ala Ala His Asp Tyr Thr Leu Arg Glu 
385 " 390 395 400 

Leu Lys Leu Ser Lys val Gly Gin Gly Asn Thr Glu Arg Thr Val Trp 
405 410 " 415 

Gin Tyr His Phe Arg Thr Trp Pro Asp His Gly Val Pro Ser Asp Pro 
420 425 430 
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Sequence listing as filedl.txt 



Gly Gly val Leu Asp Phe Leu Glu Glu val His His Lys Gin Glu Ser 
435 440 445 

lie Met Asp Ala Gly Pro val val val His cys Arg 
450 455 460 

<210> 217 

<211> 2069 

<212> DNA 

<213> Homo sapiens 



<400> 217 
cggccgcggt 


ttccaggagg 


aagcaaggat 


gctttggaca ctgtgcgtgg 


cgcctccgcg 


60 


gagcccccgc 


gctgccattc 


ccggccgtcg 


ctcggtcctc 


cgctgacggg 


aagcaggaag 


120 


tggcggcggg 


cgtcgcgagc 


ggtgacatca 


cgggggcgac 


ggcggcgaag 


ggcgggggcg 


180 


gaggaggagc 


gagccgggcc 


ggggggcagc 


tgcacagtct 


ccgggatccc 


caggcctgga 


240 


ggggggtctg 


tgcgcggccg 


gctggctctg 


ccccgcgtcc 


ggtcccgagc 


gggcctccct 


300 


cgggccagcc 


cgatgtgacc 


gagcccagcg 


gagcctgagc 


aaggagcggg 


tccgtcgcgg 


360 


agccggaggg 


cgggaggaac 


atgacatcgc 


ggagatggtt 


tcacccaaat 


atcactggtg 


420 


tggaggcaga 


aaacctactg 


ttgacaagag 


gagttgatgg 


cagttttttg 


gcaaggccta 


480 


gtaaaagtaa 


ccctggagac 


ttcacacttt 


ccgttagaag 


aaatggagct 


gtcacccaca 


540 


tcaagattca 


gaacactggt 


gattactatg 


acctgtatgg 


aggggagaaa 


tttgccactt 


600 


tggctgagtt 


ggtccagtat 


tacatggaac 


atcacgggca attaaaagag 


aagaatggag 


660 


atgtcattga 


gcttaaatat 


cctctgaact 


gtgcagatcc 


tacctctgaa 


aggtggtttc 


720 


atggacatct 


ctctgggaaa 


gaagcagaga 


aattattaac tgaaaaagga 


aaacatggta 


780 


gttttcttgt 


acgagagagc 


cagagccacc 


ctggagattt 


tgttctttct 


gtgcgcactg 


840 


gtgatgacaa 


aggggagagc 


aatgacggca 


agtctaaagt 


gacccatgtt 


atgattcgct 


900 


gtcaggaact 


gaaatacgac 


gttggtggag 


gagaacggtt 


tgattctttg 


acagatcttg 


960 


tggaacatta 


taagaagaat 


cctatggtgg 


aaacattggg 


tacagtacta 


caactcaagc 


1020 


agccccttaa 


cacgactcgt 


ataaatgctg 


ctgaaataga aagcagagtt 


cgagaactaa 


1080 


gcaaattagc 


tgagaccaca 


gataaagtca 


aacaaggctt 


ttgggaagaa 


tttgagacac 


1140 


tacaacaaca 


ggagtgcaaa 


cttctctaca 


gccgaaaaga gggtcaaagg 


caagaaaaca 


1200 


aaaacaaaaa 


tagatataaa 


aacatcctgc 


cctttgatca taccagggtt 


gtcctacacg 


1260 
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atggtgatcc 


caatgagcct 


Sequence listing 
gtttcagatt acatcaatgc 


as filedl.txt 
aaatatcatc atgcctgaat 


1320 


ttgaaaccaa 


gtgcaacaat 


tcaaagccca 


aaaagagtta 


cattgccaca 


caaggctgcc 


1380 


tgcaaaacac 


ggtgaatgac 


ttttggcgga 


tggtgttcca 


agaaaactcc 


cgagtgattg 


1440 


tcatgacaac 


gaaagaagtg 


gagagaggaa 


agagtaaatg 


tgtcaaatac 


tggcctgatg 


1500 


agtatgctct 


aaaagaatat 


ggcgtcatgc 


gtgttaggaa 


cgtcaaagaa 


agcgccgctc 


1560 


atgactatac 


gctaagagaa 


cttaaacttt 


caaaggttgg 


acaagggaat 


acggagagaa 


1620 


cggtctggca 


ataccacttt 


cggacctggc 


cggaccacgg 


cgtgcccagc 


gaccctgggg 


1680 


gcgtgctgga 


cttcctggag 


gaggtgcacc 


ataagcagga 


gagcatcatg 


gatgcagggc 


1740 


cggtcgtggt 


gcactgcagg 


tgacagctcc 


tgctgcccct 


ctaggccaca 


gcctgtccct 


1800 


gtctcctagc 


gcccagggct 


tgcttttacc 


tacccactcc 


tagctcttta 


actgtaggaa 


1860 


gaatt taata 


+■ y» +■ /** +■ +» as 

lC rg l l tgag 


gcatagagca 


actgcattga 


gggacatttt 


gatcccaagg 




catatttctc 


ctagacccta 


cagcactgcc 


attggccatg 


gccatggcaa 


catgctcagt 


1980 


taaaacagca 


aagactaagt 


cagcattatc 


tctgagtcca 


ccagaagttg 


tgcattaaac 


2040 


aacttcatcc 


tggaaaaaaa 


aaaaaaaaa 








2069 



<210> 218 

<211> 460 

<212> PRT 

<213> Homo sapiens 

<400> 218 

Met Thr Ser Arg Arg Trp Phe His Pro Asn lie Thr Gly val Glu Ala 
15 10 15 

Glu Asn Leu Leu Leu Thr Arg Gly val Asp Gly ser Phe Leu Ala Arg 
20 25 30 

Pro Ser Lys Ser Asn Pro Gly Asp Phe Thr Leu ser val Arg Arg Asn 
35 40 45 

Gly Ala Val Thr His lie Lys lie Gin Asn Thr Gly Asp Tyr Tyr Asp 
50 55 60 

Leu Tyr Gly Gly Glu Lys Phe Ala Thr Leu Ala Glu Leu Val Gin Tyr 
65 70 75 80 



Tyr Met Glu His His Gly Gin Leu Lys Glu Lys Asn Gly Asp val lie 
85 90 95 
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Sequence listing as filedl.txt 

Glu Leu Lys Tyr Pro Leu Asn Cys Ala Asp Pro Thr Ser Glu Arg Trp 

100 105 110 

Phe His Gly His Leu Ser Gly Lys Glu Ala Glu Lys Leu Leu Thr Glu 

115 120 125 

Lys Gly Lys His Gly Ser Phe Leu val Arg Glu Ser Gin ser His Pro 

130 135 140 

Gly Asp Phe val Leu ser Val Arg Thr Gly Asp Asp Lys Gly Glu Ser 

145 150 " 155 160 

Asn Asp Gly Lys Ser Lys Val Thr His val Met lie Arg Cys Gin Glu 

165 170 175 

Leu Lys Tyr Asp val Gly Gly Gly Glu Arg Phe Asp Ser Leu Thr Asp 

180 185 190 

Leu val Glu His Tyr Lys Lys Asn Pro Met Val Glu Thr Leu Gly Thr 

195 200 205 

val Leu Gin Leu Lys Gin Pro Leu Asn Thr Thr Arg lie Asn Ala Ala 

210 215 220 

Glu lie Glu ser Arg val Arg Glu Leu Ser Lys Leu Ala Glu Thr Thr 

225 230 ~ 235 240 

Asp Lys Val Lys Gin Gly Phe Trp Glu Glu Phe Glu Thr Leu Gin Gin 

245 250 255 

Gin Glu Cys Lys Leu Leu Tyr Ser Arg Lys Glu Gly Gin Arg Gin Glu 

260 265 270 

Asn Lys Asn Lys Asn Arg Tyr Lys Asn lie Leu Pro Phe Asp His Thr 

275 280 285 

Arg val Val Leu His Asp Gly Asp Pro Asn Glu Pro val Ser Asp Tyr 

290 295 300 

lie Asn Ala Asn lie lie Met Pro Glu Phe Glu Thr Lys Cys Asn Asn 

305 310 315 320 

Ser Lys Pro Lys Lys Ser Tyr lie Ala Thr Gin Gly Cys Leu Gin Asn 

325 330 335 

Thr val Asn Asp Phe Trp Arg Met val Phe Gin Glu Asn Ser Arg Val 
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Sequence listing as filedl.txt 
340 345 " 350 



lie val Met Thr Thr Lys Glu val Glu Arg Gly Lys Ser Lys Cys Val 
355 360 * 365 

Lys Tyr Trp Pro Asp Glu Tyr Ala Leu Lys Glu Tyr Gly Val Met Arg 
370 375 380 

val Arg Asn val Lys Glu Ser Ala Ala His Asp Tyr Thr Leu Arg Glu 
385 390 395 400 

Leu Lys Leu Ser Lys val Gly Gin Gly Asn Thr Glu Arg Thr val Trp 
405 410 ~ 415 

Gin Tyr His Phe Arg Thr Trp Pro Asp His Gly Val Pro Ser Asp Pro 
420 ~ 425 430 

Gly Gly val Leu Asp Phe Leu Glu Glu val His His Lys Gin Glu ser 
435 440 445 

lie Met Asp Ala Gly Pro val val val His Cys Arg 
450 455 460 



<210> 219 

<211> 506 

<212> DNA 

<213> Drosophila melanogaster 



<400> 219 
gccgagtaca 


tcaatgccaa 


ctacatacgg 


ctgcccaccg acggcgacct 


gtacaacatg 


60 


agcagctcgt 


cggagagcct 


gaacagctcg 


gtgccctcgt gccccgcctg 


cacggctgcc 


120 


cagacacagc 


ggaactgctc 


caactgccag 


ctgcaaaaca agacgtgcgt 


gcagtgcgcc 


180 


gtgaagagcg 


ccattctgcc 


gtatagcaac tgtgccacct gcagccgcaa gtcagactcc 


240 


ctgagcaagc 


acaagcggag 


cgaatcctcg 


gcctcttcat cgccctcctc 


cggctctggg 


300 


tccggaccag 


gatcgtcggg 


caccagcgga gtgagcagcg tcaatggacc 


cggcacaccc 


360 


accaatctca 


cgagcggcac 


agccggatgt 


ctggtcggcc tgctgaagag 


acactcgaac 


420 


gactcgtccg 


gagctgtttc 


tatatcgatg 


gccgaacggg aacgcgagag 


ggagcgcgag 


480 


atgtttaaga 


cctacatcgc 


caccca 






506 



<210> 220 



Page 285 



Sequence listing as filedl.txt 

<211> 49 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 220 

taatacgact cactataggg agagccgagt acatcaatgc caactacat 

<210> 221 

<211> 49 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 221 

taatacgact cactataggg agatgggtgg cgatgtaggt cttaaacat 

<210> 222 

<211> 21 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> short interfering RNA 

<400> 222 

aacgucaaag aaagcgccgc u 

<210> 223 

<211> 21 

<212> RNA 

<213> Artificial sequence 



<220> 
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Sequence listing as filedl.txt 
<223> short interfering RNA 
<400> 223 

aauuggccgg acagggacgu u 21 

<210> 224 

<211> 7217 

<212> DNA 

<213> Drosophila melanogaster 



<400> 224 
atatctaacc 


aaaaaatacc 


aggaggctct ggaggagctg acgaatccac 


agcagcagct 


60 


QCCCCCCTQQ 


ataataatac 


caatgccagt gtggagattc cagacagcag 


cgaggagcca 


120 




traaraaaaa 


gatgtctatc ataagcaaaa cacgcacctc 


aactttgtca 


180 




ctaaaaaarc 


aacagtaaca gcagagctgg aaggcgaaaa 


agagctggaa 


240 


LV-yoa l v. v.ay 


V. V— uv,Laaua\. 


tcctaggtcc acgcctacgc caacccttac 


gccagccgtc 


300 


ararrtarra 

uv.y v. v. v. c* v. v. y 


craataataa 

vvay v.ya.v.yy 


agtggcggcc aagagcgtga gggttacccg 


gcactcgtcg 


360 


ccactacttc 


taatcatctr 


gcccacgaca agtagacgtg aggtcggcga 


cggagagcta 


420 


aacarcaaaa 


aaccaacaaa 


atcgggtggc caaagaaaga gctccgtgga gcgatctttg 


480 


QCQCCCQtta 


tacacaaaca 

Luv.y^yyQ\.y 


aaagtccatc aaggatctga aagaagccaa agaagtcaag 


540 


L^.uynyyny v. 


cocctciccnc 

\.y LyL^y v. 


agcatcagag tcacgagctg caagtggagt 


gacgcctggc 


600 


caggtcaagg 


aacagcatgt 


cgcggatggc aacgaaatgg aatccttgcc 


aatcacagac 


r r r\ 

660 


aagaaagacc 


acaaagacac 


aaaagacaag ggagatgagc gggaaaccga 


tcaggaggaa 


720 


gagaaggaaa 


aatcagctga 


tacagaaata attgcagata cagaaaaaac 


ttcggagaaa 


780 


caaaagtata 


cagagaagga 


caaagctgcc gataaagatg gaggaaaaga 


aaaagatatt 


840 


gatgcaaata 


aggatataga 


taaggagaag gaaaaggtca aggaagtact 


tccgccagtg 


900 


gtgcctatag 


caccagtgac 


acccacttgt aaccgtgtca cacgtaaatc acatgcccag 


960 


gagcaggcga 


ttaacacgcg 


ggtcactcgc aatcgtcgcc agtcctctac agttggagcc 


1020 


aactccaccg 


cgtctttggt 


agctgcatcc tcctcagtaa cagagcaacc 


ccctccatct 


1080 


cgcggtcgac 


ggaagaagcc 


agtggtggtg gctcctccct tggagcctgc ggtaaaacgg 


1140 


aagcgatcgc 


aagatgttga 


agccgactca gacgccaaca acagcacgaa atacagcaag 


1200 


gtggaagtgg 


taaagtctga 


ggaagctgag gcaccagagg aggactccag 


tgccgtgccc 


1260 


attaagcagg 


aatctgttga 


tggcaacgag gtcagttcta tttctccaac 


agtcacgccc 


1320 


acacccacac 


ctgcgccaac 


accagctcca gtcccgggca gtcgacgggg 


tcgtgggcgc 


1380 
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Sequence listing 


as filedl.txt 




ccgcagaaca 


ggaactcctc 


ttcgcctgca 


accacaacgc 


gggcaacgcg 


gctaagcaag 


1440 


gcgggatcac 


cggttatcct 


gacgccagta 


gcccaggaac 


cggcgccacc 


gaaacggcgg 


1500 


cgagtcggct 


ccagcacacg 


gaagactgtc 


tcggccagct 


cgctggcacc 


cagctcgcag 


1560 


ggcggcgccg 


gggatgagga 


ctccaaggac 


agtatggcct 


cgtccatgga 


cgacctgctg 


1620 


atggccgcag 


cagatatcaa 


gcaggagaag 


ctgacgcccg 


atttcgacga 


tagtttgatg 


1680 


ccagaaggcc 


tgccctctac 


ttctggtgcg 


tcgagtgcca 


atggtcattc 


ctgcaccgaa 


1740 


ccgcttactg 


tggacacgga 


aattaatgtt 


aagcccgctg 


attccaaagt 


aaaaccaaag 


1800 


gagtcaccgg 


tggtagcagt 


cgaggaatct 


ccatcacaat 


ccgaaacgca 


atctgcaaag 


1860 


gtgtcagcgc 


atgcggggaa 


ggctccatct 


cttagtccag 


atatgataag 


tgaaggcgtg 


1920 


agcgcggtca 


gtgttcgaaa 


gttttataag 


aagcctgagt 


tcctggaaaa 


caatctgggc 


1980 


attgaaaagg 


atccggagct 


aggtgaaatc 


gttcagacgg 


ttagtaacaa 


tgacacggaa 


2040 


acagatgtgg 


agatggctgt 


tgatggcgag 


gtgaatcaac 


cgtcaactcc 


caagtcgcag 


2100 


gataaaaaga 


aagaggagca 


ggaaaagaat 


cagaaatcag 


ggctaaaggc 


agcaaagaag 


2160 


gctcctgcta 


agttagaacc 


taaagctgaa 


gacatttctg 


aaattcttac 


tgacgttcct 


2220 


gttgatattt 


cgactgaggc 


agtagaaatt 


atagaagaag 


cagaggaaga 


cacttgttca 


2280 


aatagctcaa 


tcaaaccagg 


tgagctccga 


ctggacgaga 


gcaacgatga 


acctgaactg 


2340 


cttcttgaag 


acgccctcat 


agtcaatggt 


gatgagaatg 


agacaccaga 


tcaaccggag 


2400 


gaaaaggagg 


accaggtgga 


gttcttccat 


acaggagaat 


acgacgactt 


tgagcacgag 


2460 


attatggtgg 


agctggcgaa 


ggagggggtg 


ctagatgcca 


gcggcaatgc 


attaagtcag 


2520 


caaaaggtag 


aacttgagca 


tcccgaggat 


gtaactctac 


acgaatcaaa 


aaatgacata 


2580 


gaagccgaag 


aatcggttga 


acgtaagcct 


cttaaggacc 


cgtcggttgc 


ggacgaaatg 


2640 


gaggacatga 


atgaggaatc 


ctatattgac 


attaaggacc 


agacaaatca 


actgttagtt 


2700 


gaacacttgg 


cagaagaggc 


catggaagcg 


gactgcggtc 


ccgaggataa 


caaggagaac 


2760 


ttgtccacgt 


ctgcttcgag 


caccgctgcc 


gatggtctag 


atattcagtt 


ggccatcaag 


2820 


gaggatgacg 


acgaggagaa 


accgcttgca 


gttatcgctg 


acgaacagaa 


gcctgggctg 


2880 


ctgttgacca 


atgacatgaa 


agtggatgag 


aaaccaaatg 


gcaagcagga 


atcggtctgt 


2940 


gatgagcacg 


ttcagctggt 


gccaaacctt 


cgtcaagaac 


aggaaattca 


cttacaaaat 


3000 


c ugggcc Lac 


■i- r~ r n f r r~ 
LCcLCgCaCCa 


ggccgctgaa 


cataggcgca 


agtgtctgct 


tgaggcacag 


jUDU 


gcccgccagg 


cgcaaatgca 


gctccagcaa 


catcaccacc 


atcagcacaa 


gcgacaagga 


3120 


gcgcgcggag 


gaggcagtgc 


cactcatgtg 


gaatccagcg 


gtactttgaa 


gacagtcatc 


3180 


aagctgaaca 


ggagcagcaa 


cggaggagta 


agcggtagtg 


gcggcctgcc 


tactggtaca 


3240 
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gttatccatg 


gaggctgtgg 


Sequence listing 
ctcctcttca gcttcttcca 


as filedl.txt 
cgtcctcctc ctcggtgggc 


3300 


agtgccacac 


gtaagtcaag 


cgggaccttg 


ggctcaggag 


cgggagcagg 


agctggcgtt 


3360 


cgccggcagt 


cgcttaagat 


gacattccag 


aagggtcggg 


ctcgtggtca 


cggtgctgcg 


3420 


gatcgatccg 


ccgatcagta 


tggcgcccac 


gccgaggact 


cctactacac 


cattcaaaac 


3480 


gagaacgaag 


gtgcgaaaaa 


gtttgttgta 


actactggta 


ataccggccg 


caagactaat 


3540 


aaccgtttca 


gctcaactaa 


caactaccac 


tcgacggtag 


ccttgcacgg 


tagcaactct 


3600 


gcgctccagt 


actattcgtc 


ccactcggaa 


agtcagggac 


agacggacca 


cggcttctat 


3660 


cagatggtca 


aaaaggacga 


aaaggagaag 


atcctcattc 


cggaaaaggc 


ctcctcgttt 


3720 


aagtttcacc 


cagggagact 


gtgcgaagac 


cagtgctact 


actgtagcgg 


aaagtttggc 


3780 


ctctatgaca 


ccccctgcca 


tgttggacaa 


ataaagtccg 


tggagcgcca 


gcagaagatc 


3840 


ctagccaacg 


aggagaagct 


caccgtggat 


aactgcttgt 


gcgacgcatg 


ttttcgacac 


3900 


gtggaccgcc 


gggcaaatgt 


gccatcctat 


aagaagcgtc 


tttccgcttc 


aggtcacttg 


3960 


gagatggggt 


ctgcagcggg 


atctgcacta 


gagaaacagt 


ttgctggcga 


cagcggcgtc 


4020 


attacggaat 


cgggtggcga 


agctggttct 


acggcagctg 


tggccgtgca 


gcaacgatct 


4080 


tgtggcgtga 


aggactgcgt 


cgaagcggca 


cgacactcgc 


tgcggcgcaa 


gtgcatacgc 


4140 


aagagagtaa 


agaagtatca 


gctcagcctg 


gagattcccg 


caggctcgtc 


gaacgtgggg 


4200 


ctgtgtgagg 


cacattacaa 


tacggtcatc 


caattttccg 


gctgcgttct 


ttgcaagcgt 


4260 


agattaggca 


agaaccatat 


gtacaacata 


accacgcagg 


acacaattcg 


actggaaaag 


4320 


gcgctgtccg 


agatgggcat 

ZJ ZJ ZJ ZJ 


cccagttcag 


cttggcatgg 


gcactgcagt 


ctgcaagctg 


4380 


tgtcgctatt 


ttgccaacct 


tttgataaag 


ccaccggata 


gcaccaaggc 


acaaaaggcg 


4440 


gaattcgtga 


agaactacag 


aaagaggctc 


ctcaaggtgc 


ataatctgca 


ggatggcagt 


4500 


catgagctgt 


ccgaagcgga 


tgaagaagag 


gcacctaatg 


caacggagac 


agaaaggcca 


4560 


acctcagacg 

ZJ ZJ 


gacacgaaga 


tcccgagatg 


cccatggtag 


cggactatga 


tggacctacc 


4620 


gactccaatt 


ccagtagttc 


ttcgactgca 


gccctggaca 


ccagcaaaca 


aatgtccaag 


4680 


cttcaggcca 


tcctgcagca 


aaatgtggga 


gcggatgcgg 


caggagctgc 


gggaacagga 


4740 


actgttgcag 


caagtcccgg 


aggaagcgga 


tctggggcag 


atatctctaa 


cgtattgcga 


4800 


gggaatccga 


acatttccat 


gcgcgaactt 


ttccacggcg 


aggaagagct 


gggtgtgcag 


4860 


ttcaaggtgc 


cgttcggatg 


cagcagcagc 


cagcgtactc 


cggagggctg 


gacacgagtg 


4920 


Ca.yd.V_ L LLC C 


^ a ^* a a ^ a a 
LdCdaLaCgd 


tgagccgacg 


cgccgcctct 


gggaggagtt 


gcaaaagccg 




tacggaaatc 


agagctcatt 


tctgcgccac 


ttgatactat 


tagagaagta 


ctaccgaaac 


5040 


ggagatctcg 


tcctagcacc 


gcatgcttcc 


tccaatgcca 


cggtttacac 


agagactgtt 


5100 


cgtcagcggc 


tgaattcgtt 


tgatcacggt 


cactgcggtg 


gattgaacat 


cgcaggcagc 


5160 
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ccttcttctt 


cgggttccgg 


caagcgcagt 


ggagttcctc 


aacctacggg 


tgccagtgtg 


5220 


ctggccaccg 


ccctcacaac 


acccttgaca 


agccattcat 


cctcctctgc 


atccatttcc 


5280 


tccgaacagc 


attcgtcggt 


tgatcctgtc 


attccgctgg 


tagacctcaa 


tgatgacgat 


5340 


gaaggcgaag 


atggggcagg 


aggagcgggc 


gaaagggagt 


cgacaaatag 


gcagcaggac 


5400 


gtaatcttgg 


aatgccttag 


aactgcctct 


gtggacaagc 


tgactaagca 


gctcagctcg 


5460 


aatgcggtga 


cgattatcgc 


ccggcccaaa 


gacaaatcgc 


agctctcctg 


caacagcgga 


5520 


tcctccacgt 


ccatttccag 


ctcctcgtcc 


gctatttcct 


cgccggagga 


agtggccgtc 


5580 


actaaggtta 


cagcagtcgc 


accagtccag 


tccaaggatg 


caccgccact 


ggcgccagca 


5640 


agtagcggtg 


ttagcaacag 


tcgtagtatc 


cttaaaacca 


acctcttggg 


catgaacaag 


5700 


gccgtggaac 


tcgtgccctt 


aacgactgcc 


ccccacgctt 


acaagccaac 


tggatgccat 


5760 


aagcctgaga 


aacagcaaaa 


gattcttgac 


gtggccaata 


agcagcccgg 


tagccagggg 


5820 


gaaccggtac 


catcaagcgc 


cttgcttggc 


ctgcagtcaa 


agctaaagcc 


tccaacgcat 


5880 


cagcagcagg 


tcagcggatc 


aggagcggga 


actagtggtt 


ctcagaagcc 


atctaatgtg 


5940 


gcgcaattgc 


ttagctctcc 


accggagcta 


atcagcttgc 


atcgacggca 


gaccagcgga 


6000 


gcagcagcgg 


ggtccagcag 


cttccttcag 


ggcaagaggc 


ttcaacttcc 


acgatctgga 


6060 


gcagggcctt 


caggagcggg 


aacgggaaca 


ggcgctggag 


cagcaggaag 


ccgcagtgcg 


6120 


ggtggaccac 


caccgcccaa 


tgtggtcata 


ctgccggacg 


ccttaacccc 


ccaggagcga 


6180 


cacgagagca 


agagctggaa 


gccaacgctg 


ataccgctgg 


aggatcagca 


caaggtgccg 


6240 


aacaaatcac 


atgctcttta 


tcagaccgcc 


gacggtcgaa 


ggttgcccgc 


cctggtgcaa 


6300 


gtgcagtctg 


gtggcaagcc 


atacctcatc 


tctatcttcg 


actataaccg 


catgtgcatc 


6360 


ttgcgaaggg 


aaaagctgat 


gcgggaccag 


ttgctcaaga 


gtaacgccaa 


gccaaagccg 


6420 


cagaaccagc 


aacagcagca 


gggccaaacg 


caccagcagc 


agcagaattc 


cgccgcatcg 


6480 


gcggctgcct 


tctccaacat 


ggtgaagttg 


gcccagcaac 


acacggcgcg 


acagcagctt 


6540 


cagcagctgc 


aacagaagcc 


acaacagcag 


caacaattgc 


ccactttgca 


gccaggtggg 


6600 


gtgcgacttg 


cccggctgcc 


gcaaaaacta 


ctgatgccac 


cactgactaa 


tccgcagatt 


6660 


ggcagtcaag 


cacccaactt 


acagccgttg 


ctgtctagta 


cgctggataa 


cagcaacaac 


6720 


tgctggctgt 


ggaaaaactt 


tcctgatccc 


aatcagtatc 


tgctaaatgg 


aaacggaggg 


6780 


ggxgccggga 


yLLLLLLLdy 


caagttgcca 


catctcacgg 


ccaaaccagc 


cacggcaact 


DO'fU 


agtagctccg 


gagcggccaa 


caaatcagca 


ggaagcctat 


ttaccctcaa 


gcagcagcag 


6900 


caccagcaga 


aactcatcga 


caacgctatc 


atgtcaaaga 


tacccaaaag 


tctgacagta 


6960 


ataccgcagc 


agatgggtgg 


taataccggt 


ggcgatatgg 


ggggcagcag 


ctcctccggc 


7020 
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aaggactgat gacggcgaag gagggcgcca tggccattag ccgtagcgcc ggaggtaacc 7080 

cggcgaagta gtaggatcaa caagcaggcg acgtgcagct taagcggcga tcttcagaac 7140 

aagaggtgac cagcggcggc tccatggata tcacaaactc cacaattcca tggctgcagt 7200 

agaataagtg atacact 7217 

<210> 225 

<211> 2342 

<212> PRT 

<213> Drosophila melanogaster 

<400> 225 

Met Ser ser Arg Lys Val Pro Gly Gly Ser Gly Gly Ala Asp Glu ser 
1 5 10 15 

Thr Ala Ala Ala Ala Pro Leu Asp Asp Asn Ala Asn Ala Ser Val Glu 
20 25 30 

lie Pro Asp Ser ser Glu Glu Pro Ala Met Gly val Gly Glu Glu Met 
35 40 45 

Ser lie He Ser Lys Thr Arg Thr Ser Thr Leu Ser Val Glu Pro Ala 
50 55 60 

Lys Glu Pro Thr val Thr Ala Glu Leu Glu Gly Glu Lys Glu Leu Glu 
65 70 75 80 

Ser Asn Pro Val Ser Lys Thr Pro Arg Ser Thr Pro Thr Pro Thr Leu 
85 90 95 

Thr Pro Ala Val Thr Pro Thr Ala Ser Asp Gly Val Ala Ala Lys Ser 
100 105 110 

val Arg val Thr Arg His Ser Ser Pro Leu Leu Leu lie lie Ser Pro 
115 120 125 

Thr Thr Ser Arg Arg Glu val Gly Asp Gly Glu Leu Asp Thr Glu Glu 
130 135 140 

Pro Thr Gly Ser Gly Gly Gin Arg Lys Ser ser Val Glu Arg Ser Leu 
145 150 ~ " 155 160 

Ala Pro val lie Arg Gly Arg Lys Ser lie Lys Asp Leu Lys Glu Ala 
165 170 175 
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Lys Glu val Lys Ser Glu Glu Pro Pro Ala Ala Ala Ser Glu Ser Arg 
180 185 190 

Ala Ala ser Gly Val Thr Pro Gly Gin Val Lys Glu Gin His Val Ala 
195 200 205 

Asp Gly Asn Glu Met Glu ser Leu Pro lie Thr Asp Lys Lys Asp His 
210 215 220 

Lys Asp Thr Lys Asp Lys Gly Asp Glu Arg Glu Thr Asp Gin Glu Glu 
225 230 235 240 

Glu Lys Glu Lys Ser Ala Asp Thr Glu lie lie Ala Asp Thr Glu Lys 
245 250 255 

Thr Ser Glu Lys Gin Lys Tyr Thr Glu Lys Asp Lys Ala Ala Asp Lys 
260 265 270 

Asp Gly Gly Lys Glu Lys Asp lie Asp Ala Asn Lys Asp lie Asp Lys 
275 280 285 

Glu Lys Glu Lys val Lys Glu val Leu Pro Pro val val Pro lie Ala 
290 295 300 

Pro Val Thr Pro Thr Cys Asn Arg Val Thr Arg Lys ser His Ala Gin 
305 310 " 315 320 

Glu Gin Ala He Asn Thr Arg val Thr Arg Asn Arg Arg Gin Ser Ser 
325 " 330 335 

Thr val Gly Ala Asn Ser Thr Ala ser Leu val Ala Ala ser ser ser 
340 345 350 

Val Thr Glu Gin Pro Pro Pro Ser Arg Gly Arg Arg Lys Lys Pro val 
355 360 " 365 

Val Val Ala Pro Pro Leu Glu Pro Ala val Lys Arg Lys Arg Ser Gin 
370 375 380 

Asp Val Glu Ala Asp ser Asp Ala Asn Asn ser Thr Lys Tyr Ser Lys 
385 390 395 400 

val Glu val val Lys Ser Glu Glu Ala Glu Ala Pro Glu Glu Asp Ser 
405 410 415 

Ser Ala val Pro lie Lys Gin Glu Ser val Asp Gly Asn Glu val Ser 
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420 425 430 

Ser lie Ser Pro Thr val Thr Pro Thr Pro Thr Pro Ala Pro Thr Pro 
435 440 445 

Ala Pro val Pro Gly Ser Arg Arg Gly Arg Gly Arg Pro Gin Asn Arg 
450 455 ~ 460 

Asn Ser Ser Ser Pro Ala Thr Thr Thr Arg Ala Thr Arg Leu Ser Lys 
465 470 475 480 

Ala Gly Ser Pro val lie Leu Thr Pro val Ala Gin Glu Pro Ala Pro 
485 490 495 

Pro Lys Arg Arg Arg val Gly Ser Ser Thr Arg Lys Thr val Ser Ala 
500 505 510 

Ser Ser Leu Ala Pro Ser Ser Gin Gly Gly Ala Gly Asp Glu Asp Ser 
515 520 525 

Lys Asp Ser Met Ala Ser Ser Met Asp Asp Leu Leu Met Ala Ala Ala 
530 535 540 

Asp lie Lys Gin Glu Lys Leu Thr pro Asp Phe Asp Asp Ser Leu Met 
545 550 555 560 

Pro Glu Gly Leu Pro Ser Thr Ser Gly Ala Ser Ser Ala Asn Gly His 
565 570 575 

Ser Cys Thr Glu Pro Leu Thr Val Asp Thr Glu lie Asn Val Lys Pro 
580 585 590 

Ala Asp Ser Lys val Lys Pro Lys Glu ser Pro Val Val Ala Val Glu 
595 600 605 

Glu Ser Pro Ser Gin Ser Glu Thr Gin Ser Ala Lys val Ser Ala His 
610 615 620 

Ala Gly Lys Ala Pro Ser Leu Ser Pro Asp Met lie Ser Glu Gly val 
625 630 635 640 

Ser Ala val Ser Val Arg Lys Phe Tyr Lys Lys Pro Glu Phe Leu Glu 
645 650 655 

Asn Asn Leu Gly lie Glu Lys Asp Pro Glu Leu Gly Glu He val Gin 
660 665 670 
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Thr val Ser Asn Asn Asp Thr Glu Thr Asp val Glu Met Ala val Asp 
675 680 685 

Gly Glu val Asn Gin Pro Ser Thr Pro Lys Ser Gin Asp Lys Lys Lys 
690 695 700 

Glu Glu Gin Glu Lys Asn Gin Lys Ser Gly Leu Lys Ala Ala Lys Lys 
705 710 715 720 

Ala Pro Ala Lys Leu Glu Pro Lys Ala Glu Asp lie Ser Glu lie Leu 
725 730 735 

Thr Asp val Pro Val Asp lie Ser Thr Glu Ala Val Glu lie lie Glu 
740 745 750 

Glu Ala Glu Glu Asp Thr cys Ser Asn ser Ser lie Lys Pro Gly Glu 
755 760 765 

Leu Arg Leu Asp Glu ser Asn Asp Glu Pro Glu Leu Leu Leu Glu Asp 
770 775 780 

Ala Leu lie Val Asn Gly Asp Glu Asn Glu Thr Pro Asp Gin Pro Glu 
785 790 795 800 

Glu Lys Glu Asp Gin val Glu Phe Phe His Thr Gly Glu Tyr Asp Asp 
805 810 815 

Phe Glu His Glu lie Met val Glu Leu Ala Lys Glu Gly Val Leu Asp 
820 825 830 

Ala Ser Gly Asn Ala Leu Ser Gin Gin Lys Val Glu Leu Glu His Pro 
835 840 845 

Glu Asp Val Thr Leu His Glu Ser Lys Asn Asp lie Glu Ala Glu Glu 
850 855 860 

Ser val Glu Arg Lys Pro Leu Lys Asp Pro ser val Ala Asp Glu Met 
865 870 875 880 

Glu Asp Met Asn Glu Glu ser Tyr lie Asp lie Lys Asp Gin Thr Asn 
885 890 895 

Gin Leu Leu val Glu His Leu Ala Glu Glu Ala Met Glu Ala Asp Cys 
900 905 910 

Gly Pro Glu Asp Asn Lys Glu Asn Leu Ser Thr Ser Ala Ser Ser Thr 
915 920 925 
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Ala Ala Asp Gly Leu Asp lie Gin Leu Ala lie Lys Glu Asp Asp Asp 
930 935 940 

Glu Glu Lys Pro Leu Ala val lie Ala Asp Glu Gin Lys Pro Gly Leu 
945 950 955 960 

Leu Leu Thr Asn Asp Met Lys val Asp Glu Lys Pro Asn Gly Lys Gin 
965 970 975 

Glu ser val Cys Asp Glu His val Gin Leu val Pro Asn Leu Arg Gin 
980 985 990 

Glu Gin Glu lie His Leu Gin Asn Leu Gly Leu Leu Thr His Gin Ala 
995 1000 1005 

Ala Glu His Arg Arg Lys Cys Leu Leu Glu Ala Gin Ala Arg Gin 
1010 1015 1020 

Ala Gin Met Gin Leu Gin Gin His His His His Gin His Lys Arg 
1025 1030 1035 

Gin Gly Ala Arg Gly Gly Gly Ser Ala Thr His val Glu Ser Ser 
1040 " 1045 1050 

Gly Thr Leu Lys Thr val lie Lys Leu Asn Arg Ser Ser Asn Gly 
1055 1060 1065 

Gly Val Ser Gly Ser Gly Gly Leu Pro Thr Gly Thr val lie His 
1070 1075 1080 

Gly Gly Cys Gly Ser Ser Ser Ala Ser Ser Thr Ser Ser Ser Ser 
1085 1090 1095 

Val Gly Ser Ala Thr Arg Lys Ser Ser Gly Thr Leu Gly Ser Gly 
1100 1105 1110 

Ala Gly Ala Gly Ala Gly val Arg Arg Gin Ser Leu Lys Met Thr 
1115 1120 1125 

Phe Gin Lys Gly Arg Ala Arg Gly His Gly Ala Ala Asp Arg Ser 
1130 ~ 1135 1140 

Ala Asp Gin Tyr Gly Ala His Ala Glu Asp ser Tyr Tyr Thr lie 
1145 1150 1155 

Gin Asn Glu Asn Glu Gly Ala Lys Lys Phe val Val Thr Thr Gly 
1160 1165 1170 
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Asn Thr Gly Arg Lys Thr Asn Asn Arg Phe Ser Ser Thr Asn Asn 
1175 1180 1185 



Tyr His Ser Thr val Ala Leu His Gly Ser Asn Ser Ala Leu Gin 
1190 1195 1200 



Tyr Tyr Ser Ser His Ser Glu Ser Gin Gly Gin Thr Asp His Gly 

1205 1210 1215 

Phe Tyr Gin Met Val Lys Lys Asp Glu Lys Glu Lys lie Leu lie 

1220 1225 1230 

pro Glu Lys Ala ser Ser Phe Lys Phe His Pro Gly Arg Leu cys 

1235 1240 1245 

Glu Asp Gin Cys Tyr Tyr Cys Ser Gly Lys Phe Gly Leu Tyr Asp 

1250 1255 1260 

Thr Pro Cys His Val Gly Gin lie Lys Ser Val Glu Arg Gin Gin 

1265 1270 1275 



Lys lie Leu Ala Asn Glu Glu Lys Leu Thr val Asp Asn Cys Leu 
1280 1285 1290 



Cys Asp Ala Cys Phe Arg His val Asp Arg Arg Ala Asn Val Pro 

1295 1300 1305 

Ser Tyr Lys Lys Arg Leu Ser Ala Ser Gly His Leu Glu Met Gly 

1310 " 1315 1320 



Ser Ala Ala Gly Ser Ala Leu Glu Lys Gin Phe Ala Gly Asp Ser 
1325 1330 1335 

Gly val lie Thr Glu Ser Gly Gly Glu Ala Gly Ser Thr Ala Ala 
1340 1345 1350 



val Ala val Gin Gin Arg Ser Cys Gly val Lys Asp Cys val Glu 
1355 1360 1365 



Ala Ala Arg His Ser Leu Arg Arg Lys Cys lie Arg Lys Arg Val 
1370 ^ 1375 ~ 1380 

Lys Lys Tyr Gin Leu Ser Leu Glu lie Pro Ala Gly Ser Ser Asn 
1385 1390 1395 

val Gly Leu Cys Glu Ala His Tyr Asn Thr val lie Gin Phe Ser 
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1400 1405 ~ 1410 



Gly Cys val Leu cys Lys Arg Arg Leu Gly Lys Asn His Met Tyr 
1415 1420 ~ 1425 



Asn lie Thr Thr Gin Asp Thr lie Arg Leu Glu Lys Ala Leu Ser 
1430 1435 " 1440 

Glu Met Gly lie Pro val Gin Leu Gly Met Gly Thr Ala val Cys 
1445 1450 1455 

Lys Leu Cys Arg Tyr Phe Ala Asn Leu Leu lie Lys Pro Pro Asp 
1460 1465 1470 

Ser Thr Lys Ala Gin Lys Ala Glu Phe val Lys Asn Tyr Arg Lys 
1475 1480 1485 

Arg Leu Leu Lys val His Asn Leu Gin Asp Gly Ser His Glu Leu 
1490 1495 1500 



Ser Glu Ala Asp Glu Glu Glu Ala Pro Asn Ala Thr Glu Thr Glu 
1505 1510 1515 



Arg Pro Thr Ser Asp Gly His Glu Asp Pro Glu Met Pro Met val 
1520 1525 1530 



Ala Asp Tyr Asp Gly Pro Thr Asp Ser Asn ser ser Ser ser Ser 
1535 1540 1545 



Thr Ala Ala Leu Asp Thr Ser Lys Gin Met Ser Lys Leu Gin Ala 
1550 1555 1560 

lie Leu Gin Gin Asn val Gly Ala Asp Ala Ala Gly Ala Ala Gly 
1565 1570 1575 

Thr Gly Thr val Ala Ala Ser Pro Gly Gly Ser Gly Ser Gly Ala 
1580 1585 1590 



Asp lie Ser Asn val Leu Arg Gly Asn Pro Asn lie Ser Met Arg 
1595 1600 1605 

Glu Leu Phe His Gly Glu Glu Glu Leu Gly val Gin Phe Lys Val 
1610 1615 1620 



Pro Phe Gly Cys Ser Ser Ser Gin Arg Thr Pro Glu Gly Trp Thr 
1625 1630 1635 
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Arg val Gin Thr Phe Leu Gin Tyr Asp Glu Pro Thr Arg Arg Leu 
1640 1645 1650 

Trp Glu Glu Leu Gin Lys Pro Tyr Gly Asn Gin Ser Ser Phe Leu 
1655 1660 1665 

Arg His Leu lie Leu Leu Glu Lys Tyr Tyr Arg Asn Gly Asp Leu 
1670 1675 1680 



val Leu Ala Pro His Ala Ser Ser Asn Ala Thr Val Tyr Thr Glu 

1685 1690 1695 

Thr val Arg Gin Arg Leu Asn Ser Phe Asp His Gly His Cys Gly 

1700 ~ 1705 1710 

Gly Leu Asn lie Ala Gly Ser Pro Ser Ser Ser Gly Ser Gly Lys 

1715 1720 1725 

Arg Ser Gly val Pro Gin Pro Thr Gly Ala Ser Val Leu Ala Thr 

1730 1735 1740 

Ala Leu Thr Thr Pro Leu Thr Ser His Ser Ser Ser Ser Ala Ser 

1745 1750 1755 

lie Ser Ser Glu Gin His Ser Ser Val Asp Pro Val lie Pro Leu 

1760 1765 1770 

val Asp Leu Asn Asp Asp Asp Glu Gly Glu Asp Gly Ala Gly Gly 

1775 1780 1785 

Ala Gly Glu Arg Glu Ser Thr Asn Arg Gin Gin Asp Val lie Leu 

1790 1795 1800 

Glu Cys Leu Arg Thr Ala Ser val Asp Lys Leu Thr Lys Gin Leu 

1805 ~* 1810 1815 

Ser Ser Asn Ala val Thr lie lie Ala Arg Pro Lys Asp Lys Ser 

1820 1825 1830 



Gin Leu Ser Cys Asn ser Gly Ser Ser Thr Ser lie Ser Ser Ser 
1835 1840 1845 



Ser ser Ala lie Ser Ser Pro Glu Glu Val Ala Val Thr Lys Val 
1850 1855 1860 

Thr Ala val Ala Pro val Gin Ser Lys Asp Ala Pro Pro Leu Ala 
1865 1870 1875 
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Pro Ala Ser Ser Gly val Ser Asn Ser Arg Ser lie Leu Lys Thr 
1880 1885 1890 



Asn Leu Leu Gly Met Asn Lys Ala val Glu Leu Val Pro Leu Thr 
1895 1900 1905 



Thr Ala Pro His Ala Tyr Lys Pro Thr Gly Cys His Lys Pro Glu 

1910 1915 1920 

Lys Gin Gin Lys lie Leu Asp val Ala Asn Lys Gin Pro Gly Ser 

1925 1930 1935 

Gin Gly Glu Pro val Pro Ser Ser Ala Leu Leu Gly Leu Gin ser 

1940 1945 1950 

Lys Leu Lys Pro Pro Thr His Gin Gin Gin val Ser Gly Ser Gly 

1955 1960 1965 

Ala Gly Thr Ser Gly Ser Gin Lys Pro Ser Asn val Ala Gin Leu 

1970 1975 1980 

Leu Ser ser Pro Pro Glu Leu lie Ser Leu His Arg Arg Gin Thr 

1985 1990 1995 



Ser Gly Ala Ala Ala Gly Ser Ser Ser Phe Leu Gin Gly Lys Arg 
2000 2005 2010 

Leu Gin Leu Pro Arg Ser Gly Ala Gly Pro Ser Gly Ala Gly Thr 
2015 2020 2025 

Gly Thr Gly Ala Gly Ala Ala Gly Ser Arg Ser Ala Gly Gly Pro 
2030 * 2035 ~ 2040 



Pro Pro Pro Asn val val lie Leu Pro Asp Ala Leu Thr Pro Gin 
2045 2050 2055 

Glu Arg His Glu Ser Lys Ser Trp Lys Pro Thr Leu He Pro Leu 
2060 2065 2070 

Glu Asp Gin His Lys val Pro Asn Lys Ser His Ala Leu Tyr Gin 
2075 2080 2085 



Thr Ala Asp Gly Arg Arg Leu Pro Ala Leu val Gin val Gin Ser 
2090 2095 2100 

Gly Gly Lys Pro Tyr Leu lie Ser lie Phe Asp Tyr Asn Arg Met 
2105 2110 2115 
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Cys lie Leu Arg Arg Glu Lys Leu Met Arg Asp Gin Leu Leu Lys 
2120 2125 2130 



Ser Asn Ala Lys Pro Lys Pro Gin Asn Gin Gin Gin Gin Gin Gly 
2135 2140 2145 



Gin Thr His Gin Gin Gin Gin Asn Ser Ala Ala Ser Ala Ala Ala 

2150 2155 2160 

Phe Ser Asn Met val Lys Leu Ala Gin Gin His Thr Ala Arg Gin 

2165 2170 2175 

Gin Leu Gin Gin Leu Gin Gin Lys Pro Gin Gin Gin Gin Gin Leu 

2180 2185 2190 

Pro Thr Leu Gin Pro Gly Gly Val Arg Leu Ala Arg Leu Pro Gin 

2195 2200 2205 

Lys Leu Leu Met Pro Pro Leu Thr Asn Pro Gin lie Gly Ser Gin 

2210 2215 2220 

Ala Pro Asn Leu Gin Pro Leu Leu Ser Ser Thr Leu Asp Asn Ser 

2225 2230 2235 

Asn Asn Cys Trp Leu Trp Lys Asn Phe Pro Asp Pro Asn Gin Tyr 

2240 2245 2250 

Leu Leu Asn Gly Asn Gly Gly Gly Ala Gly Ser Ser Ser Ser Lys 

2255 2260 2265 

Leu Pro His Leu Thr Ala Lys Pro Ala Thr Ala Thr Ser Ser Ser 

2270 2275 2280 

Gly Ala Ala Asn Lys Ser Ala Gly Ser Leu Phe Thr Leu Lys Gin 

2285 2290 2295 

Gin Gin His Gin Gin Lys Leu lie Asp Asn Ala lie Met Ser Lys 

2300 2305 2310 

lie Pro Lys Ser Leu Thr val lie Pro Gin Gin Met Gly Gly Asn 

2315 2320 2325 

Thr Gly Gly Asp Met Gly Gly Ser Ser Ser Ser Gly Lys Asp 

2330 2335 2340 



<210> 226 
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<211> 3774 

<212> DNA 

<213> Homo sapiens 



<400> 226 
atgatgagct 


tcaacaacac 

vv.yyv.yyv.yv. 


aaacacQcta 

yyw^y^-y*- »-y 


ctaaacaccc 
*- ^yyy^y*-*-^ 


cgttcgcgcc 


actacataac 

yv_uyv.c*wyyv. 


60 


aacaacaacc 
yy^—yy^^y^*^* 


tccactacac 

W V- X^ L4 v*» x» V* X»p. X^ Xv 


actaacccaa 

XJ Xv W LA xj W X»- X* xj 


aaaaataaca 


caaacaaaac 

yy yyy 


gcgctccgcc 


120 


gctggctcct 


ccagcggctt 


ccactcgtgg 


acacggacgt 


ccgtgagctc 


cgtgtccgcc 


180 


tcgcccagcc 


gcttccgtgg 


cgcaggcgcc 


gcctcaagca 


ccgactcgct 


aaacacacta 

yyuv>uwysi *- y 


240 


aacaacaaac 

LA %J V* LA LA ^— XJ >y XJ X* 


caaaaaacta 
v -yy a yyy v - *-y 


cataataaca 
v - c * L yy u yy*-y 


ataaccacct 


cacacaataa 


aaaaaaacaa 

yuuyyuyv»u.y 


300 


ctacaaacac 

V* x> XJ LA XJ X* V» V* X» 


taaacaacca 

W XJ XAXA X» Xj XA X» X»< Vj 


cttcaccaaa 

V* W W X— XJ X,. XJ XJ xj 


tacatcaaca 

W U W LA W V* XA LA V- 


aaatacaaca 

V4MM \» X* Vj Xj V 


actaaaaaca 
y*- L yy a yy v -y 


360 


cacaaccgca 


acctaaaaaa 
y*-^* w yy a yyy 


caaaactaca 


acactacaac 


aacaacaaac 


gggccgctcc 


420 


actataaaca 


agctgtacga 


acacaaaatc 

" y y yy w* 


cacaaaatac 

V— XA V- X^ X* U V* xj w 


acaacacaat 
y^yy^-y^yy *- 


gctgcgcctg 


480 




acaatcaact 


acacctaaaa 

uvy ^» v ^yy Z7 


caaaaacacc 


tactcaaaaa 

ty Vf «_\_y uyyu 


catcacacac 


540 


atacaccaac 


acctaaacaa 

y v. v. v>u\j «-* v. y v*. 


caaaacccaa 
y y y y y 


caacaaaaaa 

\— y v. y v*. y y y 


aaaccaaaac 

v*y y v. v.\j y y 


aacaacccac 
yy yy y 


600 


acactaacac 


y v. v. v. v«y \— y v.a 


y y ay y v. v. y a y 


y^-yy^-y^y^-y 


taaacctaca 


y a ay u uy y v. y 


660 


v. a y y v.y v. Ly v» 


aaaaaaaata 

ia y y c* y y ay v. y 


caactaccta 

v.y y v» v. a v. v. v. y 


CQQCQCCaCC 

yy y 


accaaaaaaa 


yy L yyy k -y a y 


720 

/ *- V/ 


CtQCtCQQCC 


ay a LLLuyyy 


rtrraorarr 


y v- y Lay y v_y \_ 


aaal"nrannr 

ay a. Lyv-ayyv- 


cyayav.yv.yv. 


780 


aacaccctaa 

y uv>y v.vp\. lu kx 


aatacaacat 

uy v_ y v.y u v. y v- 


QaCQtCQQCQ 
yuv.y y 3 y 


ctacacaaaa 

v. Ly\.y^yuyu 


ttrnrQcoc^ 

i— k_ \_ y V— y v,y\, u 


acttaaaaac 

y v. v. Ly uu y y v. 


840 


cacacaatac 


aaaacacact 


acaatccaaa 

X^ V* LA XJ L- v*. v^. LA V-4 


aaataattcc 

XA LA LJ V- y* V- L- *w V— 


aaataaaact 


aaaccaacta 


900 


tcaaaaacaa 
Lu yy a yy ua y 


ccaaggtgaa 


cacagacgct 


atacactcaa 

XA w \a V— \A V— V- VUM 


cacaoaaaaa 


gataactgag 


960 


taccaacatc 

UIA\#\#MM\#M L» X*» 


aactacaaac 


caaaaccaca 

XA 1 XA X» V* 


aaactaaaaa 

yuy v. *- y y u yy 


cactaaaaaa 


caccaaaaac 

LA V* X— LAV4M Xy LA V* 


1020 


tcactaaaaa 

v.v.viv. '•yy u 3 u 


aacaacactc 

y y ^**h y ^ *• 


taaactaaaa 

v>yuuv> y y y 


aaccatcatc 

y v»y v_ v- i— v» 


aaaccaacat 

uy y v. y u v» v* *- 


tacctcctac 

v. y \— v. v. v» v. v-uVi 


1080 


caggaagcca 


ttcagcagct 


ggacgctgag 


ctgaggaaca 


ccaagtggga 


gatggccgcc 


1140 


cagctgcgag 


aataccagga 


cctgctcaat 


gtcaagatgg 


ctctggatat 


agagatagcc 


1200 


gcttacagaa 


aactcctgga 


aggtgaagag 


tgtcggattg 


gctttggccc 


aattcctttc 


1260 


tcgcttccag 


aaggactccc 


caaaattccc 


tctgtgtcca 


ctcacataaa 


ggtgaaaagc 


1320 


gaagagaaga 


tcaaagtggt 


ggagaagtct 


gagaaagaaa 


ctgtgattgt 


ggaggaacag 


1380 


acagaggaga 


cccaagtgac 


tgaagaagtg 


actgaagaag 


aggagaaaga 


ggccaaagag 


1440 


gaggagggca 


aggaggaaga 


agggggtgaa 


gaagaggagg 


cagaaggggg 


agaagaagaa 


1500 


acaaagtctc 


ccccagcaga 


agaggctgca 


tccccagaga 


aggaagccaa 


gtcaccagta 


1560 


aaggaagagg 


caaagtcacc 


ggctgaggcc 


aagtccccag agaaggagga 
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agcaaaatcc 


1620 







Seguence listing 


as filedl.txt 




ccagccgaag 


tcaagtcccc 


tgagaaggcc 


aagtctccag 


caaaggaaga 


ggcaaagtca 


1680 


ccgcctgagg 


ccaagtcccc 


agagaaggag 


gaagcaaaat 


ctccagctga 


ggtcaagtcc 


1740 


cccgagaagg 


ccaagtcccc 


agcaaaggaa 


gaggcaaagt 


caccggctga 


ggccaagtct 


1800 


ccagagaagg 


ccaagtcccc 


agtgaaggaa 


gaagcaaagt 


caccggctga 


ggccaagtcc 


1860 


ccagtgaagg 


aagaagcaaa 


atctccagct 


gaggtcaagt 


ccccggaaaa 


ggccaagtct 


1920 


ccaacgaagg 


aggaagcaaa 


gtcccctgag 


aaggccaagt 


cccctgagaa 


ggccaagtcc 


1980 


ccagagaagg 


aagaggccaa 


gtcccctgag 


aaggccaagt 


ccccagtgaa 


ggcagaagca 


2040 


aagtcccctg 


agaaggccaa 


gtccccagtg 


aaggcagaag 


caaagtcccc 


tgagaaggcc 


2100 


aagtccccag 


tgaaggaaga 


agcaaagtcc 


cctgagaagg 


ccaagtcccc 


agtgaaggaa 


2160 


gaagcaaagt 


cccctgagaa 


ggccaagtcc 


ccagtgaagg 


aagaagcaaa 


gacccccgag 


2220 


aaggccaagt 


ccccagtgaa 


ggaagaagcc 


aagtccccag 


agaaggccaa 


gtccccagag 


2280 


aaggccaaga 


ctcttgatgt 


gaagtctcca 


gaagccaaga 


ctccagcgaa 


ggaggaagca 


2340 


aggtcccctg 


cagacaaatt 


ccctgaaaag 


gccaaaagcc 


ctgtcaagga 


ggaggtcaag 


2400 


tccccagaga 


aggcgaaatc 


tcccctgaag 


gaggatgcca 


aggcccctga 


gaaggagatc 


2460 


ccaaaaaagg 


aagaggtgaa 

ZJ ZJ ZJ ZJ 


gtccccagtg 


aaggaggagg 


agaagcccca 


ggaggtgaaa 


2520 


gtcaaagagc 


ccccaaagaa 


ggcagaggaa 


gagaaagccc 


ctgccacacc 


aaaaacagag 


2580 


gaqaagaagg 

ZJ ZJ ZJ ZJ ZJ 


acagcaagaa 


agaggaggca 


cccaagaagg 


aggctccaaa 


gcccaaggtg 


2640 


gaggagaaga 

ZJ ZJ ZJ ZJ ZJ 


aggaacctgc 


tgtcgaaaag 


cccaaagaat 


ccaaagttga 


agccaagaag 


2700 


gaagaggctg 

ZJ^^ZJ ZJZJ 


aagataagaa 


aaaagtcccc 


accccagaga 


aggaggctcc 


tgccaaggtg 


2760 


gaggtgaagg 

ZJ ZJ ZJ ZJ ZJ ZJ 


aagacgctaa 


acccaaagaa 


aagacagagg 


tggccaagaa 


ggaaccagat 


2820 


gatgccaagg 


ccaaggaacc 


cagcaaacca 


gcagagaaga 


aggaggcagc 


accggagaaa 


2880 


aaagacacca 


aggaggagaa 


ggccaagaag 


cctgaggaga 


aacccaagac 


agaggccaaa 


2940 


gccaaggaag 


atgacaagac 


cctctcaaaa 


gagcctagca 


agcctaaggc 


agaaaaggct 


3000 


gaaaaatcct 


ccagcacaga 


ccaaaaagac 


agcaagcctc 


cagagaaggc 


cacagaagac 


3060 


aaggccgcca 


aggggaagta 


aggcagggag 


aaaggaacat 


ccggaacagc 


caaagaaact 


3120 


cagaagagtc 


ccggagctca 


aggatcagag 


taacacaatt 


ttcacttttt 


ctgtctttat 


3180 


gtaagaagaa 


actgcttaga 


tgacggggcc 


tccttcttca 


aacaaaaatt 


tctattaaca 


3240 


atatgttagc 


aagagagggc 


actcccaggc 


ccctgccccc 


atgccctccc 


caggcgatgg 




acaattatga 


tagcttatgt 


agctgaatgt 


gatacatgcc 


gaatgccaca 


cgtaaacact 


3360 


tgactataaa 


aactgccccc 


ctcctttcca 


aataagtgca 


tttattgcct 


ctatgtgcaa 


3420 


ctgacagatg 


accgcaataa 


tgaatgagca 


gttagaaata 


cattatgctt 


gagatgtctt 


3480 
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aacctattcc caaatgcctt ctgttttcca aaggagtggt caagcccttg cccagagctc 3540 

tctattctgg aagagcggtc caggtggggc cgggcactgg ccactgaatt atgccagggc 3600 

gcactttcca ctggagttca ctttcaattg cttctgtgca ataaaaccaa gtgcttataa 3660 

aatgaaaaaa aaaaaaaaaa tgctgttatt ctctttccct gggaaggctg ggggcagggc 3720 

aggggaggtc tggatgtgac accccagact gcatgggact gagcaagcat cagt 3774 

<210> 227 

<211> 1026 

<212> PRT 

<213> Homo sapiens 

<400> 227 

Met Met Ser Phe Gly Gly Ala Asp Ala Leu Leu Gly Ala Pro Phe Ala 
1 5 10 15 

Pro Leu His Gly Gly Gly Ser Leu His Tyr Ala Leu Ala Arg Lys Gly 
20 25 30 

Gly Ala Gly Gly Thr Arg ser Ala Ala Gly Ser Ser Ser Gly Phe His 
35 40 45 

Ser Trp Thr Arg Thr Ser Val Ser Ser val Ser Ala Ser Pro Ser Arg 
50 ^ 55 60 

Phe Arg Gly Ala Gly Ala Ala Ser Ser Thr Asp Ser Leu Asp Thr Leu 
65 70 75 80 

Ser Asn Gly Pro Glu Gly Cys Met Val Ala val Ala Thr Ser Arg Ser 
85 90 95 

Glu Lys Glu Gin Leu Gin Ala Leu Asn Asp Arg Phe Ala Gly Tyr lie 
100 105 ~ 110 

Asp Lys val Arg Gin Leu Glu Ala His Asn Arg Ser Leu Glu Gly Glu 
115 ~ 120 ~ 125 

Ala Ala Ala Leu Arg Gin Gin Gin Ala Gly Arg Ser Ala Met Gly Glu 
130 135 140 

Leu Tyr Glu Arg Glu Val Arg Glu Met Arg Gly Ala Val Leu Arg Leu 
145 ' 150 ~ 155 160 
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Gly Ala Ala Arg Gly Gin Leu Arg Leu Glu Gin Glu His Leu Leu Glu 
165 170 175 

Asp lie Ala His val Arg Gin Arg Leu Asp Asp Glu Ala Arg Gin Arg 
180 185 190 

Glu Glu Ala Glu Ala Ala Ala Arg Ala Leu Ala Arg Phe Ala Gin Glu 
195 200 205 

Ala Glu Ala Ala Arg val Asp Leu Gin Lys Lys Ala Gin Ala Leu Gin 
210 ~ 215 220 

Glu Glu Cys Gly Tyr Leu Arg Arg His His Gin Glu Glu val Gly Glu 
225 230 235 240 

Leu Leu Gly Gin lie Gin Gly Ser Gly Ala Ala Gin Ala Gin Met Gin 
245 250 255 

Ala Glu Thr Arg Asp Ala Leu Lys Cys Asp val Thr Ser Ala Leu Arg 
260 265 270 

Glu lie Arg Ala Gin Leu Glu Gly His Ala val Gin Ser Thr Leu Gin 
275 280 285 

Ser Glu Glu Trp Phe Arg Val Arg Leu Asp Arg Leu Ser Glu Ala Ala 
290 295 300 

Lys Val Asn Thr Asp Ala Met Arg Ser Ala Gin Glu Glu lie Thr Glu 
305 310 315 320 

Tyr Arg Arg Gin Leu Gin Ala Arg Thr Thr Glu Leu Glu Ala Leu Lys 
325 330 335 

Ser Thr Lys Asp Ser Leu Glu Arg Gin Arg Ser Glu Leu Glu Asp Arg 
340 345 350 

His Gin Ala Asp lie Ala Ser Tyr Gin Glu Ala lie Gin Gin Leu Asp 
355 360 365 

Ala Glu Leu Arg Asn Thr Lys Trp Glu Met Ala Ala Gin Leu Arg Glu 
370 375 380 

Tyr Gin Asp Leu Leu Asn Val Lys Met Ala Leu Asp lie Glu He Ala 
385 390 395 400 

Ala Tyr Arg Lys Leu Leu Glu Gly Glu Glu Cys Arg lie Gly Phe Gly 
405 410 415 
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Pro lie Pro Phe Ser Leu Pro Glu Gly Leu Pro Lys lie Pro Ser Val 
420 425 430 

Ser Thr His lie Lys Val Lys Ser Glu Glu Lys lie Lys val val Glu 
435 440 445 

Lys Ser Glu Lys Glu Thr Val lie Val Glu Glu Gin Thr Glu Glu Thr 
450 455 460 

Gin Val Thr Glu Glu Val Thr Glu Glu Glu Glu Lys Glu Ala Lys Glu 
465 470 475 480 

Glu Glu Gly Lys Glu Glu Glu Gly Gly Glu Glu Glu Glu Ala Glu Gly 
485 490 495 

Gly Glu Glu Glu Thr Lys Ser Pro Pro Ala Glu Glu Ala Ala Ser Pro 
500 505 510 

Glu Lys Glu Ala Lys ser Pro Val Lys Glu Glu Ala Lys Ser Pro Ala 
515 520 525 

Glu Ala Lys Ser Pro Glu Lys Glu Glu Ala Lys Ser Pro Ala Glu Val 
530 535 540 

Lys Ser Pro Glu Lys Ala Lys Ser Pro Ala Lys Glu Glu Ala Lys Ser 
545 550 555 560 

pro Pro Glu Ala Lys Ser Pro Glu Lys Glu Glu Ala Lys Ser Pro Ala 
565 570 575 

Glu val Lys Ser Pro Glu Lys Ala Lys Ser Pro Ala Lys Glu Glu Ala 
580 585 590 

Lys Ser Pro Ala Glu Ala Lys Ser Pro Glu Lys Ala Lys Ser Pro Val 
595 600 605 

Lys Glu Glu Ala Lys Ser Pro Ala Glu Ala Lys Ser Pro Val Lys Glu 
610 615 620 

Glu Ala Lys Ser Pro Ala Glu val Lys Ser Pro Glu Lys Ala Lys Ser 
625 630 635 640 

Pro Thr Lys Glu Glu Ala Lys Ser Pro Glu Lys Ala Lys Ser Pro Glu 
645 650 655 

Lys Ala Lys Ser Pro Glu Lys Glu Glu Ala Lys Ser Pro Glu Lys Ala 
660 665 670 
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Lys Ser Pro val Lys Ala Glu Ala Lys Ser Pro Glu Lys Ala Lys Ser 
675 680 685 

Pro Val Lys Ala Glu Ala Lys Ser Pro Glu Lys Ala Lys Ser Pro Val 
690 695 700 

Lys Glu Glu Ala Lys Ser Pro Glu Lys Ala Lys Ser Pro val Lys Glu 
705 710 715 720 

Glu Ala Lys Ser Pro Glu Lys Ala Lys Ser Pro Val Lys Glu Glu Ala 
725 730 735 

Lys Thr Pro Glu Lys Ala Lys Ser Pro Val Lys Glu Glu Ala Lys Ser 
740 745 750 

Pro Glu Lys Ala Lys Ser Pro Glu Lys Ala Lys Thr Leu Asp Val Lys 
755 760 765 

Ser Pro Glu Ala Lys Thr Pro Ala Lys Glu Glu Ala Arg Ser Pro Ala 
770 775 780 

Asp Lys Phe Pro Glu Lys Ala Lys Ser Pro val Lys Glu Glu val Lys 
785 790 ' 795 800 

Ser Pro Glu Lys Ala Lys Ser Pro Leu Lys Glu Asp Ala Lys Ala Pro 
805 810 815 

Glu Lys Glu lie Pro Lys Lys Glu Glu val Lys Ser Pro val Lys Glu 
820 825 830 

Glu Glu Lys Pro Gin Glu Val Lys Val Lys Glu Pro Pro Lys Lys Ala 
835 840 845 

Glu Glu Glu Lys Ala Pro Ala Thr Pro Lys Thr Glu Glu Lys Lys Asp 
850 855 860 

Ser Lys Lys Glu Glu Ala Pro Lys Lys Glu Ala Pro Lys Pro Lys val 
865 870 875 880 

Glu Glu Lys Lys Glu Pro Ala Val Glu Lys Pro Lys Glu Ser Lys val 
885 890 895 

Glu Ala Lys Lys Glu Glu Ala Glu Asp Lys Lys Lys Val Pro Thr Pro 
900 905 910 

Glu Lys Glu Ala Pro Ala Lys val Glu Val Lys Glu Asp Ala Lys Pro 
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920 925 



Lys Glu Lys Thr Glu val Ala Lys Lys Glu Pro Asp Asp Ala Lys Ala 
930 935 940 

Lys Glu Pro Ser Lys Pro Ala Glu Lys Lys Glu Ala Ala Pro Glu Lys 

945 950 955 960 

Lys Asp Thr Lys Glu Glu Lys Ala Lys Lys Pro Glu Glu Lys Pro Lys 
965 ' 970 975 

Thr Glu Ala Lys Ala Lys Glu Asp Asp Lys Thr Leu Ser Lys Glu Pro 
980 985 990 

Ser Lys Pro Lys Ala Glu Lys Ala Glu Lys Ser Ser Ser Thr Asp Gin 
995 1000 1005 

Lys Asp Ser Lys Pro Pro Glu Lys Ala Thr Glu Asp Lys Ala Ala 



<210> 228 
<211> 3511 
<212> DNA 

<213> Drosophila melanogaster 
<400> 228 

cagttgttta caatttgtcg ttgagggtgg attacttcgt cgcgagtttc gttcgtgcat 60 

gatgcggttg tggttgattg tatacataca tactatgcac aaatccagtt ctcattttgt 120 

tattttacaa attctcagcg agcgcatgaa ctggcagcct atagcgagca gctaatcaca 180 

atatttacgg cagattcgtg gactcaagga aattcagcca gcagccaatc gattttctag 240 

tgttatcgaa aaacattttt cattccttca tttcgttcaa ctaacaatac tagttactac 300 

taacaatact ctgtaatagt aatagtaaga ggaacaggaa taggaataca catactccaa 360 

agcgataatg agttgctaca gaaaaaggca ctttctattg tggctcttgc gtgctgtgtg 420 

tatgttgcac ttaaccgcga gaggggcata tgccacagtt gggttgcaag gagtgccgac 480 

atggatatat ctcggcctca agtccccctt catcgagttt ggcaaccagg tggagcagct 540 

ggccaattcc agcataccac tgaacatgac caaggacgag caggccaata tgcatcaaga 600 

gggcctacgc aagctcggta cgttcataaa gccagtggac ctgcgggact cggagactgg 660 
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cttcgtcaag 


gccgatctca 


ccaagagact 


ggtattcgat 


agaccgaaca 


acattacatc 


720 


tcgccctatt 


cacccgatac 


aggaggagat 


ggatcagaag 


cagataatcc 


tgctcgacga 


780 


ggataccgac 


gagaatggcc 


tgccagccag 


tctcaccgac 


gaggatcgca 


agtttatagt 


840 


gccgatggcg 


ctcaagaata 


tatcgcccga 


tccacgctgg 


gcggccacta 


caccgagtcc 


900 


ctccgctttg 


cagccgaacg 


ctaaagccat 


ctcgaccatt 


gtgccctcgc 


ctctggccca 


960 


ggtcgagggg 


gatcccacgt 


ccaacatcga 


tgacctgaag 


aagcacatac 


tcttcttgca 


1020 


caacatgacc 


aagaccaatt 


cgaacttcga 


gtcgaaattc 


gttaaattcc 


cgagcctgca 


1080 


aaaggacaag 


gccaagacat 


cgggagctgg 


cggttcgccg 


cccaatccca 


agcggcccca 


1140 


gcggccgatt 


catcagtatt 


ccgcgcccat 


agccccacca 


acacccaagg 


tgcccgcgcc 


1200 


agatggcggc 


ggcgtaggag 


gagcagctta 


caatcccgga 


gagcagccaa 


ttggtggcta 


1260 


ctatcagaac 


gaggaactag 


cgaataatca 


atcccttctt 


aaaccaacag 


ataccgactc 


1320 


ccatccagcg 


gccggcggta 

Z7 ZJ ZJ ZJ Zf 


gcagccatgg 


ccagaagaat 


cccagcgagc 


cccaggtgat 


1380 


actgctcaac 


gagacactct 


ccacggagac 


ctcaatcgaa 


gcggatcgca 


gtccatcgat 


1440 


aaaccagccc 


aaggcgggat 


cgcctgcgcg 


cacaacaaag 


cgaccacctt 


gcctgcgcaa 


1500 


tcccgagtcc 


ccgaaatgca 


tacgtcagcg 


tcggcgggag 


gagcaacagc 


ggcagcggga 


1560 


gcgggacgag 


tggttccgcg 


gtcagtcgca 


gtacatgcag 


ccccggttcg 


agccgatcat 


1620 


acagacgatt 


aacaatacga 


agagatttgc 


cgtatcaatc 


gagattccag 


actcctttaa 


1680 


agtatcctcc 


qaqqgatcqq 

ZJ ZJ Z3 ~J ZJ ZJ 


atggggagtt 


gctttcgcga 


gtcgaacgct 


cgcagcccag 


1740 


cattagtagt 


agtagtagta 


gcagtagtag 


cagtagtagg 


aaaatcatgc 


cagactatat 


1800 


taaggtatcc 


atggagaaca 


acacatccgt 


cacggattat 


tttaagcacg 


acgttgtgat 


1860 


gacatcggca 


gatgtcgcca 


gcgataggga 


attccttatc 


aagaacatgg 


aggagcacgg 


1920 


aggcgctggc 


tccgcgaaca 


gtcatcacaa 


tgatacgact 


ccaactgcag 


acgcatattc 


1980 


ggagacaatc 


gatcttaatc 


ccaataactg 


ctatagcgca 


ataggtctaa 


gcaacagcca 


2040 


aaagaagcaa 


tgtgttaagc 


acaccagcgt 


gatgccggcc 


ataagtcgtg 


gtgcccgtgc 


2100 


cgccatccag 


gagtgccagt 


ttcagttcaa 


gaatcgccgc 


tggaactgca 


gcacaacgaa 


2160 


cgacgagacc 


gtatttggtc 


ccatgaccag 


cctggctgct 


cccgaaatgg 


ccttcatcca 


2220 


cgccctggcc 


gcggccacgg 


tgaccagctt 


catagctcgc 


acctaccaaa 

v<- W U V* V* ^-4 \A \A 


atggccaact 


2280 


ggccrccLgc 


agctgctccc 


gcggcagtcg 


acccaaacag 


ctccacgacg 


actggaagtg 




gggcggctgt 


ggcgacaacc 


tggagttcgc 


ctacaagttc 


gccacggact 


tcatcgattc 


2400 


gcgggagaag 


gaaaccaatc 


gcgagacgcg 


tggcgttaag 


agaaaacgcg 


aggagatcaa 


2460 


caagaatcgc 


atgcattccg 


atgacacgaa 


tgcttttaac 


ataggtatta 


aacgtaacaa 


2520 
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aaacgtagat 


gctaaaaacg 


Sequence listing as filedl.txt 
atacaagttt ggtagtgaga aacgttagga aaagcactga 


2580 


ggctgaaaac 


agtcacatac 


tcaatgagaa 


ctttgatcag cacctattgg 


aactagagca 


2640 


gcgcattacg 


aaggagatac 


ttacatccaa 


gatagacgag gaggagatga 


ttaagctgca 


2700 


ggagaagatc 


aaacaggaga 


ttgtcaacac 


caagttcttc aagggtgagc 


agcagccgcg 


2760 


caagaagaag 


cgaaaaaacc 


agagagccgc 


cgccgatgcg cccgcctatc 


cgaggaacgg 


2820 


catcaaggag 


agctacaagg 


atggcggcat 


attgccgcgc agcacggcca 


ctgtcaaggc 


2880 


caggagcctg 


atgaacttgc 


acaacaacga 


ggccggacgt cgggcggtga 


tcaagaaggc 


2940 


caggataacg 


tgcaagtgcc 


acggcgtgtc 


cggctcctgc agcctgatca 


cctgctggca 


3000 


gcaattgtcc 


tccatccggg 


agattggcga 


ctatctgcgc gagaagtacg 


agggcgccac 


3060 


caaggtgaag 


atcaacaagc 


gtggccgcct 


ccagatcaag gacttgcaat 


tcaaggtgcc 


3120 


gaccgctcac 


gatcttattt 


acctagacga 


aagtcccgac tggtgccgca 


atagctatgc 


3180 


gctgcattgg 


ccgggaacgc 


acggacgtgt 


gtgccacaaa aactcgtcgg 


gattggagag 


3240 


ctgtgccatc 


ctctgctgcg 


gccggggcta 


taatacgaag aacattatag 


ttaacgaacg 


3300 




adaLLLCaCL 


ggtgttgcca 


ggttaaatgt gaagtttgta 


cgaaggtact 


jjDU 


cgaggagcac 


acatgtaaat 


agagcgttga 


ttgaattcga atgtcttaat 


gtttgtgact 


3420 


aagccatgaa 


ggaaataatc 


gtatttaaac 


agtcctctcc attttaattg 


ccattaccat 


3480 


acaccatcat 


attgcttctt 


cttaaaatgc 


t 




3511 



<210> 229 
<211> 1004 
<212> PRT 

<213> Drosophila melanogaster 
<400> 229 

Met Ser Cys Tyr Arg Lys Arg His Phe Leu Leu Trp Leu Leu Arg Ala 
15 10 15 

val Cys Met Leu His Leu Thr Ala Arg Gly Ala Tyr Ala Thr val Gly 
20 25 30 

Leu Gin Gly val Pro Thr Trp lie Tyr Leu Gly Leu Lys Ser Pro Phe 
35 40 45 

lie Glu Phe Gly Asn Gin val Glu Gin Leu Ala Asn ser Ser lie Pro 
50 55 60 
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Leu Asn Met Thr Lys Asp Glu Gin Ala Asn Met His Gin Glu Gly Leu 
65 70 75 80 

Arg Lys Leu Gly Thr Phe lie Lys Pro val Asp Leu Arg Asp Ser Glu 
85 90 ~ 95 

Thr Gly Phe val Lys Ala Asp Leu Thr Lys Arg Leu val Phe Asp Arg 
100 105 110 

Pro Asn Asn lie Thr Ser Arg Pro lie His Pro lie Gin Glu Glu Met 
115 120 125 

Asp Gin Lys Gin lie lie Leu Leu Asp Glu Asp Thr Asp Glu Asn Gly 
130 135 140 

Leu Pro Ala Ser Leu Thr Asp Glu Asp Arg Lys Phe lie val Pro Met 
145 150 155 160 

Ala Leu Lys Asn lie Ser Pro Asp Pro Arg Trp Ala Ala Thr Thr Pro 
165 170 175 

Ser Pro Ser Ala Leu Gin Pro Asn Ala Lys Ala lie Ser Thr lie val 
180 185 190 

Pro Ser Pro Leu Ala Gin val Glu Gly Asp Pro Thr Ser Asn lie Asp 
195 200 205 

-> 

Asp Leu Lys Lys His lie Leu Phe Leu His Asn Met Thr Lys Thr Asn 
210 215 220 

Ser Asn Phe Glu Ser Lys Phe Val Lys Phe Pro Ser Leu Gin Lys Asp 
225 230 235 240 

Lys Ala Lys Thr Ser Gly Ala Gly Gly Ser Pro Pro Asn Pro Lys Arg 
245 250 255 

Pro Gin Arg Pro lie His Gin Tyr Ser Ala Pro lie Ala Pro Pro Thr 
260 265 270 

Pro Lys Val Pro Ala Pro Asp Gly Gly Gly Val Gly Gly Ala Ala Tyr 
275 280 285 

Asn Pro Gly Glu Gin Pro lie Gly Gly Tyr Tyr Gin Asn Glu Glu Leu 
290 295 300 

Ala Asn Asn Gin Ser Leu Leu Lys Pro Thr Asp Thr Asp Ser His Pro 
305 310 315 320 
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Ala Ala Gly Gly Ser Ser His Gly Gin Lys Asn Pro Ser Glu Pro Gin 
325 330 335 

val lie Leu Leu Asn Glu Thr Leu Ser Thr Glu Thr Ser He Glu Ala 
340 345 350 

Asp Arg Ser Pro ser lie Asn Gin Pro Lys Ala Gly Ser Pro Ala Arg 
355 360 365 

Thr Thr Lys Arg Pro Pro Cys Leu Arg Asn Pro Glu Ser Pro Lys Cys 
370 375 380 

lie Arg Gin Arg Arg Arg Glu Glu Gin Gin Arg Gin Arg Glu Arg Asp 
385 390 395 " 400 

Glu Trp Phe Arg Gly Gin Ser Gin Tyr Met Gin Pro Arg Phe Glu Pro 
405 410 415 

lie lie Gin Thr lie Asn Asn Thr Lys Arg Phe Ala val Ser lie Glu 
420 425 430 

lie Pro Asp Ser Phe Lys Val ser Ser Glu Gly Ser Asp Gly Glu Leu 
435 440 445 

Leu Ser Arg Val Glu Arg Ser Gin Pro Ser lie Ser Ser Ser Ser Ser 
450 455 460 

Ser Ser Ser ser ser Ser Arg Lys lie Met Pro Asp Tyr lie Lys Val 
465 470 " * 475 480 

Ser Met Glu Asn Asn Thr ser val Thr Asp Tyr Phe Lys His Asp val 
485 490 495 

Val Met Thr Ser Ala Asp Val Ala Ser Asp Arg Glu Phe Leu lie Lys 
500 505 510 

Asn Met Glu Glu His Gly Gly Ala Gly Ser Ala Asn Ser His His Asn 
515 520 525 

Asp Thr Thr Pro Thr Ala Asp Ala Tyr Ser Glu Thr He Asp Leu Asn 
530 535 540 

Pro Asn Asn Cys Tyr Ser Ala lie Gly Leu Ser Asn Ser Gin Lys Lys 
545 550 555 560 

Gin Cys Val Lys His Thr Ser Val Met Pro Ala lie Ser Arg Gly Ala 
565 570 575 
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Arg Ala Ala lie Gin Glu Cys Gin Phe Gin Phe Lys Asn Arg Arg Trp 
580 585 590 

Asn Cys Ser Thr Thr Asn Asp Glu Thr val Phe Gly Pro Met Thr Ser 
595 600 605 

Leu Ala Ala Pro Glu Met Ala Phe He His Ala Leu Ala Ala Ala Thr 
610 615 620 

Val Thr Ser Phe lie Ala Arg Ala Cys Arg Asp Gly Gin Leu Ala Ser 
625 630 " 635 640 

Cys Ser Cys Ser Arg Gly Ser Arg Pro Lys Gin Leu His Asp Asp Trp 
645 650 655 

Lys Trp Gly Gly Cys Gly Asp Asn Leu Glu Phe Ala Tyr Lys Phe Ala 
660 665 670 

Thr Asp Phe lie Asp Ser Arg Glu Lys Glu Thr Asn Arg Glu Thr Arg 
675 680 685 

Gly val Lys Arg Lys Arg Glu Glu lie Asn Lys Asn Arg Met His ser 
690 695 700 

Asp Asp Thr Asn Ala Phe Asn lie Gly lie Lys Arg Asn Lys Asn Val 
705 710 715 720 

Asp Ala Lys Asn Asp Thr Ser Leu Val Val Arg Asn Val Arg Lys ser 
725 730 735 

Thr Glu Ala Glu Asn ser His lie Leu Asn Glu Asn Phe Asp Gin His 
740 745 750 

Leu Leu Glu Leu Glu Gin Arg lie Thr Lys Glu lie Leu Thr ser Lys 
755 760 765 

lie Asp Glu Glu Glu Met lie Lys Leu Gin Glu Lys lie Lys Gin Glu 
770 775 780 

lie val Asn Thr Lys Phe Phe Lys Gly Glu Gin Gin Pro Arg Lys Lys 
785 790 795 800 

Lys Arg Lys Asn Gin Arg Ala Ala Ala Asp Ala Pro Ala Tyr Pro Arg 
805 810 815 

Asn Gly lie Lys Glu Ser Tyr Lys Asp Gly Gly lie Leu Pro Arg Ser 
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Sequence listing as filedl.txt 
820 825 ~ 830 

Thr Ala Thr val Lys Ala Arg Ser Leu Met Asn Leu His Asn Asn Glu 
835 840 845 

Ala Gly Arg Arg Ala val lie Lys Lys Ala Arg lie Thr cys Lys Cys 
850 855 860 

His Gly val Ser Gly Ser cys Ser Leu lie Thr cys Trp Gin Gin Leu 
865 870 875 880 

Ser Ser lie Arg Glu lie Gly Asp Tyr Leu Arg Glu Lys Tyr Glu Gly 
885 890 " 895 

Ala Thr Lys val Lys lie Asn Lys Arg Gly Arg Leu Gin lie Lys Asp 
900 905 910 

Leu Gin Phe Lys val Pro Thr Ala His Asp Leu lie Tyr Leu Asp Glu 
915 920 925 

Ser Pro Asp Trp Cys Arg Asn Ser Tyr Ala Leu His Trp Pro Gly Thr 
930 935 940 

His Gly Arg val Cys His Lys Asn Ser Ser Gly Leu Glu Ser Cys Ala 
945 950 955 960 

lie Leu Cys Cys Gly Arg Gly Tyr Asn Thr Lys Asn lie He val Asn 
965 970 975 

Glu Arg Cys Asn Cys Lys Phe His Trp Cys Cys Gin Val Lys Cys Glu 
980 985 990 

Val Cys Thr Lys Val Leu Glu Glu His Thr Cys Lys 
995 1000 

<210> 230 

<211> 4114 

<212> DNA 

<213> Homo sapiens 



<400> 230 

attaattctg gctccacttg ttgctcggcc caggttgggg agaggacgga gggtggccgc 60 

agcgggttcc tgagtgaatt acccaggagg gactgagcac agcaccaact agagaggggt 120 

cagggggtgc gggactcgag cgagcaggaa ggaggcagcg cctggcacca gggctttgac 180 
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Sequence listing 


as filedl.txt 




tcaacagaat 


tgagacacgt 


ttgtaatcgc 


tggcgtgccc 


cgcgcacagg 


atcccagcga 


240 


aaatcagatt 


tcctggtgag 


gttgcgtggg 


tggattaatt 


tggaaaaaga 


aactgcctat 


300 


atcttgccat 


caaaaaactc 


acggaggaga 


agcgcagtca 


atcaacagta 


aacttaagag 


360 


acccccgatg 


ctcccctggt 


ttaacttgta 


tgcttgaaaa 


ttatctgaga 


gggaataaac 


420 


atcttttcct 


tcttccctct 


ccagaagtcc 


attggaatat 


taagcccagg 


agttgctttg 


480 


gggatggctg 


gaagtgcaat 


gtcttccaag 


ttcttcctag 


tggctttggc 


catatttttc 


540 


tccttcgccc 


aggttgtaat 


tgaagccaat 


tcttggtggt 


cgctaggtat 


gaataaccct 


600 


gttcagatgt 


cagaagtata 


tattatagga 


gcacagcctc 


tctgcagcca 


actggcagga 


660 


ctttctcaag 


gacagaagaa 


actgtgccac 


ttgtatcagg 


accacatgca 


gtacatcgga 


720 


gaaggcgcga 


agacaggcat 


caaagaatgc 


cagtatcaat 


tccgacatcg 


acggtggaac 


780 


tgcagcactg 


tggataacac 


ctctgttttt 


ggcagggtga 


tgcagatagg 


cagccgcgag 


840 


acggccttca 


catacgccgt 


gagcgcagca 


ggggtggtga 


acgccatgag 


ccgggcgtgc 


900 


cgcgagggcg 


agctgtccac 


ctgcggctgc 


agccgcgccg 


cgcgccccaa 


ggacctgccg 


960 


cgggactggc 


tctggggcgg 


ctgcggcgac 


aacatcgact 


atggctaccg 


ctttgccaag 


1020 


gagttcgtgg 


acgcccgcga 


gcgggagcgc 


atccacgcca 


agggctccta 


cgagagtgct 


1080 


cgcatcctca 


tgaacctgca 


caacaacgag 


gccggccgca 


ggacggtgta 


caacctggct 


1140 


gatgtggcct 


gcaagtgcca 


tggggtgtcc 


ggctcatgta 


gcctgaagac 


atgctggctg 


1200 


cagctggcag 


acttccgcaa 


ggtgggtgat 


gccctgaagg 


agaagtacga 


cagcgcggcg 


1260 


gccatgcggc 


tcaacagccg 


gggcaagttg 


gtacaggtca 


acagccgctt 


caactcgccc 


1320 


accacacaag 


acctggtcta 


catcgacccc 


agccctgact 


actgcgtgcg 


caatgagagc 


1380 


accggctcgc 


tgggcacqca 


gggccgcctg 


tgcaacaaga 


cgtcggaggg 


catggatggc 


1440 


tgcgagctca 


tgtgctgcgg 


ccgtgggtac 


gaccagttca 


agaccgtgca 


gacggagcgc 


1500 


tgccactgca 


agttccactg 


gtgctgctac 


gtcaagtgca 


agaagtgcac 


ggagatcgtg 


1560 


gaccagtttg 


tgtgcaagta 


gtgggtgcca 


cccagcactc 


agccccgctc 


ccaggacccg 


1620 


cttatttata 


gaaagtacag 


tgattctggt 


ttttggtttt 


tagaaatatt 


ttttattttt 


1680 


ccccaagaat 


tgcaaccgga 


accatttttt 


ttcctgttac 


catctaagaa 


ctctgtggtt 


1740 


tattattaat 


attataatta 


ttatttggca 


ataataaaaa 


taaaaaccac 


aaaaaatatt 


1800 


Ldii Li.g igg 


arc it igaaa 


aggtaataca 


agacttcttt 


tggatagtat 


agaatgaagg 


lobl) 


gggaaataac 


acatacccta 


acttagctgt 


gtgggacatg 


gtacacatcc 


agaaggtaaa 


1920 


gaaatacatt 


ttctttttct 


caaatatgcc 


atcatatggg 


atgggtaggt 


tccagttgaa 


1980 


agagggtggt 


agaaatctat 


tcacaattca 


gcttctatga 


ccaaaatgag 


ttgtaaattc 


2040 
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tctggtgcaa 


gataaaaggt 


Sequence listing 
cttgggaaaa caaaacaaaa 


as filedl.txt 
caaaacaaac ctcccttccc 


2100 


cagcagggct 


gctagcttgc 


tttctgcatt 


ttcaaaatga 


taatttacaa 


tggaaggaca 


2160 


agaatgtcat 


attctcaagg 


aaaaaaggta 


tatcacatgt 


ctcattctcc 


tcaaatattc 


2220 


catttgcaga 


cagaccgtca 


tattctaata 


gctcatgaaa 


tttgggcagc 


agggaggaaa 


2280 


gtccccagaa 


attaaaaaat 


ttaaaactct 


tatgtcaaga 


tgttgatttg 


aagctgttat 


2340 


aagaattggg 


attccagatt 


tgtaaaaaga 


cccccaatga 


ttctggacac 


tagatttttt 


2400 


gtttggggag 


gttggcttga 


acataaatga 


aatatcctgt 


attttcttag 


ggatacttgg 


2460 


ttagtaaatt 


ataatagtag 


aaataataca 


tgaatcccat 


tcacaggttt 


ctcagcccaa 


2520 


gcaacaaggt 


aattgcgtgc 


cattcagcac 


tgcaccagag 


cagacaacct 


atttgaggaa 


2580 


aaacagtgaa 


atccaccttc 


ctcttcacac 


tgagccctct 


ctgattcctc 


cgtgttgtga 


2640 


tgtgatgctg 


gccacgtttc 


caaacggcag 


ctccactggg 


tcccctttgg 


ttgtaggaca 


2700 


ggaaatgaaa 


cattaggagc 


tctgcttgga 


aaacagttca 


ctacttaggg 


atttttgttt 


2760 


cctaaaactt 


ttattttgag 


gagcagtagt 


tttctatgtt 


ttaatgacag 


aacttggcta 


2820 


atggaattca 


cagaggtgtt 


gcagcgtatc 


actgttatga 


tcctgtgttt 


agattatcca 


2880 


ctcatgcttc 


tcctattgta 


ctgcaggtgt 


accttaaaac 


tgttcccagt 


gtacttgaac 


2940 


agttgcattt 


ataagggggg 


aaatgtggtt 


taatggtgcc 


tgatatctca 


aagtcttttg 


3000 


tacataacat 


atatatatat 


atacatatat 


ataaatataa 


atataaatat 


atctcattgc 


3060 


agccagtgat 


ttagatttac 


agcttactct 


ggggttatct 


ctctgtctag 


agcattgttg 


3120 


tccttcactg 


cagtccagtt 


gggattattc 


caaaagtttt 


ttgagtcttg 


agcttgggct 


3180 


qtggccccgc 


tgtgatcata 


ccctgagcac 


gacgaagcaa 


cctcgtttct 


gaggaagaag 


3240 


cttgagttct 


gactcactga 


aatgcgtgtt 


gggttgaaga 


tatctttttt 


tcttttctgc 


3300 


ctcacccctt 


tgtctccaac 


ctccatttct 


gttcactttg 


tggagagggc 


attacttgtt 


3360 


cgttatagac 


atggacgtta 


agagatattc 


aaaactcaga 


agcatcagca 


atgtttctct 


3420 


tttcttagtt 


cattctgcag 


aatggaaacc 


catgcctatt 


agaaatgaca 


gtacttatta 


3480 


attgagtccc 


taaggaatat 


tcagcccact 


acatagatag 


cttttttttt 


tttttttttt 


3540 


ttttaataag 


gacacctctt 


tccaaacagg 


ccatcaaata 


tgttcttatc 


tcagacttac 


3600 


gttgttttaa 


aagtttggaa 


agatacacat 


cttttcatac 


ccccccttag 


gaggttgggc 


3660 


tttcatatca 


cctcagccaa 


ctgtggctct 


taatttattg 


cataatgata 


tccacatcag 


3720 


ccaactgtgg 


ctctttaatt 


tattgcataa 


tgatattcac 


atcccctcag 


ttgcagtgaa 


3780 


ttgtgagcaa 


aagatcttga 


aagcaaaaag 


cactaattag 


tttaaaatgt 


cacttttttg 


3840 


gtttttatta 


tacaaaaacc 


atgaagtact 


ttttttattt 


gctaaatcag 


attgttcctt 


3900 


tttagtgact 


catgtttatg 


aagagagttg 


agtttaacaa tcctagcttt 
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taaaagaaac 


3960 



Sequence listing as filedl.txt 

tatttaatgt aaaatattct acatgtcatt cagatattat gtatatcttc tagcctttat 4020 

tctgtacttt taatgtacat atttctgtct tgcgtgattt gtatatttca ctggtttaaa 4080 

aaacaaacat cgaaaggctt attccaaatg gaag 4114 

<210> 231 

<211> 365 

<212> PRT 

<213> Homo sapiens 

<400> 231 

Met Ala Gly Ser Ala Met Ser ser Lys Phe Phe Leu val Ala Leu Ala 
1 5 10 15 

lie Phe Phe Ser Phe Ala Gin Val Val lie Glu Ala Asn Ser Trp Trp 
20 25 30 

Ser Leu Gly Met Asn Asn Pro Val Gin Met Ser Glu Val Tyr lie lie 
35 40 45 

Gly Ala Gin Pro Leu Cys Ser Gin Leu Ala Gly Leu Ser Gin Gly Gin 
50 55 60 

Lys Lys Leu Cys His Leu Tyr Gin Asp His Met Gin Tyr lie Gly Glu 
65 70 75 80 

Gly Ala Lys Thr Gly lie Lys Glu Cys Gin Tyr Gin Phe Arg His Arg 
85 90 95 

Arg Trp Asn Cys Ser Thr Val Asp Asn Thr Ser val Phe Gly Arg Val 
100 105 110 

Met Gin lie Gly Ser Arg Glu Thr Ala Phe Thr Tyr Ala Val ser Ala 
115 120 125 

Ala Gly val Val Asn Ala Met Ser Arg Ala Cys Arg Glu Gly Glu Leu 
130 135 140 

Ser Thr cys Gly Cys Ser Arg Ala Ala Arg Pro Lys Asp Leu Pro Arg 
145 150 ~ 155 160 

Asp Trp Leu Trp Gly Gly Cys Gly Asp Asn lie Asp Tyr Gly Tyr Arg 
165 ' 170 175 
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Phe Ala Lys Glu Phe val Asp Ala Arg Glu Arg Glu Arg lie His Ala 
180 185 " 190 

Lys Gly Ser Tyr Glu Ser Ala Arg lie Leu Met Asn Leu His Asn Asn 
195 200 205 

Glu Ala Gly Arg Arg Thr val Tyr Asn Leu Ala Asp val Ala Cys Lys 
210 215 220 

Cys His Gly Val Ser Gly Ser Cys Ser Leu Lys Thr Cys Trp Leu Gin 
225 230 235 240 

Leu Ala Asp Phe Arg Lys val Gly Asp Ala Leu Lys Glu Lys Tyr Asp 
245 250 255 

Ser Ala Ala Ala Met Arg Leu Asn ser Arg Gly Lys Leu Val Gin Val 
260 265 270 

Asn ser Arg Phe Asn Ser Pro Thr Thr Gin Asp Leu Val Tyr lie Asp 
275 280 285 

Pro Ser Pro Asp Tyr Cys val Arg Asn Glu Ser Thr Gly Ser Leu Gly 
290 295 300 

Thr Gin Gly Arg Leu Cys Asn Lys Thr Ser Glu Gly Met Asp Gly Cys 
305 310 315 320 

Glu Leu Met Cys Cys Gly Arg Gly Tyr Asp Gin Phe Lys Thr val Gin 
325 ~ 330 335 

Thr Glu Arg Cys His Cys Lys Phe His Trp Cys Cys Tyr Val Lys Cys 
340 345 350 

Lys Lys Cys Thr Glu lie val Asp Gin Phe val Cys Lys 
355 360 365 

<210> 232 

<211> 348 

<212> DNA 

<213> Drosophila melanogaster 



<400> 232 

atgggttgca cctgctgtga caataaaccc aagccggaga ccattgagat atattcggtg 

aaaatccgtg agaatggtac atacaagttg atcaagatgc aattggcgga tatttggagt 
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cacggatggg agctgcgtat caataacttt gccgacaagg aaaaggtgcc gcacaacgag 180 

aaggatattc gcaatcaggt gtcggtggcg cgcaaagcca aacagagtct gtggaacaat 240 

aataagcatt ttgtgtactg gtgccgctac ggaagtcgtc agcaggatct gcgaaagcga 300 

caggtaacga cgagtgccaa tcacgtgctg ctgcacctga tcaattga 348 

<210> 233 

<211> 115 

<212> PRT 

<213> Drosophila melanogaster 



<400> 233 

Met Gly Cys Thr Cys Cys Asp Asn Lys Pro Lys Pro Glu Thr lie Glu 
1 5 10 15 

lie Tyr Ser val Lys lie Arg Glu Asn Gly Thr Tyr Lys Leu He Lys 
20 25 30 

Met Gin Leu Ala Asp lie Trp ser His Gly Trp Glu Leu Arg lie Asn 
35 40 45 

Asn Phe Ala Asp Lys Glu Lys Val Pro His Asn Glu Lys Asp lie Arg 
50 55 60 

Asn Gin val Ser Val Ala Arg Lys Ala Lys Gin Ser Leu Trp Asn Asn 
65 70 75 80 

Asn Lys His Phe Val Tyr Trp Cys Arg Tyr Gly Ser Arg Gin Gin Asp 
85 * 90 95 

Leu Arg Lys Arg Gin Val Thr Thr Ser Ala Asn His val Leu Leu His 
100 105 110 

Leu He Asn 
115 

<210> 234 

<211> 1059 

<212> DNA 

<213> Drosophila melanogaster 
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<400> 234 
ccatttgaaa 


gtatcggtgt 


aatttgtttt 


cagagaaatt 


aatttccgtt tactgtgcaa 


60 


ttcggtgtga 


aagtgttcag 


atttatcaat 


gcgtattctg 


ctttcgactt cgccaccaat 


120 


ctgtgctgca 


agttaccatt 


accaggtcca 


cctggttccc 


gccagttttc tttcattgtg 


180 


gctagttgtt 


gttcgtgcct 


tcgataaaga 


cgtttagagg 


tgtttttaga gtttcgccat 


240 


ctggtcacta 


tagccgtttc 


gttttttaca 


tgcccagcat 


caagttgcaa tcttcggatg 


300 


aggagatctt 


tgacacggat 


atccagatcg 


ccaagtgctc 


cggcactatc aagaccatgc 


360 


tqqaqqactq 


cggcatggag 


qacqatqaqa 


atgccattgt gccgttgccc aatgtgaatt 


420 


cgacgattct 


tcgcaaggtg 


cttacctggg 


ctcactacca 


caaggacgac ccccagccaa 


480 


cqqaqqatqa 


tgagagcaag 


gagaagcgca 


cagacgacat 


tatctcatgg gatgcagatt 


540 


tcctaaaagt 


cqaccaqqqc 


acactgtttg 


agctgatatt 


ggcagcgaac tatctggaca 


600 


ttaagggcct 


tctggagctc 


acctgcaaga 


ctgttgcaaa 


catgattaag ggaaagactc 


660 


ccgaggaaat 


acgcaagacc 


ttcaacatta 


agaaggactt 


ttcgcccgcc gaggaggagc 


720 


aggtgcgcaa 


ggagaacgag 


tqqtqcqaqq 


agaagtaaag 


cgcggcattt cgcgggacca 


780 


acattaagtt 


gaaacagcta 


ggggattcgg 


gaacgaattg gatttgcagc attgcaactt 


840 


tacttagttg 


ctactttcat 


ttacattttt 


ttttattttt aaccccagca gagactcgat 


900 


ttaaattgtg 


tataaatgat 


ctgttgctga 


tttgattcgc ggggttcatt ttttgtcgta 


960 


aatatatctc 


atatacatac 


atatgcgaga 


ttgtaacact 


ctctttaacc tattggagta 


1020 


acacttgatt 


tcactttaat 


aaatataact 


acccaacac 




1059 



<210> 235 
<211> 162 
<212> PRT 

<213> Drosophila melanogaster 
<400> 235 

Met Pro Ser lie Lys Leu Gin Ser Ser Asp Glu Glu lie Phe Asp Thr 
15 10 15 

Asp lie Gin lie Ala Lys Cys ser Gly Thr lie Lys Thr Met Leu Glu 
20 25 30 

Asp Cys Gly Met Glu Asp Asp Glu Asn Ala lie val Pro Leu Pro Asn 
35 40 45 
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Val Asn ser Thr lie Leu Arg Lys Val Leu Thr Trp Ala His Tyr His 
50 55 60 

Lys Asp Asp Pro Gin Pro Thr Glu Asp Asp Glu Ser Lys Glu Lys Arg 
65 70 75 80 

Thr Asp Asp lie lie Ser Trp Asp Ala Asp Phe Leu Lys val Asp Gin 
85 90 95 

Gly Thr Leu Phe Glu Leu lie Leu Ala Ala Asn Tyr Leu Asp lie Lys 
100 105 110 

Gly Leu Leu Glu Leu Thr Cys Lys Thr val Ala Asn Met lie Lys Gly 
115 120 125 

Lys Thr Pro Glu Glu lie Arg Lys Thr Phe Asn lie Lys Lys Asp Phe 
130 135 140 

Ser Pro Ala Glu Glu Glu Gin Val Arg Lys Glu Asn Glu Trp Cys Glu 
145 150 155 160 

Glu Lys 

<210> 236 

<211> 929 

<212> DNA 

<213> Drosophila melanogaster 



<400> 236 
tttcgccatc 


tggtcactat 


agccgtttcg 


ttttttacgt 


gagtattgtg 


aatttggtgt 


60 


gttgatttat 


atctcagttg 


gagcctgcgt 


ggaaatagtg 


tcagtacgtt 


taaaggcatc 


120 


atcgtaagga 


aagcccaaaa 


tgcccagcat 


caagttgcaa 


tcttcggatg 


aggagatctt 


180 


tgacacggat 


atccagatcg 


ccaagtgctc 


cggcactatc 


aagaccatgc 


tggaggactg 


240 


cggcatggag 


gacgatgaga 


atgccattgt 


gccgttgccc 


aatgtgaatt 


cgacgattct 


300 


tcgcaaggtg 


cttacctggg 


ctcactacca 


caaggacgac 


ccccagccaa 


cggaggatga 


360 


tgagagcaag 


gagaagcgca 


cagacgacat 


tatctcatgg 


gatgcagatt 


tcctaaaagt 


420 


cgaccagggc 


acactgtttg 


agctgatatt 


ggcagcgaac 


tatctggaca 


ttaagggcct 


480 


tctggagctc 


acctgcaaga 


ctgttgcaaa 


catgattaag 


ggaaagactc 


ccgaggaaat 


540 


acgcaagacc 


ttcaacatta 


agaaggactt 


ttcgcccgcc 


gaggaggagc 


aggtgcgcaa 


600 
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ggagaacgag tggtgcgagg agaagtaaag cgcggcattt cgcgggacca acattaagtt 660 

gaaacagcta ggggattcgg gaacgaattg gatttgcagc attgcaactt tacttagttg 720 

ctactttcat ttacattttt ttttattttt aaccccagca gagactcgat ttaaattgtg 780 

tataaatgat ctgttgctga tttgattcgc ggggttcatt ttttgtcgta aatatatctc 840 

atatacatac atatgcgaga ttgtaacact ctctttaacc tattggagta acacttgatt 900 

tcactttaat aaatataact acccaacac 929 

<210> 237 
<211> 162 
<212> PRT 

<213> Drosophila melanogaster 
<400> 237 

Met Pro Ser lie Lys Leu Gin ser Ser Asp Glu Glu He Phe Asp Thr 
15 10 15 

Asp lie Gin lie Ala Lys Cys Ser Gly Thr He Lys Thr Met Leu Glu 
20 25 30 

Asp Cys Gly Met Glu Asp Asp Glu Asn Ala lie Val Pro Leu Pro Asn 
35 40 45 

val Asn Ser Thr lie Leu Arg Lys val Leu Thr Trp Ala His Tyr His 
50 55 60 

Lys Asp Asp Pro Gin Pro Thr Glu Asp Asp Glu Ser Lys Glu Lys Arg 
65 70 75 80 

Thr Asp Asp lie lie Ser Trp Asp Ala Asp Phe Leu Lys Val Asp Gin 
85 90 95 

Gly Thr Leu Phe Glu Leu lie Leu Ala Ala Asn Tyr Leu Asp lie Lys 
100 105 110 

Gly Leu Leu Glu Leu Thr cys Lys Thr Val Ala Asn Met lie Lys Gly 
115 120 125 

Lys Thr Pro Glu Glu lie Arg Lys Thr Phe Asn lie Lys Lys Asp Phe 
130 135 140 

Ser Pro Ala Glu Glu Glu Gin Val Arg Lys Glu Asn Glu Trp cys Glu 
145 150 155 160 
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Glu Lys 

<210> 238 

<211> 879 

<212> DNA 

<213> Drosophila melanogaster 



<400> 238 
aaacatcgaa 


agtgcacaat 


cgtttgttat 


ctttgtacga aaacaacggt gatttccaca 


60 


caggcataac 


ctgcaagaga 


aagcccaaaa 


tgcccagcat caagttgcaa tcttcggatg 


120 


aggagatctt 


tgacacggat 


atccagatcg 


ccaagtgctc cggcactatc aagaccatgc 


180 


tggaggactg 


cggcatggag 


gacgatgaga 


atgccattgt gccgttgccc aatgtgaatt 


240 


cgacgattct 


tcgcaaggtg 


cttacctggg 


ctcactacca caaggacgac ccccagccaa 


300 


cggaggatga 


tgagagcaag 


gagaagcgca 


cagacgacat tatctcatgg gatgcagatt 


360 


tcctaaaagt 


cgaccagggc 


acactgtttg 


agctgatatt ggcagcgaac tatctggaca 


420 


ttaagggcct 


tctggagctc 


acctgcaaga 


ctgttgcaaa catgattaag ggaaagactc 


480 


ccgaggaaat 


acgcaagacc 


ttcaacatta 


agaaggactt ttcgcccgcc gaggaggagc 


540 


aggtgcgcaa 


ggagaacgag 


tggtgcgagg 


agaagtaaag cgcggcattt cgcgggacca 


600 


acattaagtt 


gaaacagcta 


ggggattcgg 


gaacgaattg gatttgcagc attgcaactt 


660 


tacttagttg 


ctactttcat 


ttacattttt 


ttttattttt aaccccagca gagactcgat 


720 


ttaaattgtg 


tataaatgat 


ctgttgctga 


tttgattcgc ggggttcatt ttttgtcgta 


780 


aatatatctc 


atatacatac 


atatgcgaga 


ttgtaacact ctctttaacc tattggagta 


840 


acacttgatt 


tcactttaat 


aaatataact 


acccaacac 


879 



<210> 239 
<211> 162 
<212> PRT 

<213> Drosophila melanogaster 
<400> 239 

Met Pro ser lie Lys Leu Gin Ser ser Asp Glu Glu He Phe Asp Thr 
15 10 15 
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Asp lie Gin lie Ala Lys Cys Ser Gly Thr lie Lys Thr Met Leu Glu 
20 25 30 

Asp Cys Gly Met Glu Asp Asp Glu Asn Ala lie val Pro Leu Pro Asn 
35 40 45 

Val Asn Ser Thr lie Leu Arg Lys val Leu Thr Trp Ala His Tyr His 
50 55 60 

Lys Asp Asp Pro Gin Pro Thr Glu Asp Asp Glu Ser Lys Glu Lys Arg 
65 70 75 80 

Thr Asp Asp lie He Ser Trp Asp Ala Asp Phe Leu Lys Val Asp Gin 
85 90 95 

Gly Thr Leu Phe Glu Leu lie Leu Ala Ala Asn Tyr Leu Asp lie Lys 
100 105 110 

Gly Leu Leu Glu Leu Thr Cys Lys Thr Val Ala Asn Met lie Lys Gly 
115 120 125 

Lys Thr Pro Glu Glu lie Arg Lys Thr Phe Asn lie Lys Lys Asp Phe 
130 135 140 

Ser Pro Ala Glu Glu Glu Gin Val Arg Lys Glu Asn Glu Trp Cys Glu 
145 150 155 160 

Glu Lys 



<210> 240 

<211> 576 

<212> DNA 

<213> Homo sapiens 



<400> 240 

gcctcccagc tctcgtcagc ctcctgctgg ccatctcctt aacaccaaac actatgcctt 60 

caattcagtt gcagagtttt gatggagaga tatttgcagt tgatgtggaa attgccaaac 120 

aatctgtgac tatcaagacc acgttggaag atttgggaat ggatgatgaa ggagatgacc 180 

cagttcctct accaaatgtg aatgcagcag tattaaaaaa ggtcattcag tggtgcaccc 240 

accacaagga tgaccctcct ccccctgaag atgatgagaa caaagaaaag caaacagacg 300 

atatccctgt ttgggaccaa gaattcctga aagttgctca aggaacactt tttgaactca 360 
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ttcgggctgc aaactactta gacatcaaag gtttgcttga tgttacatgc aagactgttg 420 

ccaatatgat caaggggaaa actcctgagg agattcgcaa gacattcaat atcaaaaatg 480 

actttactga agaggaggaa gcccaggtac gcaaagagaa ccagtggtgt gaagagaagt 540 

gaaatgttgt gcctgacact gtaacactgt aaggat 576 

<210> 241 

<211> 162 

<212> PRT 

<213> Homo sapiens 



<400> 241 

Met Pro Ser lie Gin Leu Gin Ser Phe Asp Gly Glu lie Phe Ala val 
15 10 15 

Asp val Glu lie Ala Lys Gin Ser Val Thr lie Lys Thr Thr Leu Glu 
20 25 30 

Asp Leu Gly Met Asp Asp Glu Gly Asp Asp Pro val Pro Leu Pro Asn 
35 40 45 

Val Asn Ala Ala Val Leu Lys Lys val lie Gin Trp Cys Thr His His 
50 55 60 

Lys Asp Asp Pro Pro Pro Pro Glu Asp Asp Glu Asn Lys Glu Lys Gin 
65 70 75 80 

Thr Asp Asp lie Pro val Trp Asp Gin Glu Phe Leu Lys Val Ala Gin 
85 90 95 

Gly Thr Leu Phe Glu Leu lie Arg Ala Ala Asn Tyr Leu Asp lie Lys 
100 105 110 

Gly Leu Leu Asp Val Thr Cys Lys Thr Val Ala Asn Met lie Lys Gly 
115 120 125 

Lys Thr Pro Glu Glu lie Arg Lys Thr Phe Asn lie Lys Asn Asp Phe 
130 135 140 

Thr Glu Glu Glu Glu Ala Gin Val Arg Lys Glu Asn Gin Trp Cys Glu 
145 150 155 160 

Glu Lys 

Page 324 



Sequence listing 



as filedl.txt 



<210> 242 

<211> 1872 

<212> DNA 

<213> Drosophila melanogaster 



<400> 242 
ttaatcacaa 


caacacacac 


acacactacc 


aaacaactac 


attttttttc 

U V>V.V,VjV>VjVjV>V 


aaatatattc 

VJ %JL VJ W VJ V» VJ V- V» X* 


60 


aacattcata 

y u vu v. vu v vi 


atttttataa 


taaaactacc 


tacaaaatca 

Vi VJ V— UUU *-A \» \g VJ 


aattttatca 

UU V> V> V V> U V> vu 


atttaccaac 

VJ W V. V. V* V- V* V4 V* 


120 


aaaattatca 


accataacta 

y v u v. uu v v y 


caaataaaat 


tcaacaataa 


cttaacacta 

v- v v> y y v. y v_ v y 


ttacaatctc 


180 


cicivyuyauyy 


tccaaactca 

V. VVUUUVa V. VU 


acccacattt: 

hwvm y 


ccaattcacc 

v. vuy v. v V- va V- V— 


acataaaaaa 

y vy v,uuuuyy 


aaccaactaa 

uuvvuy v v,uu 


240 


araatot'cca 

u vy u v. y i_ v_ ci 


QCCtQCCACQ 

yj v. v i_ y V— ci V— y 


1: carat: rate 

v, v. y v u v, v u v> v. 


aaooaaacTc 

uuy y uy u v \_ v— 


aacatttaal! 

uuvy v> v. v. y u Vi 


acaaaaacca 

y ^— v>* y y v*. y v vu 


300 


nl"nrr1*nnna 
y Lyv-v-Lyyija 


lraat*nrrat* 


trrrnataaa 


aaraatarrr 


y l_ l_ d v. V, v. v v Q 


Ly c y ci ivy v.y 


360 


acrnnaCCQa 


acaatTCQCC 


CTTCOaoaOC 
v. v. i_v— yciyyyv_ 


aacal"al"t"ca 

yy vy v. y i_ v. v_ci 


aactaaaact 

uy v i- y y ci y v« i_ 


at"1"cct:acca 

y c v.vv Vi u vvy 


420 


nannarl"a1" r 


raatntranr 

v-cici i_ y i_ vuy v 


nrrraaanfn 

y v_ V- vciuciy i_y 


rcirttratra 

vy v l_ LvQ L vU 


rnaanatrta 

vy uuy u v.v uu 


rratrraaar 

vvci l vvyanv 


480 


atrna t*rnt*t* 


v.yyyvvyvuu 


ttnrrtrnar 

u Ly V.V. l v.y av- 


y *-y v Lyaayy 


araantnnan 

CLvuuy v. y y ay 


trraarrrtn 

LLLuy vvv c y 


540 


Laya i v vy y u 


V. v Cl L u v. Ly v L. 


a 1"rca1"t* ran 

aivvai. u. vay 


nrartcirtra 

y vuv i.y v. v\.u 


ntnrarrraa 

y i_y vu v vvuu 


irrraarnat" 

v. vv vyuvy u l. 


600 


CCQCtQQCCa 


ci vy a i_y tyyv. 


Lyay u v>y uyy 


aaaatcaara 
y y »-vuu v»y 


ayy vyyayy v. 


cattcacaat: 

v ci v. Uvyvuu v_ 


660 


acrrcirnaat 

y v.v.uy v.yay c 


y y av-v-v-uy aa 


atataccatc 

a c ci i.y v.vy U v 


aaaaactaaa 

yaayav. v.y aa 


rarrcaaaal" 

vy vvvyayy v. 


raaaaaaaaa 

v ci y y ay y uuu 


720 
i t—\j 


atraoaaaac 


aaat*ccat*ca 

yy a u vvy v. v_ ex 


atTataTcaa 

y *- *- y *- *■* ^-y y 


catttttcca 

v- y V, V. V. \. l» V VU 


aaaaataaa't 

y a. ci ay u. y y y i. 


acataacat:a 

y ^— y v. y u v u v. y 


780 


aav -yyy*-yyy 


■taaataaaTt 

y yy ^»uu v. v_ 


aaatacttta 

y uu cuv v, v> Vj u 


aaaacaacca 

uuu y vuu v v u 


aaaaaaccta 

y uuuuuv. v v, u 


aaacatacaa 

uu u vu wu v y u 


840 


aagaaaacat 


aaaataagaa 


aaaagtaagg 


aagcaaacat 


aaaaaaaaac 


gatttaagaa 


900 


cacatttttt 


tttcgaacct 


tetggggegg 


gatatacata 


taaaatatta 


atatatatat 


960 


ttttttcaac 


caatcgatcg 


gggegategg 


cgaaatggag 


gagagatagc 


gaaagcattc 


1020 


tttatgtaag 


aegtatacat 


gtatccgaaa 


caaactaaaa 


acgaaaaaaa 


aaaaaaaaaa 


1080 


aaaaaacagt 


aattggtttt 


agtcgtttct 


attgatttgt 


tcgagggttc 


tggtgtctat 


1140 


atacatatag 


ccgtatataa 


ttctatgtgt 


aactgaaata 


accaacccat 


aaccattaac 


1200 


acatgtagca 


tcagatatga 


taaatcaatt 


ggaaaggcaa 


acaagaaggg 


attttgattt 


1260 


cctttaactc 


gtcatttgaa 


aacteggett 


aaatgtcaat 


tcaaaataga 


gaattttgat 


1320 


tgtatcattt 


tcagtgtttc 


agaaaattta 


agatgtgatc 


gtccaacttg 


tagactttac 


1380 


ttttcttaac 


taagagttca 


ccatttcgat 


tgatacttga 


getttgectg 


ggttgtgtca 


1440 


gagtcccttt 


gataaacgat 


aaatagtttt 


tactcgaaaa 


caattttttt 


taaccaaaca 


1500 
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atgaagcctt 


taagctatta 


gtaatttttg aaaaaaaaaa aaataaaaaa tatatatata 


1560 


aaaaatatac 


aaaaatatga 


tacatgatca aaatacaatg aatgcataca ctatatattt 


1620 


atacaaaaaa 


aatacaaaaa 


gaaaaacaaa agtagtggct tgattgcgtg aaaatttcaa 


1680 


gtgcagttct 


caacaaaaat 


tgtgtacagt aattaaatgt ttgtcaccga aatcactaaa 




ggataatcca 


aaaaacaata 


gcaaccgaaa agcaaccata aatcaaagag taagcgaaaa 


1800 


taaaaattca 


gttttcttta 


attttaatta atttttttct aagaaaaata aataaaaacg 


1860 


aaaaattcaa 


at 




1872 



<210> 243 

<211> 151 

<212> PRT 

<213> Drosophila melanogaster 

<400> 243 

Met Ser Ser Leu Pro Arg Arg lie lie Lys Glu Thr Gin Arg Leu Met 
1 5 10 15 

Gin Glu Pro val Pro Gly lie Asn Ala lie Pro Asp Glu Asn Asn Ala 
20 25 30 

Arg Tyr Phe His val lie val Thr Gly Pro Asn Asp Ser Pro Phe Glu 
35 40 45 

Gly Gly Val Phe Lys Leu Glu Leu Phe Leu Pro Glu Asp Tyr Pro Met 
50 55 60 

ser Ala Pro Lys val Arg Phe lie Thr Lys He Tyr His Pro Asn lie 
65 70 75 80 

Asp Arg Leu Gly Arg lie Cys Leu Asp Val Leu Lys Asp Lys Trp Ser 
85 90 95 

Pro Ala Leu Gin lie Arg Thr lie Leu Leu Ser lie Gin Ala Leu Leu 
100 105 110 

Ser Ala Pro Asn Pro Asp Asp Pro Leu Ala Asn Asp val Ala Glu Leu 
115 120 125 

Trp Lys Val Asn Glu Ala Glu Ala lie Arg Asn Ala Arg Glu Trp Thr 
130 135 140 

Page 326 



Sequence listing as filedl.txt 

Gin Lys Tyr Ala val Glu Asp 
145 150 

<210> 244 

<211> 1203 

<212> DNA 

<213> Homo sapiens 



<400> 244 
actcatacat 


aaaacaaaaa 


aaaccaaaaa 

~J *J X* V»» VJ VJ V* 


caaaaccaaa 

V* VJ V4 Vj V4 %«UMU 


aaccaaactc 

Vj VJ V* X* VJ (A V4 V- V_ V* 


aaattctaac 

VJ Vj VJ V> V> V» V> VJ V4 v« 


60 


aaaataacca 


aactacccca 


caaaatcatc 

V— KA VJ VJ Vi V* V* \- V» 


aaaaaaaccc 


aacatttact 

t-A VJ V* V, L_ V. VJ V V> 


aacaaaacca 

VJ VJ V* V4 VJ UIA V V- VA 


120 


attcctaaca 

y \m \- V— V- V_ y \A V. U 


tcaaaaccaa 


accaaataaa 


aacaacaccc 


attattttca 


tataatcatt 


180 




ciy yd v. k_ v_ v_ v_ v_ 


ctttaaaaaa 


a aa act a 

y y y a\_ i_ i_ i_ i_a 


aacttaaact 




240 


aaaaaatacc 

y uuy v_ u v» v. 


caataacaac 


ccctaaaata 


catttcataa 


ccaaaattta 


tcatcctaat 


300 


ataaacaaat 


taaaaaaaat 


atatttaaat 


attttaaaaa 


ataaataatc 


cccaacacta 


360 


caaatccaca 


caattctact 


atcaatccaa 


accttattaa 


atactcccaa 


tccaaataat 


420 


ccattaaeaa 


ataatataac 

a i_ y a i_ y i_ a y \_ 


yy a y^* a y *-yy 


aaaaecaara 

a cl yuLv.ud^.y 


aaocrraaor 


r ataoaaar a 

v. a. v.avjaaav.a 


480 


arl"aaacirat" 


nna rt*annrt" 


at*a1"arrat*a 


aat*aata1-t1- 

aoL taa Lai l l 


aaa1"1"nat*af* 
aua u i_yci Lav. 


n a 1" r a 1~ ra a n 


540 


tgtgcatcac 


ttctcctgtt 


ctgccaagac 


ttcctcctct 


ttgtttgcat 


ttaatggaca 


600 


cagtcttaga 


aacattacag 


aataaaaaag 


cccagacatc 


ttcagtcctt 


tggtgattaa 


660 


atgcacatta 


gcaaatctat 


gtcttgtcct 


gattcactgt 


cataaagcat 


gagcagaggc 


720 


tagaagtatc 


atctggattg 


ttgtgaaacg 


tttaaaagca 


gtggcccctc 


cctgctttta 


780 


ttcatttccc 


ccatcctggt 


ttaagtataa 


agcactgtga 


atgaaggtag 


ttgtcaggtt 


840 


agctgcaggg 


gtgtgggtgt 


ttttatttta 


ttttatttta 


ttttattttt 


gaggggggag 


900 


gtagtttaat 


tttatgggct 


cctttccccc 


ttttttggtg 


atctaattgc 


attggttaaa 


960 


agcagctaac 


caggtcttta 


gaatatgctc 


tagccaagtc 


taactttatt 


tagacgctgt 


1020 


agatggacaa 


gcttgattgt 


tggaaccaaa 


atgggaacat 


taaacaaaca 


tcacagccct 


1080 


cactaataac 


attgctgtca 


agtgtagatt 


ccccccttca 


aaaaaagctt 


gtgaccattt 


1140 


tgtatggctt 


gtctggaaac 


ttctgtaaat 


cttatgtttt 


agtaaaatat 


tttttgttat 


1200 


tct 












1203 



<210> 245 
<211> 152 
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<212> PRT 

<213> Homo sapiens 



<400> 245 

Met Ala Gly Leu Pro Arg Arg lie lie Lys Glu Thr Gin Arg Leu Leu 
1 5 10 15 

Ala Glu Pro Val Pro Gly lie Lys Ala Glu Pro Asp Glu ser Asn Ala 
20 25 30 

Arg Tyr Phe His val val lie Ala Gly Pro Gin Asp Ser Pro Phe Glu 
35 40 45 

Gly Gly Thr Phe Lys Leu Glu Leu Phe Leu Pro Glu Glu Tyr Pro Met 
50 55 60 

Ala Ala Pro Lys Val Arg Phe Met Thr Lys lie Tyr His Pro Asn val 
65 70 75 80 

Asp Lys Leu Gly Arg lie Cys Leu Asp lie Leu Lys Asp Lys Trp ser 
85 90 95 

Pro Ala Leu Gin lie Arg Thr val Leu Leu Ser lie Gin Ala Leu Leu 
100 105 110 

Ser Ala Pro Asn Pro Asp Asp Pro Leu Ala Asn Asp Val Ala Glu Gin 
115 120 125 

Trp Lys Thr Asn Glu Ala Gin Ala lie Glu Thr Ala Arg Ala Trp Thr 
130 135 140 

Arg Leu Tyr Ala Met Asn Asn lie 
145 150 

<210> 246 

<211> 1927 

<212> DNA 

<213> Drosophila melanogaster 



<400> 246 

tcgcagaacc gaacacgtca gctacgggga ttgattgtta aacaacgttt ctatcgcccc 
gcaaatccga tccgtagcag cagtccatcc tgcgccgtcc gcatccgatc cgcgaagtat 
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tttccagggc 


aaaaacgtca 


Sequence listing 
aacgcagcag caaaatggta 


as filedl.txt 
ttaattgctg cggctgtctg 


180 


cacgaagaat 


ggcaaagtga 


ttctgtcacg 


tcagttcgtc 


gagatgacga 


aggcacgcat 


240 


cgagggactg 


ctggctgcct 


ttcccaagct 


gatgactgct 


ggcaagcagc 


acacttacgt 


300 


ggagacggac 


tccgtgcgct 


acgtctacca 


gccgatggag 


aaactatata 


tgctgctcat 


360 


caccactaag 


gccagcaaca 


ttctggagga 


tctggagacc 


ctgcgcctct 


tctcgaaagt 


420 


gattcccgag 


tacagccact 


cgctcgacga 


gaaggagatt 


gtggagaatg 


ccttcaatct 


480 


gatcttcgca 


tttgacgaga 


tcgtggcact 


cggctacagg 


gagagcgtca 


acttggccca 


540 


gatcaagacc 


ttcgtggaga 


tggactcaca 


tgaggagaag 


gtctaccagg 


cagtgcgtca 


600 


gacgcaggag 


cgtgatgcgc 


gccagaagat 


gcgcgagaag 


gccaaggaac 


tgcagcggca 


660 


gcgcatggag 


gccagcaaac 


ggggtggtcc 


ctccctgggt 


ggcattggca 


gccgcagcgg 


720 


cggctttagc 


gccgacggaa 


ttggcagtag 


cggcgtgagc 


agcagttccg 


gtgcctccag 


780 


cgccaacacc 


ggcatcacct 


ccatcgatgt 


ggacaccaaa 


tccaaggcgg 


ctgccagtaa 


840 


accagcttcc 


cgcaatgccc 


tcaagctagg 


tggcaagtcc 


aaggacgtcg 


atagtttcgt 


900 


ggatcagctg 


aagaacgagg 


gcgagaagat 


tgccaatctg 


gcaccggcgg 


cgcccgctgg 


960 


aggttccagt 


gctgcagcta 


gcgccagtgc 


agcggccaag 


gcagctatcg 


cgtcggacat 


1020 


tcacaaagag 


agcgtacatc 


tgaagattga 


ggacaagcta 


gtagtgcgtc 


tgggacgcga 


1080 


tggtggcgtg 


cagcagttcg 


agaactcggg 


cctcctgacg 


ttgcgcatta 


cggacgaggc 


1140 


ctacggacgc 


attttgctga 


agctgtctcc 


caaccacaca 


cagggcctgc 


agttgcagac 


1200 


ccaccccaac 


gtggacaagg 


agctgttcaa 


gtcgcgcact 


accatcggac 


taaagaactt 


1260 


gggcaagccg 


tttcccctta 


acaccgatgt 


gggtgtgctc 


aagtggcgct 


tcgtctcgca 


1320 


ggacgagtcg 


gcagtcccgc 


tgaccattaa 


ctgctggcca 


tcggataatg 


gagagggtgg 


1380 


atgcgatgtt 


aacattgagt 


atgaactgga 


ggcgcagcag 


ctagagctgc 


aggacgtggc 


1440 


cattgtcatt 


cccttgccaa 


tgaatgtgca 


gccttcggtg 


gcggagtacg 


acggcaccta 


1500 


caactacgat 


tcacgcaagc 


atgtgctcca 


gtggcacatt 


ccaataatcg 


atgccgccaa 


1560 


caagtccggt 


tctatggagt 


tcagctgcag 


tgcctccatt 


cccggtgact 


tcttcccctt 


1620 


gcaggtgtcc 


ttcgtctcga 


aaacgccgta 


tgcgggcgtc 


gtggcccagg 


atgtggtgca 


1680 


ggtggacagc 


gaggcggcgg 


tcaagtattc 


aagcgagtcc 


attctgttcg 


tggaaaagta 


1740 


cgaga teg tg 


xaggccgcgc 


cgctggccac 


gcccacctaa 


gtagtacata 


aatatacata 


-LoUU 


atttcccggg 


gtcatccgat 


gcgatgcaat 


taattcaact 


gctgcagcat 


gttgagaatt 


I860 


atttttccat 


gtgcgaactt 


tacatattta 


tggcgcagac 


agcttctcag 


agcgagtaat 


1920 


tgattcc 












1927 
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<210> 247 
<211> 532 
<212> PRT 

<213> Drosophila melanogaster 
<400> 247 

Met val Leu lie Ala Ala Ala val Cys Thr Lys Asn Gly Lys val lie 
15 10 15 

Leu Ser Arg Gin Phe val Glu Met Thr Lys Ala Arg lie Glu Gly Leu 
20 25 ~ 30 

Leu Ala Ala Phe Pro Lys Leu Met Thr Ala Gly Lys Gin His Thr Tyr 
35 40 45 

val Glu Thr Asp Ser val Arg Tyr val Tyr Gin Pro Met Glu Lys Leu 
50 55 60 

Tyr Met Leu Leu lie Thr Thr Lys Ala Ser Asn lie Leu Glu Asp Leu 
65 70 75 80 

Glu Thr Leu Arg Leu Phe Ser Lys Val lie Pro Glu Tyr Ser His Ser 
85 90 95 

Leu Asp Glu Lys Glu lie Val Glu Asn Ala Phe Asn Leu lie Phe Ala 
100 105 110 

Phe Asp Glu lie Val Ala Leu Gly Tyr Arg Glu ser Val Asn Leu Ala 
115 120 125 

Gin lie Lys Thr Phe Val Glu Met Asp Ser His Glu Glu Lys Val Tyr 
130 135 140 

Gin Ala Val Arg Gin Thr Gin Glu Arg Asp Ala Arg Gin Lys Met Ar 
145 ~ 150 155 " 16 

Glu Lys Ala Lys Glu Leu Gin Arg Gin Arg Met Glu Ala Ser Lys Arg 
165 170 175 

Gly Gly Pro Ser Leu Gly Gly lie Gly Ser Arg Ser Gly Gly Phe ser 
180 185 190 

Ala Asp Gly lie Gly Ser Ser Gly val Ser Ser Ser Ser Gly Ala Ser 
195 200 205 
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Ser Ala Asn Thr Gly lie Thr ser lie Asp val Asp Thr Lys Ser Lys 
210 215 220 

Ala Ala Ala Ser Lys Pro Ala Ser Arg Asn Ala Leu Lys Leu Gly Gly 
225 230 235 240 

Lys Ser Lys Asp val Asp Ser Phe val Asp Gin Leu Lys Asn Glu Gly 
245 250 255 

Glu Lys lie Ala Asn Leu Ala Pro Ala Ala Pro Ala Gly Gly Ser Ser 
260 265 270 

Ala Ala Ala Ser Ala ser Ala Ala Ala Lys Ala Ala lie Ala Ser Asp 
275 280 285 

lie His Lys Glu Ser Val His Leu Lys lie Glu Asp Lys Leu Val Val 
290 295 300 

Arg Leu Gly Arg Asp Gly Gly Val Gin Gin Phe Glu Asn Ser Gly Leu 
305 310 315 320 

Leu Thr Leu Arg lie Thr Asp Glu Ala Tyr Gly Arg He Leu Leu Lys 
325 330 ~ 335 

Leu Ser Pro Asn His Thr Gin Gly Leu Gin Leu Gin Thr His Pro Asn 
340 345 350 

Val Asp Lys Glu Leu Phe Lys Ser Arg Thr Thr lie Gly Leu Lys Asn 
355 360 365 

Leu Gly Lys Pro Phe Pro Leu Asn Thr Asp Val Gly val Leu Lys Trp 
370 375 380 

Arg Phe val Ser Gin Asp Glu Ser Ala Val Pro Leu Thr lie Asn Cys 
385 390 395 400 

Trp Pro Ser Asp Asn Gly Glu Gly Gly Cys Asp Val Asn lie Glu Tyr 
405 410 415 

Glu Leu Glu Ala Gin Gin Leu Glu Leu Gin Asp val Ala lie val lie 
420 425 430 

Pro Leu Pro Met Asn Val Gin Pro Ser Val Ala Glu Tyr Asp Gly Thr 
435 440 445 

Tyr Asn Tyr Asp Ser Arg Lys His Val Leu Gin Trp His lie Pro lie 
450 455 460 
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He Asp Ala Ala Asn Lys Ser Gly Ser Met Glu Phe Ser Cys Ser Ala 
465 470 475 480 

Ser He Pro Gly Asp Phe Phe Pro Leu Gin val Ser Phe val Ser Lys 
485 490 495 

Thr Pro Tyr Ala Gly val val Ala Gin Asp val val Gin val Asp Ser 
500 505 510 

Glu Ala Ala Val Lys Tyr Ser Ser Glu Ser lie Leu Phe val Glu Lys 
515 520 525 

Tyr Glu lie val 
530 



<210> 248 

<211> 1998 

<212> DNA 

<213> Homo sapiens 



<400> 248 

cgggcggttc 


ctgtcaaggg 


ggcagcaggt 


ccagagctgc 


tggtgctccc 


gttccccaga 


60 


ccctacccct 


atccccagtg 


gagccggagt 


gcggcgcgcc 


ccaccaccgc 


cctcaccatg 


120 


gtgctgttgg 


cagcagcggt 


ctgcacaaaa 


gcaggaaagg 


ctattgtttc 


tcgacagttt 


180 


gtggaaatga 


cccgaactcg 


gattgagggc 


ttattagcag 


cttttccaaa 


gctcatgaac 


240 


actggaaaac 


aacatacgtt 


tgttgaaaca 


gagagtgtaa 


gatatgtcta 


ccagcctatg 


300 


gagaaactgt 


atatggtact 


gatcactacc 


aaaaacagca 


acattttaga 


agatttggag 


360 


accctaaggc 


tcttctcaag 


agtgatccct 


gaatattgcc 


gagccttaga 


agagaatgaa 


420 


atatctgagc 


actgttttga 


tttgattttt 


gcttttgatg 


aaattgtcgc 


actgggatac 


480 


cgggagaatg 


ttaacttggc 


acagatcaga 


accttcacag 


aaatggattc 


tcatgaggag 


540 


aaggtgttca 


gagccgtcag 


agagactcaa 


gaacgtgaag 


ctaaggctga 


gatgcgtcgt 


600 


aaagcaaagg 


aattacaaca 


ggcccgaaga 


gatgcagaga 


gacagggcaa 


aaaagcacca 


660 


ggatttggcg 


gatttggcag 


ctctgcagta 


tctggaggca 


gcacagctgc 


catgatcaca 


720 


gagaccatca 


ttgaaactga 


taaaccaaaa 


gtggcacctg 


caccagccag 


gccttcaggc 


780 


cccagcaagg 


ctttaaaact 


tggagccaaa 


ggaaaggaag 


tagataactt 


tgtggacaaa 


840 


ttaaaatctg 


aaggtgaaac 


catcatgtcc 


tctagtatgg 


gcaagcgtac 


ttctgaagca 


900 
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accaaaatgc 


atgctccacc 


Sequence listing 
cattaatatg gaaagtgtac 


as filedl.txt 
atatgaagat tgaagaaaag 


960 


ataacattaa 


cctgtggacg 


agacggagga 


ttacagaata 


tggagttgca 


tggcatgatc 


1020 


atgcttagga 


tctcagatga 


caagtatggc 


cgaattcgtc 


ttcatgtgga 


aaatgaagat 


1080 


aagaaagggg 


tgcagctaca 


gacccatcca 


aatgtggata 


aaaaactttt 


cactgcagag 


1140 


tctctaattg 


gcctgaagaa 


tccagagaag 


tcatttccag 


tcaacagtga 


cgtaggggtg 


1200 


ctaaagtgga 


gactacaaac 


cacagaggaa 


tcttttattc 


cactgacaat 


taattgctgg 


1260 


ccctcggaga 


gtggaaatgg 


ctgtgatgtc 


aacatagaat 


atgagctaca 


agaagataat 


1320 


ttagaactga 


atgatgtggt 


tatcaccatc 


ccactcccgt 


ctggtgtcgg 


cgcgcctgtt 


1380 


atcggtgaga 


tcgatgggga 


gtatcgacat 


gacagtcgac 


gaaataccct 


ggagtggtgc 


1440 


ctgcctgtga 


ttgatgccaa 


aaataagagt 


ggcagcctgg 


agtttagcat 


tgctgggcag 


1500 


cccaatgact 


tcttccctgt 


tcaagtttcc 


tttgtctcca 


agaaaaatta 


ctgtaacata 


1560 


caggttacca 


aagtgaccca 


ggtagatgga 


aacagccccg 


tcaggttttc 


cacagagacc 


1620 


actttcctag 


tggataagta 


tgaaatcctg 


taataccaag 


aagagggagc 


tgaaaaggaa 


1680 


aattttcaga 


ttaataaaga 


agacgccaat 


gatggctgaa 


gagtttttcc 


cagatttaca 


1740 


agccactgga 


gacccctttt 


ttctgataca 


atgcacgatt 


ctctgcgcgc 


aaggaccctc 


1800 


gactcacccc 


catgtttcag 


tgtcacagag 


acattctttg 


ataaggaaat 


ggcacaaaca 


lobO 


taaagggaaa 


ggctgctaat 


tttctttggc 


agattgtatt 


ggccagcagg 


aaagcaagct 


1920 


ctccagagaa 


tgcccccagt 


taaatacctc 


ctctaccttt 


acctaagttg 


ctcctttatt 


1980 


tttattttat 


aataataa 










1998 



<210> 249 

<211> 511 

<212> PRT 

<213> Homo sapiens 



<400> 249 

Met val Leu Leu Ala Ala Ala val Cys Thr Lys Ala Gly Lys Ala lie 
1 5 10 15 

val ser Arg Gin Phe val Glu Met Thr Arg Thr Arg lie Glu Gly Leu 
20 25 "30 

Leu Ala Ala Phe Pro Lys Leu Met Asn Thr Gly Lys Gin His Thr Phe 
35 40 45 
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Sequence listing as filedl.txt 
val Glu Thr Glu Ser val Arg Tyr val Tyr Gin Pro Met Glu Lys Leu 
50 55 60 

Tyr Met val Leu lie Thr Thr Lys Asn Ser Asn lie Leu Glu Asp Leu 
65 70 75 80 

Glu Thr Leu Arg Leu Phe Ser Arg val lie Pro Glu Tyr Cys Arg Ala 
85 90 * 95 

Leu Glu Glu Asn Glu lie Ser Glu His Cys Phe Asp Leu lie Phe Ala 
100 105 110 

Phe Asp Glu He val Ala Leu Gly Tyr Arg Glu Asn val Asn Leu Ala 
115 120 125 

Gin lie Arg Thr Phe Thr Glu Met Asp Ser His Glu Glu Lys val Phe 
130 ~ 135 140 

Arg Ala Val Arg Glu Thr Gin Glu Arg Glu Ala Lys Ala Glu Met Arg 
145 150 155 160 

Arg Lys Ala Lys Glu Leu Gin Gin Ala Arg Arg Asp Ala Glu Arg Gin 
165 170 175 

Gly Lys Lys Ala Pro Gly Phe Gly Gly Phe Gly Ser Ser Ala Val Ser 
180 185 190 

Gly Gly Ser Thr Ala Ala Met lie Thr Glu Thr lie lie Glu Thr Asp 
195 200 205 

Lys Pro Lys val Ala Pro Ala Pro Ala Arg Pro Ser Gly Pro Ser Lys 
210 215 220 

Ala Leu Lys Leu Gly Ala Lys Gly Lys Glu val Asp Asn Phe Val Asp 
225 230 235 240 

Lys Leu Lys Ser Glu Gly Glu Thr lie Met Ser ser Ser Met Gly Lys 
245 250 255 

Arg Thr Ser Glu Ala Thr Lys Met His Ala Pro Pro lie Asn Met Glu 
260 265 270 

Ser val His Met Lys lie Glu Glu Lys lie Thr Leu Thr Cys Gly Arg 
275 280 285 

Asp Gly Gly Leu Gin Asn Met Glu Leu His Gly Met lie Met Leu Arg 
290 295 300 

Page 334 



Sequence listing as filedl.txt 

lie Ser Asp Asp Lys Tyr Gly Arg lie Arg Leu His Val Glu Asn Glu 
305 310 315 320 

Asp Lys Lys Gly val Gin Leu Gin Thr His Pro Asn val Asp Lys Lys 
325 330 335 

Leu Phe Thr Ala Glu Ser Leu lie Gly Leu Lys Asn Pro Glu Lys Ser 
340 345 350 

Phe Pro Val Asn ser Asp Val Gly Val Leu Lys Trp Arg Leu Gin Thr 
355 360 365 

Thr Glu Glu Ser Phe lie Pro Leu Thr lie Asn Cys Trp Pro Ser Glu 
370 375 380 

Ser Gly Asn Gly Cys Asp Val Asn lie Glu Tyr Glu Leu Gin Glu Asp 
385 390 395 400 

Asn Leu Glu Leu Asn Asp Val val lie Thr lie Pro Leu Pro Ser Gly 
405 410 415 

val Gly Ala Pro val lie Gly Glu lie Asp Gly Glu Tyr Arg His Asp 
420 425 430 

Ser Arg Arg Asn Thr Leu Glu Trp Cys Leu Pro Val lie Asp Ala Lys 
435 440 445 

Asn Lys Ser Gly Ser Leu Glu Phe Ser lie Ala Gly Gin Pro Asn Asp 
450 455 460 

Phe Phe Pro val Gin val Ser Phe Val Ser Lys Lys Asn Tyr Cys Asn 
465 470 475 480 

lie Gin Val Thr Lys Val Thr Gin Val Asp Gly Asn Ser Pro Val Arg 
485 490 495 

Phe Ser Thr Glu Thr Thr Phe Leu val Asp Lys Tyr Glu lie Leu 
500 505 510 

<210> 250 
<211> 1515 
<212> DNA 

<213> Drosophila melanogaster 
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Sequence listing as filedl.txt 



<400> 250 
atgcgttatg 


acgcctccgc 


cgctttcgtg 


atgcccttca 


tggcacatga ccgattccag 


60 


gacttttaca 


cgcgcatgga 


tgtgcccgag 


atccggcagt 


atatgcgcaa tctcctggtg 


120 


gcactgcgtc 


atgtccacaa 


gttcgatgtc 


atccatcgcg 


acgtgaagcc gagcaacttt 


180 


ctctacaatc 


gacgtcggcg 


agagtttctc 


ctcgtcgatt 


tcggtctggc ccagcatgtg 


240 


aatcctccgg 


ctgcgcgatc 


ttccggaagt 


gccgccgcca 


tcgccgcagc caacaacaaa 


300 


aacaacaaca 


ataataacaa 


taataatagc 


aaacggccac 


gagagcgcga atcaaagggg 


360 


gatgtgcagc 


aaattgcgct 


ggatgctggt 


ttgggtggag 


cagtgaagcg tatgcgtttg 


420 


cacgaggagt 


ccaacaagat 


gcccctgaaa 


ccggtcaacg 


atattgcgcc aagcgatgcg 


480 


ccggagcagt 


cagtagatgg 


gtccaatcac 


gtccagccac 


agctagtgca gcaagagcag 


540 


caacaactgc 


agccgcaaca 


gcagcagcaa 


caacagcagc 


agcaacaaca gtcgcaacag 


600 


cagcagcagc 


cgcagcagca 


gtcgcaacag 


cagcacccac 


aacgacagcc acaactggcg 


660 


cagatggatc 


aaacagcatc 


gacgccatct 


ggcagcaagt 


acaatacgaa tcgaaatgtc 


720 


tcggcagcag 


cggctaataa 


tgccaagtgc 


gtttgctttg 


caaatccctc agtttgcctc 


780 


aactgtctga 


tgaagaagga 


ggtgcacgcc 


tccagggcag 


gaacacctgg ctatcggccg 


840 


cccgaggttc 


tgctcaagta 


cccagatcag 


accactgccg 


tggacgtttg ggcggcgggt 


900 


gtgatattcc 


tttcgatcat 


gtcaacggtg 


tatccgtttt 


tcaaagcgcc caacgatttt 


960 


atcgcgctgg 


ccgagattgt 


aacaatattt 


ggagatcagg 


cgatacggaa gacggccttg 


1020 


gctctcgacc 


gtatgatcac 


cctgagccag 


aggtccaggc 


cactgaatct gcgaaagttg 


1080 


tgcctgcgct 


ttcgctatcg 


ttccgttttt 


agtgatgcca 


agctcctcaa gagctacgaa 


1140 


tctgtggacg 


gaagctgcga 


agtgtgccgg 


aattgtgatc 


aatacttctt caactgccta 


1200 


tgcgaggata 


gcgattactt 


gacagagcca 


ctggacgcat 


acgaatgttt tccacccagc 


1260 


gcctatgacc 


tactggatcg 


cctgctcgag 


attaatcccc 


ataaacgaat taccgccgaa 


1320 


gaggcactaa 


agcatccatt 


ctttacggcc 


gccgaggagg 


ccgagcagac ggagcaggat 


1380 


cagttggcca 


atggaacgcc 


gcgcaagatg 


cgtcgacaaa 


gatatcaaag tcacagaacg 


1440 


gtggccgcct 


cacaggagca 


ggtcaagcag 


caggttgccc 


ttgatctgca gcaagcggcc 


1500 


attaacaagc 


tgtga 








1515 



<210> 251 

<211> 504 

<212> PRT 

<213> Drosophila melanogaster 
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Sequence listing as filedl.txt 

<400> 251 

Met Arg Tyr Asp Ala Ser Ala Ala Phe val Met Pro Phe Met Ala His 

15 10 15 

Asp Arg Phe Gin Asp Phe Tyr Thr Arg Met Asp val Pro Glu lie Arg 
20 25 30 

Gin Tyr Met Arg Asn Leu Leu val Ala Leu Arg His val His Lys Phe 
35 40 ~ 45 

Asp Val lie His Arg Asp val Lys Pro Ser Asn Phe Leu Tyr Asn Arg 
50 55 60 

Arg Arg Arg Glu Phe Leu Leu Val Asp Phe Gly Leu Ala Gin His val 
65 70 75 80 

Asn Pro Pro Ala Ala Arg Ser Ser Gly Ser Ala Ala Ala lie Ala Ala 
85 90 95 

Ala Asn Asn Lys Asn Asn Asn Asn Asn Asn Asn Asn Asn Ser Lys Arg 
100 105 110 

Pro Arg Glu Arg Glu Ser Lys Gly Asp val Gin Gin lie Ala Leu Asp 
115 120 125 

Ala Gly Leu Gly Gly Ala Val Lys Arg Met Arg Leu His Glu Glu Ser 
130 135 140 

Asn Lys Met Pro Leu Lys Pro Val Asn Asp lie Ala Pro Ser Asp Ala 
145 150 155 160 

Pro Glu Gin Ser Val Asp Gly Ser Asn His Val Gin Pro Gin Leu Val 
165 170 175 

Gin Gin Glu Gin Gin Gin Leu Gin Pro Gin Gin Gin Gin Gin Gin Gin 
180 185 190 

Gin Gin Gin Gin Gin Ser Gin Gin Gin Gin Gin Pro Gin Gin Gin Ser 
195 200 205 

Gin Gin Gin His Pro Gin Arg Gin Pro Gin Leu Ala Gin Met Asp Gin 
210 215 220 

Thr Ala Ser Thr Pro Ser Gly Ser Lys Tyr Asn Thr Asn Arg Asn val 
225 230 235 240 
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Sequence listing as filedl.txt 
Ser Ala Ala Ala Ala Asn Asn Ala Lys Cys val Cys Phe Ala Asn Pro 
245 250 255 

Ser val cys Leu Asn Cys Leu Met Lys Lys Glu val His Ala Ser Arg 
260 265 270 

Ala Gly Thr Pro Gly Tyr Arg Pro Pro Glu Val Leu Leu Lys Tyr Pro 
275 280 285 

Asp Gin Thr Thr Ala Val Asp val Trp Ala Ala Gly val lie Phe Leu 
290 295 300 

Ser lie Met Ser Thr val Tyr Pro Phe Phe Lys Ala Pro Asn Asp Phe 
305 310 315 320 

lie Ala Leu Ala Glu lie val Thr lie Phe Gly Asp Gin Ala lie Arg 
325 330 335 

Lys Thr Ala Leu Ala Leu Asp Arg Met lie Thr Leu Ser Gin Arg ser 
340 345 350 

Arg Pro Leu Asn Leu Arg Lys Leu Cys Leu Arg Phe Arg Tyr Arg ser 
355 360 365 

val Phe Ser Asp Ala Lys Leu Leu Lys Ser Tyr Glu Ser val Asp Gly 
370 375 380 

Ser Cys Glu val Cys Arg Asn Cys Asp Gin Tyr Phe Phe Asn Cys Leu 
385 390 395 400 

Cys Glu Asp Ser Asp Tyr Leu Thr Glu Pro Leu Asp Ala Tyr Glu Cys 
405 410 415 

Phe Pro Pro Ser Ala Tyr Asp Leu Leu Asp Arg Leu Leu Glu lie Asn 
420 425 430 

Pro His Lys Arg lie Thr Ala Glu Glu Ala Leu Lys His Pro Phe Phe 
435 440 445 

Thr Ala Ala Glu Glu Ala Glu Gin Thr Glu Gin Asp Gin Leu Ala Asn 
450 455 460 

Gly Thr Pro Arg Lys Met Arg Arg Gin Arg Tyr Gin ser His Arg Thr 
465 470 475 480 

Val Ala Ala Ser Gin Glu Gin Val Lys Gin Gin Val Ala Leu Asp Leu 
485 490 495 
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Sequence listing as filedl.txt 

Gin Gin Ala Ala lie Asn Lys Leu 
500 

<210> 252 

<211> 1725 

<212> DNA 

<213> Homo sapiens 



<400> 252 


V— u i- ^-y y y y a i_ 


traaataaal: 

i_ Lay a Lyya l 


aaaccaaf aa 

y ay ll a a *-y y 


ctttttctcc 

LLLLLLLLLL 


rraacaf aac 

LLay Ly LyaL 


60 


v-y y l l Lv.ayy 


rtaaaanrlr 


i_ v_ uaaaaaaa 


aarnaaraoa 

aaLyay Laya 


affffaaacf 

a i_ l l LaaaL l 


f ncannf nf f 

i_ y l ay y Ly l l 


120 


aaaaaanat*a 


1" t* n a n a a n rl" 

l l y ciy aay l l. 


l ua LyaayL l 


nf arraranr 

y LaLLaLayL 


f f Aflf Aaf flf 
l Lay Laa Ly l 


n 1" 1" 1" a a n a f f 

y l l Laaya l l 


180 


nannar'aaaa 


l Lyyayaayy 


rartttranr 


f rf nf f f af f 

LLLy L L LaLL 


tnnrraranr 
LyyLLaLayL 


aranttaraa 
a l ay l l aLaa 


740 




aayayaciaci L 


i_ y v_ i_ y uaaaa 


C 7K C f 1" n a 1" 1" c 
l a l l Lya l ll 


l a a l a a y llo 


trrtataana 

lll La Laaya 


300 


a i_ Ly Lay l i_y 


7\7\CTtC7\C\TC\ 

UUL L LLuy i_ y 


rrtaaraoto 

ll taaLay i_ y 


LyyyyyyL. 


aanaf aaf nf 

aaya Laa Ly l 


raf nnnanf f 

LaLyyyay l l 


360 


aaatartcirt* 

a a ex. v_ a. v_ l y v_ i_ 


ftaanaaaaa 

l Lay y aay act 


tya i_La l y La 


off a tf arf a 

y l La l Ly l La 


t ac c 'at at rf 

LyLLa i_ a ll l 


ooaciratciao 

y y ay La Ly ay 


420 


Lv.y l l. i_ l i_y y 


ar at*"f ct naa 

a l a u ll L^aa 


L LL LL L L LLL 


l l l Laayaay 


LaLyyyaa La 


tatnrf taat 

La l y l l Laa l 


480 

~ LJ V7 


Ly L LL.aaay 


v-LL Ly aaaL-y 


rat"t*f"at"f*an 

La L L La LLay 


f f f nnf af f n 

LL LyyLaLLy 


ttrarrntna 
LLL.aLL.yLya 


tnttaanrrr 
Ly L LaayLLL 


S40 


ciy Laa lllll 


La La Laa Lay 


y v_y ll Lyaaa 


clay La Ly ll l 


Ly y Lay aL L L 


fnnfftnnrr 
Ly y l l Ly y ll 






a Lya Latyaa 


a a Lay ay l l l 


rf f aaaf f f n 

L L Laaa L L Ly 


f rrantrtfia 
LLLay ll Lya 


anrtranran 
ay l LLayLay 


6fi0 


naaanntril't* 

yaaayy i_y i_ l 


LaLaaaa^ua 


atrrra ra fa 

Cl LLLLaLa l_CX 


a LLaLayyaa 


a raanattrr 
aLaaya l l l l 


a l l y ay l y y l 


720 


ccagtaccta 


aggagctgga 


tcagcagtcc 


accacaaaag 


cttctgttaa 


aagaccctac 


780 


acaaatgcac 


aaattcagat 


taaacaagga 


aaagacggaa 


aggagggatc 


tgtaggcctt 


840 


tctgtccagc 


gctctgtttt 


tggagaaaga 


aatttcaata 


tacacagctc 


catttcacat 


900 


gagagccctg 


cagtgaaact 


catgaagcag 


tcaaagactg 


tggatgtact 


gtctagaaag 


960 


ttagcaacaa 


aaaagaaggc 


tatttctacg 


aaagttatga 


atagtgctgt 


gatgaggaaa 


1020 


actgccagtt 


cttgcccagc 


tagcctgacc 


tgtgactgct 


atgcaacaga 


taaagtttgt 


1080 


agtatttgcc 


tttcaaggcg 


tcagcaggtt 


gcccctaggg 


caggtacacc 


aggattcaga 


1140 


gcaccagagg 


tcttgacaaa 


gtgccccaat 


caaactacag 


caattgacat 


gtggtctgca 


1200 


ggtgtcatat 


ttctttcttt 


gcttagtgga 


cgatatccat 


tttataaagc 


aagtgatgat 


1260 


ttaactgctt 


tggcccaaat 


tatgacaatt 


aggggatcca 


gagaaactat 


ccaagctgct 


1320 


aaaacttttg 


ggaaatcaat 


attatgtagc 


aaagaagttc 


cagcacaaga 


cttgagaaaa 


1380 


ctctgtgaga 


gactcagggg 


tatggattct 


agcactccca 


agttaacaag 


tgatatacag 


1440 
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Sequence listing as filedl.txt 

gggcatgctt ctcatcaacc agctatttca gagaagactg accataaagc ttcttgcctc 1500 

gttcaaacac ctccaggaca atactcaggg aattcattta aaaaggggga tagtaatagc 1560 

tgtgagcatt gttttgatga gtataatacc aatttagaag gctggaatga ggtacctgat 1620 

gaagcttatg acctgcttga taaacttcta gatctaaatc cagcttcaag aataacagca 1680 

gaagaagctt tgttgcatcc attttttaaa gatatgagct tgtga 1725 

<210> 253 

<211> 574 

<212> PRT 

<213> Homo sapiens 



<400> 253 

Met Glu Ala Ser Leu Gly lie Gin Met Asp Glu Pro Met Ala Phe Ser 
15 10 15 

Pro Gin Arg Asp Arg Phe Gin Ala Glu Gly Ser Leu Lys Lys Asn Glu 
20 25 30 

Gin Asn Phe Lys Leu Ala Gly val Lys Lys Asp lie Glu Lys Leu Tyr 
35 ' 40 45 

Glu Ala val Pro Gin Leu Ser Asn val Phe Lys lie Glu Asp Lys lie 
50 55 60 

Gly Glu Gly Thr Phe Ser Ser Val Tyr Leu Ala Thr Ala Gin Leu Gin 
65 70 75 80 

Val Gly Pro Glu Glu Lys lie Ala val Lys His Leu lie Pro Thr ser 
85 90 95 

His Pro lie Arg lie Ala Ala Glu Leu Gin Cys Leu Thr Val Ala Gly 
100 105 ' 110 

Gly Gin Asp Asn val Met Gly val Lys Tyr Cys Phe Arg Lys Asn Asp 
115 120 125 

His Val Val lie Ala Met Pro Tyr Leu Glu His Glu Ser Phe Leu Asp 
130 135 140 

lie Leu Asn Ser Leu Ser Phe Gin Glu val Arg Glu Tyr Met Leu Asn 
145 150 155 160 
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Sequence listing as filedl.txt 

Leu Phe Lys Ala Leu Lys Arg lie His Gin Phe Gly lie val His Arg 
165 170 175 

Asp val Lys Pro Ser Asn Phe Leu Tyr Asn Arg Arg Leu Lys Lys Tyr 
180 185 ~ 190 

Ala Leu val Asp Phe Gly Leu Ala Gin Gly Thr His Asp Thr Lys lie 
195 200 205 

Glu Leu Leu Lys Phe Val Gin Ser Glu Ala Gin Gin Glu Arg Cys Ser 
210 215 220 

Gin Asn Lys Ser His lie lie Thr Gly Asn Lys lie Pro Leu Ser Gly 
225 230 235 240 

Pro Val Pro Lys Glu Leu Asp Gin Gin Ser Thr Thr Lys Ala Ser Val 
245 250 255 

Lys Arg Pro Tyr Thr Asn Ala Gin lie Gin lie Lys Gin Gly Lys Asp 
260 265 270 

Gly Lys Glu Gly Ser val Gly Leu Ser val Gin Arg Ser Val Phe Gly 
275 280 285 

Glu Arg Asn Phe Asn lie His Ser Ser lie Ser His Glu Ser Pro Ala 
290 295 300 

Val Lys Leu Met Lys Gin Ser Lys Thr Val Asp val Leu Ser Arg Lys 
305 310 315 320 

Leu Ala Thr Lys Lys Lys Ala lie Ser Thr Lys Val Met Asn Ser Ala 
325 330 335 

val Met Arg Lys Thr Ala ser Ser Cys Pro Ala Ser Leu Thr Cys Asp 
340 345 350 

Cys Tyr Ala Thr Asp Lys val Cys Ser lie Cys Leu Ser Arg Arg Gin 
355 360 365 

Gin val Ala Pro Arg Ala Gly Thr Pro Gly Phe Arg Ala Pro Glu Val 
370 375 380 

Leu Thr Lys Cys Pro Asn Gin Thr Thr Ala lie Asp Met Trp Ser Ala 
385 390 395 400 

Gly Val lie Phe Leu Ser Leu Leu Ser Gly Arg Tyr Pro Phe Tyr Lys 
405 410 415 
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Sequence listing as filedl.txt 



Ala Ser Asp Asp Leu Thr Ala Leu Ala Gin lie Met Thr lie Arg Gly 
420 425 430 

Ser Arg Glu Thr lie Gin Ala Ala Lys Thr Phe Gly Lys Ser lie Leu 
435 440 445 

Cys Ser Lys Glu val Pro Ala Gin Asp Leu Arg Lys Leu Cys Glu Arg 
450 455 460 

Leu Arg Gly Met Asp Ser Ser Thr Pro Lys Leu Thr ser Asp lie Gin 
465 470 475 480 

Gly His Ala Ser His Gin Pro Ala lie Ser Glu Lys Thr Asp His Lys 
485 490 495 

Ala Ser Cys Leu Val Gin Thr Pro Pro Gly Gin Tyr Ser Gly Asn Ser 
500 505 510 

Phe Lys Lys Gly Asp Ser Asn Ser Cys Glu His Cys Phe Asp Glu Tyr 
515 520 525 

Asn Thr Asn Leu Glu Gly Trp Asn Glu Val Pro Asp Glu Ala Tyr Asp 
530 535 540 

Leu Leu Asp Lys Leu Leu Asp Leu Asn Pro Ala Ser Arg lie Thr Ala 
545 550 555 " 560 

Glu Glu Ala Leu Leu His Pro Phe Phe Lys Asp Met Ser Leu 
565 570 

<210> 254 
<211> 3477 
<212> DNA 

<213> Drosophila melanogaster 



<400> 254 

atgtttacct tctacaccaa tataaataat acactgatca acaacaacaa taataataat 60 

aatactagta acagtaataa taataataac aacgttataa gccagccgat taaaataccg 120 

ctaaccgagc gcttctcatc gcaaacatcg acgggctcgg cggatagcgg tgtaattgtt 180 

tccagtgcat cgcagcagca actgcagttg ccaccaccac gcagtagcag tggatcgctg 240 

agtctgccac aagcgccacc tggcggcaag tggcggcaga agcagcagcg ccaacagttg 300 
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ctgctcagcc 


aggacagcgg 


Sequence listing 
catcgaaaat ggtgtcacca 


as filedl.txt 
ctcgtccatc gaaagccaag 


360 


gacaaccagg 


gtgcgggaaa 


agccagtcac 


aatgccacaa 


gctcgaagga 


gagcggcgcg 


420 


cagtcgaaca 


gcagcagcga 


gagcctgggc 


agcaattgct 


ccgaggccca 


ggagcagcag 


480 


agagtaagag 


cctcctccgc 


tctggagctc 


agcagcgtgg 


acactcccgt 


gatcgtcggc 


540 


ggtgtggtca 


gtggaggcaa 


cagcatcttg 


cgcagccgca 


ttaagtacaa 


gagtacgaac 


600 


agcaccggaa 


cccagggatt 


cgatgtggag 


gatcgcatcg 


atgaggtgga 


tatctgtgat 


660 


gatgatgatg 


tcgactgcga 


tgatcgcgga 


tcggagatcg 


aggaggagga 


ggaggaccaa 


720 


accgaacaag 


aggaggaggt 


cgatgaggtg 


gatgccaagc 


cgaagaaccg 


acttttgcca 


780 


ccggatcagg 


cggaactcac 


agtggcggcg 


gccatggcac 


gtcgacgcga 


tgccaagagc 


840 


ctggccaccg 


acggtcacat 


atatttccca 


ctgctcaaga 


tcagcgagga 


tccgcacatt 


900 


gattcgaagc 


tgatcaatcg 


caaggatggc 


ctccaggaca 


ccatgtatta 


tttggacgaa 


960 


ttcggcagtc 


caaagttgcg 


agagaagttc 


gcccgcaagc 


agaagcagct 


gctcgccaag 


1020 


cagcagaagc 


agttgatgaa 


acgtgaaagg 


aggagcgagg 


agcagcgcaa 


gaagcgaaac 


1080 


accaccgtgg 


catccaactt 


ggcggccagc 


ggagcggtgg 


tggacgacac 


caaagatgat 


1140 


tacaaacaac 


aaccacactg 


tgatactagc 


tctaggagca 


aaaataactc 


ggtacccaat 


1200 


ccacccagca 


gccatctcca 


tcagaaccac 


aatcatctcg 


ttgtggatgt 


gcaagaggat 


1260 


gtggatgatg 


tgaatgtggt 


tgccaccagc 


gacgtggaca 


gtggtgtcgt 


caagatgcgc 


1320 


cgccatagcc 


acgataacca 


ctacgaccga 


attccccgga 


gcaatgctgc 


caccattacc 


1380 


acccgccctc 


aaatcgacca 


acagtcgtcg 


caccaccaga 


acaccgagga 


tgtggagcaa 


1440 


ggagctgagc 


cccaaatcga 


tggcgaagcg 


gatctggatg 


cggatgcgga 


tgcggacagc 


1500 


gatgggagtg 


gcgagaacgt 


taagactgcc 


aaattggcca 


gaacacagtc 


ctgcaaaaac 


1560 


caaacaggtc 


gcgatggttc 


taaaatcaca 


acagttgttg 


caacacccgg 


ccaaggcacc 


1620 


gatcgcgtac 


aagaggtctc 


ctatacagac 


acaaaggtca 


tcggcaatgg 


cagcttcggc 


1680 


gtcgtgttcc 


aggcaaagct 


ctgcgatacc 


ggcgaactgg 


tggcaatcaa 


aaaagtttta 


1740 


caagacagac 


gatttaagaa 


tcgcgaattg 


caaataatgc 


gcaaattgga 


gcattgtaat 


1800 


attgtgaagc 


ttttgtactt 


tttctattcg 


agtggtgaaa 


agcgtgatga 


agtatttttg 


1860 


aatttagtcc 


tcgaatatat 


accagaaacc 


gtatacaaag 


tggctcgcca 


atatgccaaa 


1920 


accaagcaaa 


cgataccaat 


caactttatt 


cggctctaca 


tgtatcaact 


gttcagaagt 


1980 


L LyyCL LdCd 


LCCcLC Lcgci. 


gggcatttgc 


catcgtgata 


tcaagccgca 


gaatcttctg 




ctcgatccgg 


agacggctgt 


gctgaagctc 


tgtgactttg 


gcagcgccaa 


acagctgctg 


2100 


cacggcgagc 


cgaatgtatc 


gtatatctgc 


tcccggtatt 


accgcgcccc 


cgagctcatc 


2160 


tttggcgcca 


tcaattatac 


aacaaagatc 


gatgtctgga 


gtgccggttg 


cgttttggcc 


2220 
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gaactgctgc 


tgggccagcc 


catcttccct 


ggcgattccg 


gtgtggatca 


gctcgtcgag 


2280 


gtcatcaagg 


tcctgggcac 


accgacaaga 


gaacagatac 


gcgaaatgaa 


tccaaactac 


2340 


acggaattca 


agttccctca 


gattaagagt 


catccatggc 


agaaagtttt 


ccgtatacgc 


2400 


actcctacag 


aagctatcaa 


cttggtgtcc 


ctgctgctcg 


agtatacgcc 


cagtgccagg 


2460 


atcacaccgc 


tcaaggcctg 


cgcacatccg 


ttcttcgatg 


agctacgcat 


ggagggtaat 


2520 


cacaccttgc 


ccaacggtcg 


cgatatgccg 


ccgctgttca 


acttcacaga 


gcatgagctc 


2580 


tcaatacagc 


ccagcctagt 


gccgcagttg 


ttgcccaagc 


atctgcagaa 


cgcatccgga 


2640 


cctgqcggca 

ZJ zj zj zj 


atcgaccctc 


ggccggcgga 


gcagcctcca 


ttgcggccag 


cggctccacc 


2700 


agcgtctcgt 


caacgggcag 


tggtgcctcg 


gtggaaggat 


ccgcccagcc 


acagtcgcag 


2760 


ggtacagcag 


cagctgcggg 


atccggatcg 


ggcggagcaa 


cagcaggaac 


cggcggagcg 


2820 


agtgccggtg 

zj zj Zj Zj Zj 


gacccggatc 


tggtaacaac 


agtagcagcg 


gcggagcatc 


gggagcgccg 


2880 


tccgctqtqq 

ZJ Zj ZJ Zj 


ctgccggagg 


agccaatgcc 


gccgtcgctg 


gcggtgctgg 


tggtggtggc 


2940 


ggagccggtg 


cggcgaccgc 


agctgcaaca 


gcaactggcg 


ctataggcgc 


gactaatgcc 


3000 


ggcggcgcca 


atgtaacaga 


ttcatagggg 


aaatagtaac 


atacatacac 


acactaaata 


3060 


tatatccaag 


catatatata 


tagtaatcat 


tatatataac 


acctacaccc 


acaacaacaa 


3120 


caacagcaat 


tatatataat 


aaccataaac 


aagaatggag 


aaagccaatc 


cagcaatcac 


3180 


agcaaactat 


atacacaaca 


acaacaatta 


aattaattaa 


tgcaattgat 


gaaagaacag 


3240 


cagcagcagc 


agcagcagca 


gcagcagcag 


catcaaccgc 


aatttcaaaa 


gaactctaga 




aacagcaaag 


gcataaaata 


taacaaaaga 


aatattttac 


ttaggtaaaa 


cattaaattt 


3360 


attttaaatc 


taaaataaac 


taataagcat 


taaataatac 


atgataatgg 


taaataaaca 


3420 


cacaataatt 


ataatagtag 


agcgagcgct 


gatcgattgt 


cattttattg 


ctgccgc 


3477 



<210> 255 
<211> 1008 
<212> PRT 

<213> Drosophila melanogaster 
<400> 255 

Met Phe Thr Phe Tyr Thr Asn lie Asn Asn Thr Leu lie Asn Asn Asn 
15 10 15 

Asn Asn Asn Asn Asn Thr Ser Asn ser Asn Asn Asn Asn Asn Asn val 
20 25 30 
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lie Ser Gin Pro lie Lys lie Pro Leu Thr Glu Arg Phe Ser ser Gin 
35 40 45 

Thr Ser Thr Gly Ser Ala Asp Ser Gly val lie val Ser Ser Ala Ser 
50 55 60 

Gin Gin Gin Leu Gin Leu Pro Pro Pro Arg Ser Ser Ser Gly Ser Leu 
65 70 75 80 

Ser Leu Pro Gin Ala Pro Pro Gly Gly Lys Trp Arg Gin Lys Gin Gin 
85 90 95 

Arg Gin Gin Leu Leu Leu Ser Gin Asp Ser Gly lie Glu Asn Gly val 
100 105 * 110 

Thr Thr Arg Pro Ser Lys Ala Lys Asp Asn Gin Gly Ala Gly Lys Ala 
115 120 125 

Ser His Asn Ala Thr Ser Ser Lys Glu Ser Gly Ala Gin Ser Asn Ser 
130 135 140 

Ser Ser Glu Ser Leu Gly Ser Asn Cys Ser Glu Ala Gin Glu Gin Gin 
145 150 155 160 

Arg Val Arg Ala Ser Ser Ala Leu Glu Leu Ser Ser Val Asp Thr pro 
165 170 175 

val lie val Gly Gly Val Val Ser Gly Gly Asn Ser lie Leu Arg Ser 
180 185 190 

Arg lie Lys Tyr Lys Ser Thr Asn Ser Thr Gly Thr Gin Gly Phe Asp 
195 200 205 

val Glu Asp Arg lie Asp Glu Val Asp lie Cys Asp Asp Asp Asp val 
210 215 220 

Asp Cys Asp Asp Arg Gly Ser Glu lie Glu Glu Glu Glu Glu Asp Gin 
225 230 235 240 

Thr Glu Gin Glu Glu Glu Val Asp Glu Val Asp Ala Lys Pro Lys Asn 
245 250 255 

Arg Leu Leu Pro Pro Asp Gin Ala Glu Leu Thr Val Ala Ala Ala Met 
260 265 270 

Ala Arg Arg Arg Asp Ala Lys Ser Leu Ala Thr Asp Gly His lie Tyr 
275 280 285 
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Phe Pro Leu Leu Lys lie Ser Glu Asp Pro His lie Asp Ser Lys Leu 
290 295 300 

lie Asn Arg Lys Asp Gly Leu Gin Asp Thr Met Tyr Tyr Leu Asp Glu 
305 310 315 320 

Phe Gly Ser Pro Lys Leu Arg Glu Lys Phe Ala Arg Lys Gin Lys Gin 
325 330 "* 335 

Leu Leu Ala Lys Gin Gin Lys Gin Leu Met Lys Arg Glu Arg Arg Ser 
340 345 350 

Glu Glu Gin Arg Lys Lys Arg Asn Thr Thr val Ala Ser Asn Leu Ala 
355 360 365 

Ala Ser Gly Ala val val Asp Asp Thr Lys Asp Asp Tyr Lys Gin Gin 
370 * 375 380 

Pro His Cys Asp Thr Ser Ser Arg Ser Lys Asn Asn Ser Val Pro Asn 
385 390 395 400 

Pro Pro Ser Ser His Leu His Gin Asn His Asn His Leu val val Asp 
405 410 415 

val Gin Glu Asp val Asp Asp val Asn val val Ala Thr ser Asp val 
420 425 430 

Asp Ser Gly val Val Lys Met Arg Arg His ser His Asp Asn His Tyr 
435 440 445 

Asp Arg lie Pro Arg Ser Asn Ala Ala Thr lie Thr Thr Arg Pro Gin 
450 ~ 455 460 

lie Asp Gin Gin Ser Ser His His Gin Asn Thr Glu Asp val Glu Gin 
465 470 475 480 

Gly Ala Glu Pro Gin He Asp Gly Glu Ala Asp Leu Asp Ala Asp Ala 
485 490 495 

Asp Ala Asp ser Asp Gly Ser Gly Glu Asn val Lys Thr Ala Lys Leu 
500 505 510 

Ala Arg Thr Gin ser Cys Lys Asn Gin Thr Gly Arg Asp Gly Ser Lys 
515 520 525 

lie Thr Thr Val Val Ala Thr Pro Gly Gin Gly Thr Asp Arg Val Gin 
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530 535 540 

Glu val Ser Tyr Thr Asp Thr Lys Val lie Gly Asn Gly Ser Phe Gly 
545 550 555 560 

val val Phe Gin Ala Lys Leu Cys Asp Thr Gly Glu Leu val Ala lie 
565 570 575 

Lys Lys val Leu Gin Asp Arg Arg Phe Lys Asn Arg Glu Leu Gin lie 
580 585 590 

Met Arg Lys Leu Glu His Cys Asn lie val Lys Leu Leu Tyr Phe Phe 
595 600 605 

Tyr Ser Ser Gly Glu Lys Arg Asp Glu Val Phe Leu Asn Leu Val Leu 
610 615 620 

Glu Tyr lie Pro Glu Thr val Tyr Lys Val Ala Arg Gin Tyr Ala Lys 
625 630 635 640 

Thr Lys Gin Thr lie Pro lie Asn Phe lie Arg Leu Tyr Met Tyr Gin 
645 650 655 

Leu Phe Arg Ser Leu Ala Tyr lie His Ser Leu Gly lie Cys His Arg 
660 665 670 

Asp lie Lys Pro Gin Asn Leu Leu Leu Asp Pro Glu Thr Ala val Leu 
675 680 685 

Lys Leu Cys Asp Phe Gly ser Ala Lys Gin Leu Leu His Gly Glu Pro 
690 695 700 

Asn val Ser Tyr lie Cys Ser Arg Tyr Tyr Arg Ala Pro Glu Leu lie 
705 710 715 720 

Phe Gly Ala lie Asn Tyr Thr Thr Lys lie Asp val Trp Ser Ala Gly 
725 730 735 

Cys Val Leu Ala Glu Leu Leu Leu Gly Gin Pro lie Phe Pro Gly Asp 
740 745 750 

Ser Gly val Asp Gin Leu val Glu val lie Lys val Leu Gly Thr Pro 
755 760 765 

Thr Arg Glu Gin lie Arg Glu Met Asn Pro Asn Tyr Thr Glu Phe Lys 
770 775 780 
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Phe Pro Gin lie Lys Ser His Pro Trp Gin Lys Val Phe Arg lie Arg 
785 790 795 800 

Thr Pro Thr Glu Ala lie Asn Leu val Ser Leu Leu Leu Glu Tyr Thr 
805 810 815 

Pro Ser Ala Arg lie Thr Pro Leu Lys Ala Cys Ala His Pro Phe Phe 
820 825 830 

Asp Glu Leu Arg Met Glu Gly Asn His Thr Leu Pro Asn Gly Arg Asp 
835 840 845 

Met Pro Pro Leu Phe Asn Phe Thr Glu His Glu Leu Ser lie Gin Pro 
850 855 860 

Ser Leu val Pro Gin Leu Leu Pro Lys His Leu Gin Asn Ala Ser Gly 
865 870 875 880 

Pro Gly Gly Asn Arg Pro Ser Ala Gly Gly Ala Ala Ser lie Ala Ala 
885 890 895 

Ser Gly Ser Thr Ser val Ser Ser Thr Gly Ser Gly Ala Ser val Glu 
900 905 910 

Gly Ser Ala Gin Pro Gin Ser Gin Gly Thr Ala Ala Ala Ala Gly Ser 
915 920 925 

Gly Ser Gly Gly Ala Thr Ala Gly Thr Gly Gly Ala Ser Ala Gly Gly 
930 935 940 

Pro Gly Ser Gly Asn Asn Ser Ser Ser Gly Gly Ala Ser Gly Ala Pro 
945 950 955 960 

Ser Ala val Ala Ala Gly Gly Ala Asn Ala Ala Val Ala Gly Gly Ala 
965 970 975 

Gly Gly Gly Gly Gly Ala Gly Ala Ala Thr Ala Ala Ala Thr Ala Thr 
980 985 990 

Gly Ala lie Gly Ala Thr Asn Ala Gly Gly Ala Asn Val Thr Asp Ser 
995 1000 1005 

<210> 256 

<211> 1389 

<212> DNA 

<213> Homo sapiens 
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<400> 256 
ggagaaggaa 


qqaaaaqqtq 

ZJ ZJ ZJ ZJ 3 


attcgcgaag agagtgatca 

ZJ *J J ZJ ZJ ZJ 


tgtcagggcg 


gcccagaacc 


60 


acctcctttg 


cqqaqaqctq 


caagccggtg cagcagcctt 


cagcttttgg 


cagcatgaaa 


120 


gttagcagag 


acaaggacgg 


cagcaaggtg acaacagtgg 


tggcaactcc 


tgggcagggt 


180 


ccagacaggc 


cacaagaagt 


cagctataca gacactaaag 


tgattggaaa tggatcattt 


240 


qqtqtqqtat 


atcaagccaa 


actttgtgat tcaggagaac 


tggtcgccat 


caagaaagta 


300 


ttgcaggaca 


agagatttaa 


gaatcgagag ctccagatca 


tgagaaagct 


agatcactgt 


360 


aacatagtcc 


gattgcgtta 


tttcttctac tccagtggtg 


agaagaaaga 


tgaggtctat 


420 


cttaatctgg 


tgctggacta 


tgttccggaa acagtataca 


gagttgccag 


acactatagt 


480 


cgagccaaac 


agacgctccc 


tgtgatttat gtcaagttgt 


atatgtatca 


gctgttccga 


540 


agtttagcct 


atatccattc 


ctttggaatc tgccatcggg 


atattaaacc 


gcagaacctc 


600 


ttgttggatc 


ctgatactgc 


tgtattaaaa ctctgtgact 


ttggaagtgc 


aaagcagctg 


660 


gtccgaggag 


aacccaatgt 


ttcgtatatc tgttctcggt 


actatagggc 


accagagttg 


720 


atctttggag 


ccactgatta 


tacctctagt atagatgtat 


ggtctgctgg 


ctgtgtgttg 


780 


gctgagctgt 


tactaggaca 


accaatattt ccaggggata 


gtggtgtgga tcagttggta 


840 


gaaataatca 


aaatcctaaa 


aactccaaca agggagcaaa 


tcagagaaat 


gaacccaaac 


900 


tacacagaat 


ttaaattccc 


tcaaattaag gcacatcctt 


ggactaaggt 


cttccgaccc 


960 


cgaactccac 


cggaggcaat 


tacactatat aaccatctac 


tggagtatac 


accaactgcc 


1020 


caactaacac 


cactaaaaac 


ttatacacat tcatttttta 


atgaattacg 


ggacccaaat 


1080 


gtcaaacatc 


caaatgggcg 


agacacacct gcactcttca 


acttcaccac 


tcaagaactg 


1140 


tcaagtaatc 


cacctctggc 


taccatcctt attcctcctc 


atgctcggat 


tcaagcagct 


1200 


gcttcaaccc 


ccacaaatgc 


cacagcagcg tcagatgcta 


atactggaga 


ccgtggacag 


1260 


accaataatg 


ctgcttctgc 


atcagcttcc aactccacct 


gaacagtccc 


gacgagccag 


1320 


ctgcacagga 


aaaaccacca 


gttacttgag tgtcactcag 


caacactggt 


cacgtttgga 


1380 


aagaatatt 










1389 



<210> 257 

<211> 420 

<212> PRT 

<213> Homo sapiens 
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<400> 257 

Met Ser Gly Arg Pro Arg Thr Thr Ser Phe Ala Glu Ser Cys Lys Pro 

1 5 " 10 15 



Val Gin Gin Pro Ser Ala Phe Gly Ser Met Lys val Ser Arg Asp Lys 
20 25 30 

Asp Gly Ser Lys val Thr Thr val val Ala Thr Pro Gly Gin Gly Pro 
35 40 45 

Asp Arg Pro Gin Glu Val Ser Tyr Thr Asp Thr Lys Val lie Gly Asn 
50 55 60 

Gly Ser Phe Gly val Val Tyr Gin Ala Lys Leu Cys Asp Ser Gly Glu 
65 70 75 80 

Leu Val Ala lie Lys Lys Val Leu Gin Asp Lys Arg Phe Lys Asn Arg 
85 90 95 

Glu Leu Gin lie Met Arg Lys Leu Asp His Cys Asn lie val Arg Leu 
100 105 110 

Arg Tyr Phe Phe Tyr Ser Ser Gly Glu Lys Lys Asp Glu val Tyr Leu 
115 120 125 

Asn Leu val Leu Asp Tyr val Pro Glu Thr Val Tyr Arg Val Ala Arg 
130 135 140 

His Tyr Ser Arg Ala Lys Gin Thr Leu Pro val lie Tyr Val Lys Leu 
145 150 155 160 

Tyr Met Tyr Gin Leu Phe Arg Ser Leu Ala Tyr lie His Ser Phe Gly 
165 170 175 

lie Cys His Arg Asp lie Lys Pro Gin Asn Leu Leu Leu Asp Pro Asp 
180 185 190 

Thr Ala val Leu Lys Leu Cys Asp Phe Gly Ser Ala Lys Gin Leu Val 
195 200 205 

Arg Gly Glu Pro Asn Val Ser Tyr lie Cys Ser Arg Tyr Tyr Arg Ala 
210 215 220 

Pro Glu Leu lie Phe Gly Ala Thr Asp Tyr Thr Ser Ser lie Asp val 
225 230 235 240 

Trp ser Ala Gly Cys Val Leu Ala Glu Leu Leu Leu Gly Gin Pro lie 
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245 250 255 

Phe Pro Gly Asp Ser Gly val Asp Gin Leu val Glu lie lie Lys Val 
260 265 270 

Leu Gly Thr Pro Thr Arg Glu Gin lie Arg Glu Met Asn Pro Asn Tyr 
275 280 285 

Thr Glu Phe Lys Phe Pro Gin lie Lys Ala His Pro Trp Thr Lys val 
290 295 300 

Phe Arg Pro Arg Thr Pro Pro Glu Ala lie Ala Leu Cys Ser Arg Leu 
305 310 315 320 

Leu Glu Tyr Thr Pro Thr Ala Arg Leu Thr Pro Leu Glu Ala Cys Ala 
325 330 335 

His Ser Phe Phe Asp Glu Leu Arg Asp Pro Asn Val Lys His Pro Asn 
340 345 350 

Gly Arg Asp Thr Pro Ala Leu Phe Asn Phe Thr Thr Gin Glu Leu Ser 
355 360 365 

Ser Asn Pro Pro Leu Ala Thr lie Leu lie Pro Pro His Ala Arg lie 
370 375 380 

Gin Ala Ala Ala Ser Thr Pro Thr Asn Ala Thr Ala Ala Ser Asp Ala 
385 390 395 400 

Asn Thr Gly Asp Arg Gly Gin Thr Asn Asn Ala Ala Ser Ala Ser Ala 
405 410 415 

Ser Asn Ser Thr 
420 

<210> 258 
<211> 3454 
<212> DNA 

<213> Drosophila melanogaster 



<400> 258 

cacaaacaac acgctcgtgc gtgcgattta aatatataga tgtttcaaaa gtcaacctct 60 

ctgttcgcaa ttgtgtgcat tttcgtttgt ctagtgcaaa aagttggata atcacaggcg 120 

gcaaataaaa tagtaacgaa tcgagttcaa gaagaagaag aagagaagag gaagcagagg 180 
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cagcagcgcc 


ggcatttgtc 


cgtgtgttgt 


tgttgttgtt 


tgtgcgcggc 


tgtaacttta 


240 


accctcgaac 


gccataagat 


taaaaaacca 


agtataacaa 


taagttataa 


aatcaattaa 


300 


acaaaagccg 


ctgcgatatg 


acaacgagga 


aaaagaagcg 


cgacggcggc 


ggcagcggcg 


360 


gcggattcat 


caagaaagtt 


tcgtcactct 


tcaatctgga 


ttcggtgaat 


ggcgatgata 


420 


gctggttata 


cgaggacatt 


cagctggagc 


gcggcaactc 


cggattgggc 


ttttccattg 


480 


ccggcggtac 


ggataatccg 


cacatcggca 


ccgacacctc 


catctacatc 


accaagctca 


540 


tttccggtgg 


agcagctgcc 


gccgatggac 


gtctgagcat 


caacgatatc 


atcgtatcgg 


600 


tgaacgatgt 


gtccgtggtg 


gatgtgccac 


atgcctccgc 


cgtggatgcc 


ctcaagaagg 


660 


cgggcaatgt 


tgttaagctg 


catgtgaagc 


gaaaacgtgg 


aacggccacc 


accccggcag 


720 


cgggatcggc 


ggcaggagat 


gctcgggata 


gtgcggccag 


cggaccgaag 


gtcatcgaaa 


780 


tcgatctggt 


caagggcggc 


aagggactgg 


gcttctcaat 


tgccggcggc 


attggcaacc 


840 


agcacatccc 


cggcgacaat 


ggcatctatg 


tgaccaagtt 


gatggacggc 


ggagcagcgc 


900 


aggtggacgg 


acgtctctcc 


atcggagata 


agctgattgc 


agtgcgcacc 


aacgggagcg 


960 


agaagaacct 


ggagaacgta 


acgcacgaac 


tggcggtggc 


cacgttgaaa 


tcgatcaccg 


1020 


acaaggtgac 


gctgatcatt 


ggaaagacac 


agcatctgac 


caccagtgcg 


tccggcggcg 


1080 


gaggaggagg 


cctttcatcc 


ggacaacaat 


tgtcgcagtc 


ccaatcgcag 


ttggccacca 


1140 


gccagagcca 


aagtcaggtg 


catcagcagc 


agcatgcgac 


gccgatggtc 


aattcgcagt 


1200 


cgacaggtgc 


gctaaatagt 


atgggacaga 


cggttgtcga 


ttcaccatca 


ataccacaag 


1260 


cagccgcagc 


agtagcagca 


gcagcaaatg 


catctgcatc 


tgcatcagtc 


attgcaagca 


1320 


acaacacaat 


cagcaacacc 


acagtcacca 


cagtcacggc 


cacggccaca 


gccagcaaca 


1380 


gtagcagcaa 


gttgccgccg 


tcgcttggcg 


ctaacagcag 


cattagcatt 


agcaatagca 


1440 


atagcaatag 


caacagcaat 


aatatcaaca 


acattaatag 


catcaacaac 


aacaacagta 


1500 


gcagcagcag 


cacgacggca 


actgttgcag 


cagcaacacc 


aacagcagca 


tcagcagcag 


1560 


cagcagcagc 


atcatctcca 


cccgccaact 


ccttctataa 


caatgcttcc 


atgcccgccc 


1620 


tgcctgtcga 


atccaatcaa 


acaaacaacc 


gatcccaatc 


accccagccg 


cgccagcccg 


1680 


ggtcgcgata 


cgcctctaca 


aatgtcctag 


ccgccgttcc 


accaggaact 


ccacgcgctg 


1740 


tcagcaccga 


ggatataacc 


agagaaccgc 


gcaccatcac 


catccagaag 


ggaccgcagg 


1800 




LddLaLLyLL 


ggcggcgagg 


atggccaggg 


tatctatgtg 


tccttcatcc 


-LODU 


tggccggcgg 


cccagcggat 


ctcgggtcgg 


agttgaagcg 


tggcgaccag 


ctgctcagcg 


1920 


tgaacaatgt 


caatctcacg 


cacgccaccc 


acgaagaggc 


agcccaggcg 


ctcaagactt 


1980 


ctggcggtgt 


ggtgaccctg 


ttggcgcagt 


accgcccaga 


ggagtacaat 


cgcttcgagg 


2040 
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agagttgaaa 


Sequence listing as filedl.txt 
caacaggctg ccctcggtgc cggcggatcg ggaacgctgc 


2100 


tgcgcaccac 


gcaaaagcga 


tcgctgtatg 


tgcgcgccct gtttgactac gatccgaatc 


2160 


gggatgatgg 


attgccctcg 


cgaggattgc 


cctttaagca cggcgatatc ctgcacgtga 


2220 


ccaatgcctc 


cgacgatgaa 


tggtggcagg 


cacgacgagt tctcggcgac aacgaggacg 


2280 


agcaaatcgg 


tattgtacca 


tcgaaaaggc 


gttgggagcg caaaatgcga gctagggacc 


2340 


gcagcgttaa 


gttccaggga 


catgcggcag 


ctaataataa tctggataag caatcgacat 


2400 


tggatcgaaa 


gaaaaagaat 


ttcacattct 


cgcgcaaatt tccgtttatg aagagtcgcg 


2460 


atgagaagaa 


tgaagatggc 


agcgaccaag 


agcccaatgg agttgtgagc agcaccagcg 


2520 


agattgacat 


caataatgtc 


aacaacaacc 


agtcaaatga accgcaacct tccgaggaga 


2580 


acgtgttgtc 


ctacgaggcc 


gtacagcgtt 


tgtccatcaa ctacacgcgc ccggtgatta 


2640 


ttctgggacc 


cctgaaggat 


cgcatcaacg 


atgaccttat atcagagtat cccgacaagt 


2700 


tcggctcttg 


tgtgccacac 


accacccgac 


ccaagcgaga gtacgaggtg gatggtaggg 


2760 


actaccactt 


tgtatcctct 


cgcgagcaaa 


tggaacggga tattcagaat catctgttca 


2820 


tcgaggcggg 


acagtataac 


gacaatctgt 


acggcacatc ggtggccagc gtgcgcgaag 


2880 


tggccgagaa 


gggtaaacac 


tgcatcctgg 


acgtgtccgg gaacgccatc aagcgactcc 


2940 


aagttgccca 


gctgtatccc 


gtcgccgtgt 


tcatcaagcc caagtcggtg gattcagtga 


3000 


tggaaatgaa 


tcgtcgcatg 


acggaggagc 


aggccaagaa gacttacgag cgggcgatta 


3060 


aaatggagca 


agaattcggc 


gaatacttta 


cgggcgttgt ccaaggcgat accatcgagg 


3120 


agatttacag 


caaagtgaaa 


tcgatgattt 


ggtcccagtc gggaccaacc atttgggtac 


3180 


cttccaagga 


atctctatga 


ccaacagcca 


ccacaacttg gacactgccg cctcgagttc 


3240 


ga xg tcgacc 


ag lc Lcgaga 


acaacaatag 


gagcaacagc agcagcaaca aatcagcagc 


jjUU 


cgcagcagaa 


gacgccgcac 


tgatgatgca 


tcacagtaac aacagatact aatacaacta 


3360 


caacaacaac 


aagaacaaca 


acaacaacag 


caaccacagc agcagccaca gcgacaacaa 


3420 


caaaaacaac 


aacactgaca 


acgacaggaa 


acgg 


3454 



<210> 259 
<211> 960 
<212> PRT 

<213> Drosophila melanogaster 
<400> 259 

Met Thr Thr Arg Lys Lys Lys Arg Asp Gly Gly Gly Ser Gly Gly Gly 
1 5 10 15 
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Phe lie Lys Lys Val Ser Ser Leu Phe Asn Leu Asp Ser val Asn Gly 
20 25 30 

Asp Asp Ser Trp Leu Tyr Glu Asp lie Gin Leu Glu Arg Gly Asn Ser 
35 40 45 

Gly Leu Gly Phe Ser lie Ala Gly Gly Thr Asp Asn Pro His lie Gly 
50 55 60 

Thr Asp Thr ser lie Tyr lie Thr Lys Leu lie Ser Gly Gly Ala Ala 
65 70 75 80 

Ala Ala Asp Gly Arg Leu ser lie Asn Asp lie lie val ser val Asn 
85 90 95 

Asp val Ser val val Asp val Pro His Ala Ser Ala val Asp Ala Leu 
100 105 110 

Lys Lys Ala Gly Asn Val Val Lys Leu His Val Lys Arg Lys Arg Gly 
115 120 125 

Thr Ala Thr Thr Pro Ala Ala Gly Ser Ala Ala Gly Asp Ala Arg Asp 
130 135 140 

Ser Ala Ala Ser Gly Pro Lys val lie Glu lie Asp Leu val Lys Gly 
145 150 155 160 

Gly Lys Gly Leu Gly Phe Ser lie Ala Gly Gly lie Gly Asn Gin His 
165 170 175 

lie Pro Gly Asp Asn Gly lie Tyr Val Thr Lys Leu Thr Asp Gly Gly 
180 185 190 

Arg Ala Gin val Asp Gly Arg Leu Ser lie Gly Asp Lys Leu lie Ala 
195 ' 200 205 

val Arg Thr Asn Gly Ser Glu Lys Asn Leu Glu Asn Val Thr His Glu 
210 215 220 

Leu Ala Val Ala Thr Leu Lys ser lie Thr Asp Lys val Thr Leu lie 
225 230 235 " 240 

lie Gly Lys Thr Gin His Leu Thr Thr Ser Ala Ser Gly Gly Gly Gly 
245 250 255 

Gly Gly Leu Ser Ser Gly Gin Gin Leu Ser Gin Ser Gin Ser Gin Leu 
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260 265 ~ 270 

Ala Thr ser Gin ser Gin Ser Gin val His Gin Gin Gin His Ala Thr 
275 280 285 

Pro Met val Asn ser Gin ser Thr Gly Ala Leu Asn Ser Met Gly Gin 
290 295 300 

Thr val val Asp Ser Pro Ser lie Pro Gin Ala Ala Ala Ala val Ala 
305 310 315 320 

Ala Ala Ala Asn Ala Ser Ala Ser Ala Ser Val lie Ala Ser Asn Asn 
325 330 335 

Thr lie Ser Asn Thr Thr val Thr Thr val Thr Ala Thr Ala Thr Ala 
340 345 350 

Ser Asn Asp Ser Ser Lys Leu Pro Pro Ser Leu Gly Ala Asn Ser Ser 
355 360 365 

lie Ser lie ser Asn Ser Asn Ser Asn Ser Asn ser Asn Asn lie Asn 
370 375 380 

Asn lie Asn ser lie Asn Asn Asn Asn ser ser ser ser ser Thr Thr 
385 390 395 400 

Ala Thr val Ala Ala Ala Thr Pro Thr Ala Ala Ser Ala Ala Ala Ala 
405 410 415 

Ala Ala Ser Ser Pro Pro Ala Asn Ser Phe Tyr Asn Asn Ala Ser Met 
420 425 430 

Pro Ala Leu Pro Val Glu Ser Asn Gin Thr Asn Asn Arg Ser Gin Ser 
435 440 445 

Pro Gin Pro Arg Gin Pro Gly Ser Arg Tyr Ala Ser Thr Asn val Leu 
450 ■ " 455 ~ 460 

Ala Ala val Pro Pro Gly Thr Pro Arg Ala val Ser Thr Glu Asp lie 
465 470 ~ 475 480 

Thr Arg Glu Pro Arg Thr lie Thr lie Gin Lys Gly Pro Gin Gly Leu 
485 490 495 

Gly Phe Asn lie val Gly Gly Glu Asp Gly Gin Gly lie Tyr val Ser 
500 505 510 
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Phe lie Leu Ala Gly Gly Pro Ala Asp Leu Gly Ser Glu Leu Lys Arg 
515 520 525 

Gly Asp Gin Leu Leu Ser val Asn Asn val Asn Leu Thr His Ala Thr 
530 535 540 

His Glu Glu Ala Ala Gin Ala Leu Lys Thr Ser Gly Gly val val Thr 
545 550 555 560 

Leu Leu Ala Gin Tyr Arg Pro Glu Glu Tyr Asn Arg Phe Glu Ala Arg 
565 570 575 

lie Gin Glu Leu Lys Gin Gin Ala Ala Leu Gly Ala Gly Gly Ser Gly 
580 585 590 

Thr Leu Leu Arg Thr Thr Gin Lys Arg Ser Leu Tyr Val Arg Ala Leu 
595 600 605 

Phe Asp Tyr Asp Pro Asn Arg Asp Asp Gly Leu Pro Ser Arg Gly Leu 
610 615 620 

Pro Phe Lys His Gly Asp lie Leu His val Thr Asn Ala Ser Asp Asp 
625 630 635 640 

Glu Trp Trp Gin Ala Arg Arg Val Leu Gly Asp Asn Glu Asp Glu Gin 
645 650 655 

lie Gly lie val Pro Ser Lys Arg Arg Trp Glu Arg Lys Met Arg Ala 
660 665 670 

Arg Asp Arg ser val Lys Phe Gin Gly His Ala Ala Ala Asn Asn Asn 
675 680 685 

Leu Asp Lys Gin ser Thr Leu Asp Arg Lys Lys Lys Asn Phe Thr Phe 
690 695 700 

Ser Arg Lys Phe Pro Phe Met Lys Ser Arg Asp Glu Lys Asn Glu Asp 
705 710 715 720 

Gly Ser Asp Gin Glu Pro Asn Gly Val Val Ser ser Thr Ser Glu lie 
725 730 735 

Asp lie Asn Asn val Asn Asn Asn Gin Ser Asn Glu Pro Gin Pro Ser 
740 745 750 

Glu Glu Asn Val Leu Ser Tyr Glu Ala Val Gin Arg Leu Ser lie Asn 
755 760 765 
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Tyr Thr Arg Pro val lie lie Leu Giy Pro Leu Lys Asp Arg lie Asn 
770 775 780 

Asp Asp Leu lie Ser Glu Tyr Pro Asp Lys Phe Giy Ser Cys val Pro 
785 790 795 800 

His Thr Thr Arg Pro Lys Arg Glu Tyr Glu val Asp Giy Arg Asp Tyr 
805 810 815 

His Phe Val Ser Ser Arg Glu Gin Met Glu Arg Asp lie Gin Asn His 
820 825 830 

Leu Phe lie Glu Ala Giy Gin Tyr Asn Asp Asn Leu Tyr Giy Thr Ser 
835 840 845 

Val Ala Ser val Arg Glu val Ala Glu Lys Giy Lys His Cys lie Leu 
850 855 860 

Asp Val Ser Giy Asn Ala lie Lys Arg Leu Gin Val Ala Gin Leu Tyr 
865 870 875 880 

Pro val Ala val Phe lie Lys Pro Lys Ser val Asp Ser val Met Glu 
885 890 895 

Met Asn Arg Arg Met Thr Glu Glu Gin Ala Lys Lys Thr Tyr Glu Arg 
900 905 910 

Ala lie Lys Met Glu Gin Glu Phe Giy Glu Tyr Phe Thr Giy Val Val 
915 920 925 

Gin Giy Asp Thr lie Glu Glu lie Tyr Ser Lys Val Lys Ser Met lie 
930 935 940 

Trp Ser Gin Ser Giy Pro Thr lie Trp Val Pro Ser Lys Glu Ser Leu 
945 950 955 960 

<210> 260 

<211> 3263 

<212> DNA 

<213> Drosophila melanogaster 



<400> 260 

cccccccccc cccagttggg tgtgttgttt tcgtcgcgtt cggttgctcg ctttattttt 

ttgtttgttt attttgtttt gtgcaatgga aatgtgaaca caaatgtttc aaaagtcaac 
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Sequence listing 


as filedl.txt 




ctctctgttc 


gcaattgtgt 


gcattttcgt 


ttgtctagtg 


caaaaagttg 


gataacacag 


180 


gcggcaaata 


aaatagtaac 


gaatcgagtt 


caagaagaag 


aagaagagaa 


gaggaagcag 


240 


aggcagcagc 


gccggcattt 


gtccgtgtgt 


tgttgttgtt 


gtttgtgcgc 


ggctgtaact 


300 


ttaaccctcg 


aacgccataa 


gattaaaaaa 


ccaactataa 


caataagtta 


taaaatcaat 


360 


taaacaaaag 


ccgctgcgat 


atgacaacga 


ggaaaaagaa 


gcgcgacggc 


ggcggcagcg 


420 


gcggcggatt 


catcaagaaa 


gtttcgtcac 


tcttcaatct 


ggattcggtg 


aatggcgatg 


480 


atagctggtt 


atacgaggac 


attcagctgg 


agcgcggcaa 


ctccggattg 


ggcttttcca 


540 


ttgccggcgg 


tacggataat 


ccgcacatcg 


gcaccgacac 


ctccatctac 


atcaccaagc 


600 


tcatttccgg 


tggagcagct 


gccgccgatg 


gacgtctgag 


catcaacgat 


atcatcgtat 


660 


cggtgaacga 


tgtgtccgtg 


gtggatgtgc 


cacatgcctc 


cgccgtggat 


gccctcaaga 


720 


aggcgggcaa 


tgttgttaag 


ctgcatgtga 


agcgaaaacg 


tggaacggcc 


accaccccgg 


780 


cagcgggatc 


ggcggcagga 


gatgctcggg 


atagtgcggc 


cagcggaccg 


aaggtcatcg 


840 


aaatcgatct 


ggtcaagggc 


ggcaagggac 


tgggcttctc 


aattgccggc 


ggcattggca 


900 


accagcacat 


ccccggcgac 


aatggcatct 


atgtgaccaa 


gttgacggac 


ggcggacgag 


960 


cgcaggtgga 


cggacgtctc 


tccatcggag 


ataagctgat 


tgcagtgcgc 


accaacggga 


1020 


gcgagaagaa 


cctggagaac 


gtaacgcacg 


aactggcggt 


ggccacgttg 


aaatcgatca 


1080 


ccgacaaggt 


gacgctgatc 


attggaaaga 


cacagcatct 


gaccaccagt 


gcgtccggcg 


1140 


gcggaggagg 


aggcctttca 


tccggacaac 


aattgtcgca 


gtcccaatcg 


cagttggcca 


1200 


ccagccagag 


ccaaagtcag 


gtgcatcagc 


agcagcatgc 


gacgccgatg 


gtcaattcgc 


1260 


agtcgacagg 


tgcgctaaat 


agtatgggac 


agacggttgt 


cgattcacca 


tcaataccac 


1320 


aagcagccgc 


agcagtagca 


gcagcagcaa 


atgcatctgc 


atctgcatca 


gtcattgcaa 


1380 


gcaacaacac 


aatcagcaac 


accacagtca 


ccacagtcac 


ggccacggcc 


acagccagca 


1440 


acgatagcag 


caagttgccg 


ccgtcgcttg 


gcgctaacag 


cagcattagc 


attagcaata 


1500 


gcaatagcaa 


tagcaacagc 


aataatatca 


acaacattaa 


tagcatcaac 


aacaacaaca 


1560 


gtagcagcag 


cagcacgacg 


gcaactgttg 


cagcagcaac 


accaacagca 


gcatcagcag 


1620 


cagcagcagc 


agcatcatct 


ccacccgcca 


actccttcta 


taacaatgct 


tccatgcccg 


1680 


ccctgcctgt 


cgaatccaat 


caaacaaaca 


accgatccca 


atcaccccag 


ccgcgccagc 


1740 


rrnnntrnrrj 

*-*-y y y *-*-y ^-y 




acaaatgtcc 


tagccgccgt 


tccaccagga 


actccacgcg 


i son 


ctgtcagcac 


cgaggatata 


accagagaac 


cacgcaccat 


caccatccag 


aagggaccgc 


1860 


agggcctggg 


cttcaatatc 


gttggcggcg 


aggatggcca 


gggtatctat 


gtgtccttca 


1920 


tcctggccgg 


cggcccagcg 


gatctcgggt 


cggagttgaa 


gcgtggcgac 


cagctgctca 


1980 
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gcgtgaacaa 


tgtcaatctc 


Sequence listing as filedl.txt 
acgcacgcca cccacgaaga ggcagcccag gcgctcaaga 


2040 


cttctggcgg 


tgtggtgacc 


ctgttggcgc agtaccgccc agaggagtac aatcgcttcg 


2100 


aggcacgcat 


tcaagagttg 


aaacaacagg ctgccctcgg tgccggcgga 


tcgggaacgc 


2160 


tgctgcgcac 


cacgcaaaag 


cgatcgctgt atgtgcgcgc cctgtttgac 


tacgatccga 


2220 


atcgggatga 


tggattgccc 


tcgcgaggat tgccctttaa gcacggcgat atcctgcacg 


2280 


tgaccaatgc 


ctccgacgat 


gaatggtggc aggcacgacg agttctcggc gacaacgagg 


2340 


acgagcaaat 


cggtattgta 


ccatcgaaaa ggcgttggga gcgcaaaatg 


cgagctaggg 


2400 


accgcagcgt 


taagttccag 


ggacatgcgg cagctaataa taatctggat 


aagcaatcga 


2460 


cattggatcg 


aaagaaaaag 


aatttcacat tctcgcgcaa atttccgttt 


atgaagagtc 


2520 


gcgatgagaa 


gaatgaagat 


ggcagcgacc aagagcccaa tggagttgtg 


agcagcacca 


2580 


gcgagattga 


catcaataat 


gtcaacaaca accagtcaaa tgaaccgcaa 


ccttccgagg 


2640 


agaacgtgtt 


gtcctacgag 


gccgtacagc gtttgtccat caactacacg 


cgcccggtga 


2700 


ttattctggg 


acccctgaag 


gatcgcatca acgatgacct tatatcagag 


tatcccgaca 


2760 


agttcggctc 


ctgtgtgcca 


cacaccaccc gacccaagcg agagtacgag 


gtggatggta 


2820 


gggactacca 


ctttgtatcc 


tctcgcgagc aaatggaacg ggatattcag 


aatcatctgt 


2880 


tcatcgaggc 


gggacagtat 


aacgacaatc tgtacggcac atcggtggcc agcgtgcgcg 


2940 


aagtggccga 


gaagggtaaa 


cactgcatcc tggacgtgtc cgggaacgcc atcaagcgac 


3000 


tccaagttgc 


ccagctgtat 


cccgtcgccg tgttcatcaa gcccaagtcg gtggattcag 


3060 


■*-fl-3"t-/-f/-i-^ -» -4- 

LgaLggdcid. l 


gaa teg rcgc 


atgacggagg agcaggccaa gaagacttac 


gagcgggcga 




ttaaaatgga 


gcaagaattc 


ggcgaatact ttacgggcgt tgtccagggc 


gataccatcg 


3180 


aggagatcta 


cagcaaagtg 


aaatcgatga tttggtccca gtcgggacca 


accatttggg 


3240 


taccttccaa 


ggaatctcta 


tga 




3263 



<210> 261 

<211> 960 

<212> PRT 

<213> Drosophila melanogaster 



<400> 261 

Met Thr Thr Arg Lys Lys Lys Arg 

Phe lie Lys Lys Val Ser Ser Leu 
20 



Asp Gly Gly Gly Ser Gly Gly Gly 
10 15 



Phe Asn Leu Asp Ser val Asn Gly 
25 30 
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Asp Asp Ser Trp Leu Tyr Glu Asp lie Gin Leu Glu Arg Gly Asn ser 
35 40 45 

Gly Leu Gly Phe Ser lie Ala Gly Gly Thr Asp Asn Pro His He Gly 
50 55 60 

Thr Asp Thr Ser lie Tyr lie Thr Lys Leu lie Ser Gly Gly Ala Ala 
65 70 75 80 

Ala Ala Asp Gly Arg Leu Ser lie Asn Asp lie lie Val Ser val Asn 
85 90 95 

Asp val Ser val val Asp val Pro His Ala Ser Ala val Asp Ala Leu 
100 105 110 

Lys Lys Ala Gly Asn val Val Lys Leu His Val Lys Arg Lys Arg Gly 
115 120 125 

Thr Ala Thr Thr Pro Ala Ala Gly Ser Ala Ala Gly Asp Ala Arg Asp 
130 135 140 

Ser Ala Ala Ser Gly Pro Lys val lie Glu lie Asp Leu val Lys Gly 
145 150 155 160 

Gly Lys Gly Leu Gly Phe Ser lie Ala Gly Gly lie Gly Asn Gin His 
165 170 175 

lie Pro Gly Asp Asn Gly lie Tyr Val Thr Lys Leu Thr Asp Gly Gly 
180 185 190 

Arg Ala Gin val Asp Gly Arg Leu Ser lie Gly Asp Lys Leu lie Ala 
195 200 205 

val Arg Thr Asn Gly Ser Glu Lys Asn Leu Glu Asn val Thr His Glu 
210 215 220 

Leu Ala val Ala Thr Leu Lys Ser lie Thr Asp Lys Val Thr Leu lie 
225 230 235 240 

lie Gly Lys Thr Gin His Leu Thr Thr Ser Ala Ser Gly Gly Gly Gly 
245 250 255 

Gly Gly Leu Ser Ser Gly Gin Gin Leu Ser Gin Ser Gin Ser Gin Leu 
260 265 270 

Ala Thr Ser Gin Ser Gin Ser Gin Val His Gin Gin Gin His Ala Thr 
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275 280 ' 285 

Pro Met val Asn Ser Gin Ser Thr Gly Ala Leu Asn Ser Met Gly Gin 
290 295 300 

Thr val val Asp Ser Pro Ser lie Pro Gin Ala Ala Ala Ala Val Ala 
305 310 315 320 

Ala Ala Ala Asn Ala Ser Ala Ser Ala Ser val lie Ala Ser Asn Asn 
325 330 335 

Thr lie ser Asn Thr Thr val Thr Thr val Thr Ala Thr Ala Thr Ala 
340 345 350 

Ser Asn Asp Ser Ser Lys Leu Pro Pro Ser Leu Gly Ala Asn Ser Ser 
355 360 365 

lie Ser lie Ser Asn Ser Asn Ser Asn Ser Asn Ser Asn Asn lie Asn 
370 375 380 

Asn lie Asn Ser lie Asn Asn Asn Asn Ser Ser Ser Ser Ser Thr Thr 
385 390 395 400 

Ala Thr Val Ala Ala Ala Thr Pro Thr Ala Ala Ser Ala Ala Ala Ala 
405 410 415 

Ala Ala Ser Ser Pro Pro Ala Asn Ser Phe Tyr Asn Asn Ala Ser Met 
420 425 430 

Pro Ala Leu Pro Val Glu Ser Asn Gin Thr Asn Asn Arg Ser Gin Ser 
435 440 445 

Pro Gin Pro Arg Gin Pro Gly Ser Arg Tyr Ala Ser Thr Asn Val Leu 
450 ~ 455 460 

Ala Ala Val Pro Pro Gly Thr Pro Arg Ala Val Ser Thr Glu Asp lie 
465 470 " 475 480 

Thr Arg Glu Pro Arg Thr lie Thr lie Gin Lys Gly Pro Gin Gly Leu 
485 490 495 

Gly Phe Asn lie val Gly Gly Glu Asp Gly Gin Gly lie Tyr val Ser 
500 505 510 

Phe lie Leu Ala Gly Gly Pro Ala Asp Leu Gly Ser Glu Leu Lys Arg 
515 520 525 
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Gly Asp Gin Leu Leu Ser val Asn Asn val Asn Leu Thr His Ala Thr 
530 535 540 

His Glu Glu Ala Ala Gin Ala Leu Lys Thr ser Gly Gly val val Thr 
545 550 555 560 

Leu Leu Ala Gin Tyr Arg Pro Glu Glu Tyr Asn Arg Phe Glu Ala Arg 
565 570 ~ 575 

lie Gin Glu Leu Lys Gin Gin Ala Ala Leu Gly Ala Gly Gly Ser Gly 
580 585 590 

Thr Leu Leu Arg Thr Thr Gin Lys Arg Ser Leu Tyr val Arg Ala Leu 
595 600 " 605 

Phe Asp Tyr Asp Pro Asn Arg Asp Asp Gly Leu Pro Ser Arg Gly Leu 
610 615 620 

Pro Phe Lys His Gly Asp lie Leu His Val Thr Asn Ala Ser Asp Asp 
625 630 635 640 

Glu Trp Trp Gin Ala Arg Arg Val Leu Gly Asp Asn Glu Asp Glu Gin 
645 650 655 

lie Gly lie Val Pro Ser Lys Arg Arg Trp Glu Arg Lys Met Arg Ala 
660 ' 665 670 

Arg Asp Arg Ser Val Lys Phe Gin Gly His Ala Ala Ala Asn Asn Asn 
675 680 685 

Leu Asp Lys Gin Ser Thr Leu Asp Arg Lys Lys Lys Asn Phe Thr Phe 
690 695 700 

Ser Arg Lys Phe Pro Phe Met Lys Ser Arg Asp Glu Lys Asn Glu Asp 
705 710 715 720 

Gly Ser Asp Gin Glu Pro Asn Gly Val Val Ser Ser Thr Ser Glu lie 
725 730 735 

Asp lie Asn Asn Val Asn Asn Asn Gin Ser Asn Glu Pro Gin Pro Ser 
740 745 750 

Glu Glu Asn val Leu Ser Tyr Glu Ala val Gin Arg Leu ser lie Asn 
755 760 765 

Tyr Thr Arg Pro val lie He Leu Gly Pro Leu Lys Asp Arg lie Asn 
770 775 780 
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Asp Asp Leu lie Ser Glu Tyr Pro Asp Lys Phe Gly Ser Cys val Pro 
785 790 795 800 

His Thr Thr Arg Pro Lys Arg Glu Tyr Glu Val Asp Gly Arg Asp Tyr 
805 810 815 

His Phe val Ser Ser Arg Glu Gin Met Glu Arg Asp lie Gin Asn His 
820 825 ~ 830 

Leu Phe lie Glu Ala Gly Gin Tyr Asn Asp Asn Leu Tyr Gly Thr Ser 
835 840 845 

val Ala Ser val Arg Glu Val Ala Glu Lys Gly Lys His Cys lie Leu 
850 855 860 

Asp val Ser Gly Asn Ala lie Lys Arg Leu Gin Val Ala Gin Leu Tyr 
865 870 875 880 

Pro val Ala val Phe lie Lys Pro Lys Ser val Asp Ser val Met Glu 
885 890 895 

Met Asn Arg Arg Met Thr Glu Glu Gin Ala Lys Lys Thr Tyr Glu Arg 
900 905 910 

Ala lie Lys Met Glu Gin Glu Phe Gly Glu Tyr Phe Thr Gly Val Val 
915 920 * * 925 

Gin Gly Asp Thr lie Glu Glu lie Tyr Ser Lys val Lys Ser Met lie 
930 935 940 

Trp Ser Gin Ser Gly Pro Thr lie Trp Val Pro ser Lys Glu Ser Leu 
945 950 955 960 

<210> 262 

<211> 2486 

<212> DNA 

<213> Homo sapiens 



<400> 262 

gggaattctg gcctgggatt cagtattgct ggggggacag ataatcccca cattggagat 60 

gaccctggca tatttattac gaagattata ccaggaggtg ctgcagcaga ggatggcaga 120 

ctcagggtca atgattgtat cttgcgggtg aatgaggttg atgtgtcaga ggtttcccac 180 

agtaaagcgg tggaagccct gaaggaagca gggtctatcg ttcggctgta tgtgcgtaga 240 
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Sequence listing 
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agacgaccta 


ttttggagac 


cgttgtggaa 


atcaaactgt 


tcaaaggccc 


taaaggttta 


300 


ggcttcagta 


ttgcaggagg 


tgtggggaac 


caacacattc 


ctggagacaa 


cagcatttat 


360 


gtaactaaaa 


ttatagatgg 


aggagctgca 


caaaaagatg 


gaaggttgca 


agtaggagat 


420 


agactactaa 


tggtaaacaa 


ctacagttta 


gaagaagtaa 


cacacgaaga 


ggcagtagca 


480 


atattaaaga 


acacatcaga 


ggtagtttat 


ttaaaagttg 


gcaaacccac 


taccatttat 


540 


atgactgatc 


cttatggtcc 


acctgatatt 


actcactctt 


attctccacc 


aatggaaaac 


600 


catctactct 


ctggcaacaa 


tggcacttta 


gaatataaaa 


cctccctgcc 


acccatctct 


660 


ccaggaaggt 


actcaccaat 


tccaaagcac 


atgcttgttg 


acgacgacta 


caccaggcct 


720 


ccggaacctg 


tttacagcac 


tgtgaacaaa 


ctatgtgata 


agcctgcttc 


tcccaggcac 


780 


tattcccctg 


ttgagtgtga 


caaaagcttc 


ctcctctcag 


ctccctattc 


ccactaccac 


840 


ctaggcctgc 


tacctgactc 


tgagatgacc 


agtcattccc 


aacatagcac 


cgcaactcgt 


900 


cagccttcaa 


tgactctcca 


acgggccgtc 


tccctggaag 


gagagcctcg 


caaggtagtc 


960 


ctgcacaaag 


gctccactgg 


cctgggcttc 


aacattgtcg 


gtggggaaga 


tggagaaggt 


1020 


atttttgtgt 


ccttcattct 


ggctggtgga 


ccagcagacc 


taagtgggga 


gctccagaga 


1080 


ggagaccaga 


tcctatcggt 


gaatggcatt 


gacctccgtg 


gtgcatccca 


cgagcaggca 


1140 


gctgctgcac 


taaagggggc 


tggacagaca 


gtgacgatta 


tagcacaata 


tcaacctgaa 


1200 


gattacgctc 


gatttgaggc 


caaaatccat 


gacctacgag 


agcagatgat 


gaaccacagc 


1260 


atgagctccg 


ggtccggatc 


cctgcgaacc 


aatcagaaac 


gctccctcta 


cgtcagagcc 


1320 


atgttcgact 


acgacaagag 


caaggacagt 


gggctgccaa 


gtcaaggact 


tagttttaaa 


1380 


tatggagata 


ttctccacgt 


tatcaatgcc 


tctgatgatg 


agtggtggca 


agccaggaga 


1440 


gtcatgctgg 


agggagacag 


tgaggagatg 


ggggtcatcc 


ccagcaaaag 


gagggtggaa 


1500 


agaaaggaac 


gtgcccgatt 


gaagacagtg 


aagtttaatg 


ccaaacctgg 


agtgattgat 


1560 


tcgaaagggt 


cattcaatga 


caagcgtaaa 


aagagcttca 


tcttttcacg 


aaaattccca 


1620 


ttctacaaga 


acaaggagca 


gagtgagcag 


gaaaccagtg 


atcctgaacg 


tggacaagaa 


1680 


gacctcattc 


tttcctatga 


gcctgttaca 


aggcaggaaa 


taaactacac 


ccggccggtg 


1740 


attatcctgg 


ggcccatgaa 


ggatcggatc 


aatgacgact 


tgatatctga 


attccctgat 


1800 


aaatttggct 


cctgtgtgcc 


tcatactacg 


aggccaaagc 


gagactacga 


ggtggatggc 


1860 


d.y a.y aL LaLL 


artttntrat" 


ttccagagaa 


caaatggaga 


aagatatcca 


agagcacaag 




tttatagaag 


ccggccagta 


caatgacaat 


ttatatggaa 


ccagtgtgca 


gtctgtgaga 


1980 


tttgtagcag 


aaagaggcaa 


acactgtata 


cttgatgtat 


caggaaatgc 


tatcaagcgg 


2040 


ttacaagttg 


cccagctcta 


tcccattgcc 


atcttcataa 


aacccaggtc 


tctggaacct 


2100 
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cttatggaga tgaataagcg tctaacagag gaacaagcca agaaaaccta tgatcgagca 2160 

attaagctag aacaagaatt tggagaatat tttacagcta ttgtccaagg agatacttta 2220 

gaagatatat ataaccaatg caagcttgtt attgaagagc aatctgggcc tttcatctgg 2280 

attccctcaa aggaaaagtt ataaattagc tactgcgcct ctgacaacga cagaagagca 2340 

tttagaagaa caaaatatat ataacatact acttggaggc ttttatgttt ttgttgcatt 2400 

tatgtttttg cagtcaatgt gaattcttac gaatgtacaa cacaaactgt atgaagccat 2460 

gaaggaaaca gaggggccaa agggtg 2486 



<210> 


263 


<211> 


624 


<212> 


PRT 


<213> 


Homo 


<400> 


263 



Met val Asn Asn Tyr Ser Leu Glu Glu val Thr His Glu Glu Ala val 
15 10 15 

Ala lie Leu Lys Asn Thr Ser Glu Val Val Tyr Leu Lys Val Gly Lys 
20 25 30 

Pro Thr Thr lie Tyr Met Thr Asp Pro Tyr Gly Pro Pro Asp lie Thr 
35 40 45 

His Ser Tyr Ser Pro Pro Met Glu Asn His Leu Leu Ser Gly Asn Asn 
50 55 60 

Gly Thr Leu Glu Tyr Lys Thr Ser Leu Pro Pro lie Ser Pro Gly Arg 
65 70 75 80 

Tyr Ser Pro lie Pro Lys His Met Leu val Asp Asp Asp Tyr Thr Arg 
85 90 95 

Pro Pro Glu Pro Val Tyr Ser Thr val Asn Lys Leu Cys Asp Lys Pro 
100 105 110 

Ala Ser Pro Arg His Tyr Ser Pro val Glu Cys Asp Lys Ser Phe Leu 
115 120 125 

Leu Ser Ala Pro Tyr Ser His Tyr His Leu Gly Leu Leu Pro Asp Ser 
130 135 140 
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Glu Met Thr Ser His Ser Gin His Ser Thr Ala Thr Arg Gin Pro Ser 

145 150 155 160 

Met Thr Leu Gin Arg Ala val Ser Leu Glu Gly Glu Pro Arg Lys val 
165 170 * 175 

Val Leu His Lys Gly Ser Thr Gly Leu Gly Phe Asn lie val Gly Gly 
180 185 190 

Glu Asp Gly Glu Gly lie Phe val Ser Phe lie Leu Ala Gly Gly Pro 
195 200 205 

Ala Asp Leu Ser Gly Glu Leu Gin Arg Gly Asp Gin lie Leu Ser val 
210 215 220 

Asn Gly lie Asp Leu Arg Gly Ala Ser His Glu Gin Ala Ala Ala Ala 

225 230 235 240 

Leu Lys Gly Ala Gly Gin Thr Val Thr lie lie Ala Gin Tyr Gin Pro 
245 250 255 

Glu Asp Tyr Ala Arg Phe Glu Ala Lys lie His Asp Leu Arg Glu Gin 
260 265 270 

Met Met Asn His Ser Met Ser Ser Gly ser Gly Ser Leu Arg Thr Asn 
275 280 285 

Gin Lys Arg Ser Leu Tyr Val Arg Ala Met Phe Asp Tyr Asp Lys Ser 
290 " 295 300 

Lys Asp Ser Gly Leu Pro Ser Gin Gly Leu ser Phe Lys Tyr Gly Asp 

305 310 315 320 

lie Leu His Val He Asn Ala Ser Asp Asp Glu Trp Trp Gin Ala Arg 
325 330 335 

Arg val Met Leu Glu Gly Asp Ser Glu Glu Met Gly val lie Pro Ser 
340 345 350 

Lys Arg Arg val Glu Arg Lys Glu Arg Ala Arg Leu Lys Thr val Lys 
355 360 " 365 

Phe Asn Ala Lys Pro Gly val lie Asp Ser Lys Gly ser Phe Asn Asp 
370 375 380 

Lys Arg Lys Lys Ser Phe lie Phe Ser Arg Lys Phe Pro Phe Tyr Lys 

385 390 395 400 
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Asn Lys Glu Gin Ser Glu Gin Glu Thr Ser Asp Pro Glu Arg Gly Gin 
405 410 415 

Glu Asp Leu lie Leu Ser Tyr Glu Pro Val Thr Arg Gin Glu lie Asn 
420 425 430 

Tyr Thr Arg Pro val lie lie Leu Gly Pro Met Lys Asp Arg lie Asn 
435 440 445 

Asp Asp Leu lie Ser Glu Phe Pro Asp Lys Phe Gly Ser cys val Pro 
450 455 460 

His Thr Thr Arg Pro Lys Arg Asp Tyr Glu val Asp Gly Arg Asp Tyr 
465 470 475 480 

His Phe val lie Ser Arg Glu Gin Met Glu Lys Asp lie Gin Glu His 
485 490 495 

Lys Phe lie Glu Ala Gly Gin Tyr Asn Asp Asn Leu Tyr Gly Thr Ser 
500 505 510 

Val Gin Ser Val Arg Phe val Ala Glu Arg Gly Lys His Cys He Leu 
515 ~ 520 525 

Asp val Ser Gly Asn Ala lie Lys Arg Leu Gin Val Ala Gin Leu Tyr 
530 535 540 

Pro lie Ala lie Phe lie Lys Pro Arg Ser Leu Glu Pro Leu Met Glu 
545 550 555 560 

Met Asn Lys Arg Leu Thr Glu Glu Gin Ala Lys Lys Thr Tyr Asp Arg 
565 570 575 

Ala lie Lys Leu Glu Gin Glu Phe Gly Glu Tyr Phe Thr Ala lie val 
580 585 590 

Gin Gly Asp Thr Leu Glu Asp lie Tyr Asn Gin Cys Lys Leu Val lie 
595 600 605 

Glu Glu Gin Ser Gly Pro Phe lie Trp lie Pro Ser Lys Glu Lys Leu 
610 615 620 

<210> 264 
<211> 3071 
<212> DNA 



Page 367 



<213> Homo sapiens 



Sequence listing as filedl.txt 



<400> 264 
aaaagcaact 


gaggtcttaa 


ctttcagacg 


ctgaattctc 


atctaattga 


aattactggg 


60 


cataatgcta 


tatatagcca 


atgaagagat 


tttgagctct 


cactcagtgc 


cttcaagaca 


120 


tgtcgttttg 


tagtcagaga 


aaacagagat 


caatgcattt 


tcaaactgac 


agagggaacg 


180 


gatgctcttt 


agtagcacat 


gcccaggatc 


gtgtgtgtgg 


ggcttgcgct 


gtgctgagaa 


240 


gctgaatacc 


ggtccatatg 


ctccttattt 


actgcaatgt 


tctttgcatg 


ttactgtgca 


300 


ctccggacta 


acgtgaagaa 


gtatcgatat 


caagatgagg 


acgctccaca 


tgatcattcc 


360 


ttacctcgac 


taacccacga 


agtaagaggc 


ccagaactcg 


tgcatgtatc 


agaaaagaac 


420 


ctctctcaaa 


tagaaaatgt 


ccatggatat 


gtcctgcagt 


ctcatatttc 


tcctctgaag 


480 


gccagtcctg 


ctcctataat 


tgtcaacaca 


gatactttgg 


acacaattcc 


ttatgtcaat 


540 


gggacagaaa 


ttgaatatga 


atttgaagaa 


attacactgg 


agagggggaa 


ttctggcctg 


600 


ggattcagta 


ttgctggggg 


gacagataat 


ccccacattg 


gagatgaccc 


tggcatattt 


660 


attacgaaga 


ttataccagg 


aggtgctgca 


gcagaggatg 


gcagactcag 


ggtcaatgat 


720 


tgtatcttgc 


gggtgaatga 


ggttgatgtg 


tcagaggttt 


cccacagtaa 


agcggtggaa 


780 


gccctgaagg 


aagcagggtc 


tatcgctcgg 


ctgtatgtgc 


gtagaagacg 


acctattttg 


840 


gagaccgttg 


tggaaatcaa 


actgttcaaa 


ggccctaaag 


gtttaggctt 


cagtattgca 


900 


ggaggtgtgg 


ggaaccaaca 


cattcctgga 


gacaacagca 


tttatgtaac 


taaaattata 


960 


gatggaggag 


ctgcacaaaa 


agatggaagg 


ttgcaagtag 


gagatagact 


actaatggta 


1020 


aacaactaca 


gtttagaaga 


agtaacacac 


gaagaggcag 


tagcaatatt 


aaagaacaca 


1080 


tcagaggtag 


tttatttaaa 


agttggcaac 


cccactacca 


tttatatgac 


tgatccttat 


1140 


ggtccacctg 


atattactca 


ctcttattct 


ccaccaatgg 


aaaaccatct 


actctctggc 


1200 


aacaatggca 


ctttagaata 


taaaacctcc 


ctgccaccca 


tctctccagg 


gaggtactca 


1260 


ccaattccaa 


agcacatgct 


tgttgacgac 


gactacacca 


ggcctccgga 


acctgtttac 


1320 


agcactgtga 


acaaactatg 


tgataagcct 


gcttctccca 


ggcactattc 


ccctgttgag 


1380 


tgtgacaaaa 


gcttcctcct 


ctcagctccc 


tattcccact 


accacctagg 


cctgctacct 


1440 


gactctgaga 


tgaccagtca 


ttcccaacat 


agcaccgcaa 


ctcgtcagcc 


ttcaatgact 


1500 


ctccaacggg 


ccgtctccct 


ggaaggagag 


cctcgcaagg 


tagtcctgca 


caaaggctcc 


1560 


actggcctgg 


gcttcaacat 


tgtcggtggg 


gaagatggag 


aaggtatttt 


tgtgtccttc 


1620 


attctggctg 


gtggaccagc 


agacctaagt 


ggggagctcc 


agagaggaga 


ccagatccta 


1680 


tcggtgaatg 


gcattgacct 


ccgtggtgca 


tcccacgagc 


aggcagctgc 


tgcactaaag 


1740 
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ggggctggac agacagtgac gattatagca caatatcaac ctgaagatta cgctcgattt 1800 

gaggccaaaa tccatgacct acgagagcag atgatgaacc acagcatgag ctccgggtcc 1860 

ggatccctgc gaaccaatca gaaacgctcc ctctacgtca gagccatgtt cgactacgac 1920 

aagagcaagg acagtgggct gccaagtcaa ggacttagtt ttaaatatgg agatattctc 1980 

cacgttatca atgcctctga tgatgagtgg tggcaagcca ggagagtcat gctggaggga 2040 

gacagtgagg agatgggggt catccccagc aaaaggaggg tggaaagaaa ggaacgtgcc 2100 

cgattgaaga cagtgaagtt taatgccaaa cctggagtga ttgattcgaa agggtcattc 2160 

aatgacaagc gtaaaaagag cttcatcttt tcacgaaaat tcccattcta caagaacaag 2220 

gagcagagtg agcaggaaac cagtgatcct gaacgtggac aagaagacct cattctttcc 2280 

tatgagcctg ttacaaggca ggaaataaac tacacccggc cggtgattat cctggggccc 2340 

atgaaggatc ggatcaatga cgacttgata tctgaattcc ctgataaatt tggctcctgt 2400 

gtgcctcata ctacgaggcc aaagcgagac tacgaggtgg atggcagaga ctatcacttt 2460 

gtcatttcca gagaacaaat ggagaaagat atccaagagc acaagtttat agaagccggc 2520 

cagtacaatg acaatttata tggaaccagt gtgcagtctg tgagatttgt agcagaaaga 2580 

ggcaaacact gtatacttga tgtatcagga aatgctatca agcggttaca agttgcccag 2640 

ctctatccca ttgccatctt cataaaaccc aggtctctgg aatctcttat ggagatgaat 2700 

aagcgtctaa cagaggaaca agccaagaaa acctatgatc gagcaattaa gctagaacaa 2760 

gaatttggag aatattttac agctattgtc caaggagata ctttagaaga tatatataac 2820 

caatgcaagc ttgttattga agagcaatct gggcctttca tctggattcc ctcaaaggaa 2880 

aagttataaa ttagctactg cgcctctgac aacgacagaa gagcatttag aagaacaaaa 2940 

tatatataac atactacttg gaggctttta tgtttttgtt gcatttatgt ttttgcagtc 3000 

aatgtgaatt cttacgaatg tacaacacaa actgtatgaa gccatgaagg aaacagaggg 3060 

gccaaagggt g 3071 

<210> 265 
<211> 854 
<212> PRT 
<213> Homo sapiens 

<400> 265 

Phe Phe Ala Cys Tyr Cys Ala Leu Arg Thr Asn Val Lys Lys Tyr Arg 
1 5 10 15 
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Tyr Gin Asp Glu Asp Ala Pro His Asp His Ser Leu Pro Arg Leu Thr 
20 25 30 

His Glu val Arg Gly Pro Glu Leu val His val Glu Lys Asn Leu Ser 
35 40 45 

Gin lie Glu Asn val His Gly Tyr Val Leu Gin Ser His lie Ser Pro 
50 55 60 

Leu Lys Ala Ser Pro Ala Pro lie lie Val Asn Thr Asp Thr Leu Asp 
65 70 75 80 

Thr lie Pro Tyr Val Asn Gly Thr Glu lie Glu Tyr Glu Phe Glu Glu 
85 90 95 

lie Thr Leu Glu Gly Asn Ser Gly Leu Gly Phe Ser lie Ala Gly Gly 
100 105 110 

Thr Asp Asn Pro His lie Gly Asp Asp Pro Gly lie Phe lie Thr Lys 
115 120 125 

lie lie Pro Gly Gly Ala Ala Ala Glu Asp Gly Arg Leu Arg val Asn 
130 135 140 

Asp Cys lie Leu Arg val Asn Glu val Asp val Ser Glu ser His Ser 
145 150 155 160 

Lys Ala Val Glu Ala Leu Lys Glu Ala Gly Ser lie Ala Arg Leu Tyr 
165 170 175 

Val Arg Arg Arg Arg Pro lie Leu Glu Thr Val Val Glu lie Lys Leu 
180 185 190 

Phe Lys Gly Pro Lys Gly Leu Gly Phe Ser lie Ala Gly Gly Val Gly 
195 200 205 

Asn Gin His lie Pro Gly Asn Ser lie Tyr Val Thr Lys lie lie Asp 
210 215 220 

Gly Gly Ala Ala Gin Lys Asp Gly Arg Leu Gin val Gly Asp Arg Leu 
225 230 235 240 

Leu Met val Asn Asn Tyr Ser Leu Glu Glu Val Thr His Glu Glu Ala 
245 250 255 

Val Ala lie Leu Lys Asn Thr Ser Glu Val val Tyr Leu Lys Val Asn 
260 265 270 
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Pro Thr Thr lie Tyr Met Thr Asp Pro Tyr Gly Pro Pro Asp lie Thr 
275 280 285 

His Ser Tyr Ser Pro Pro Met Glu Asn His Leu Leu Ser Gly Asn Asn 
290 295 300 

Gly Thr Leu Glu Tyr Lys Thr Ser Leu Pro Pro lie ser Pro Gly Arg 
305 310 315 320 

Tyr Ser Pro lie Pro Lys His Met Val Asp Asp Asp Tyr Thr Arg Pro 
325 330 335 

Pro Glu Pro Val Tyr ser Thr Val Asn Lys Leu Cys Asp Lys Pro Ala 
340 345 350 

Ser Pro Arg His Tyr ser Pro Val Glu Cys Asp Lys Ser Phe Leu Leu 
355 360 365 

Ser Ala Pro Tyr Ser His Tyr His Leu Gly Leu Leu Pro Asp Ser Glu 
370 375 380 

Met Ser His Ser Gin His Ser Thr Ala Thr Arg Gin Pro Ser Met Thr 
385 390 395 400 

Leu Gin Arg Ala val Ser Leu Glu Gly Glu Pro Arg Lys val val Leu 
405 410 415 

His Lys Gly Ser Thr Gly Leu Gly Phe Asn lie Val Gly Gly Glu Asp 
420 425 430 

Gly Glu Gly lie Phe Val Ser Phe lie Leu Gly Gly Pro Ala Asp Leu 
435 440 445 

Ser Gly Glu Leu Gin Arg Gly Asp Gin lie Leu Ser val Asn Gly lie 
450 455 460 

Asp Leu Arg Gly Ala Ser His Glu Gin Ala Ala Ala Ala Leu Lys Gly 
465 470 475 480 

Ala Gly Gin Thr val Thr lie lie Ala Gin Tyr Gin Pro Glu Asp Tyr 
485 490 495 

Ala Arg Phe Ala Lys lie His Asp Leu Arg Glu Gin Met Met Asn His 
500 505 510 

Ser Met Ser Ser Gly Ser Gly Ser Leu Arg Thr Asn Gin Lys Arg Ser 
515 520 525 
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Leu Tyr val Arg Ala Met Phe Asp Tyr Asp Lys Ser Lys Asp Ser Gly 
530 ~ 535 540 

Leu Pro Ser Gin Gly Leu Ser Phe Lys Tyr Gly Asp Leu His val lie 
545 550 555 560 

Asn Ala Ser Asp Asp Glu Trp Trp Gin Ala Arg Arg val Met Leu Glu 
565 570 575 

Gly Asp Ser Glu Glu Met Gly val lie Pro Ser Lys Arg Arg val Glu 
580 585 590 

Arg Lys Glu Arg Ala Arg Leu Lys Thr val Lys Phe Asn Ala Lys Pro 
595 600 605 

Gly val lie Asp Ser Gly Ser Phe Asn Asp Lys Arg Lys Lys Ser Phe 
610 615 620 

lie Phe Ser Arg Lys Phe Pro Phe Tyr Lys Asn Lys Glu Gin Ser Glu 
625 630 635 640 

Gin Glu Thr Ser Asp Pro Glu Arg Gly Gin Glu Asp Leu lie Leu Ser 
645 650 655 

Tyr Glu Pro val Thr Arg Gin Glu lie Asn Tyr Thr Arg Pro lie lie 
660 665 670 

Leu Gly Pro Met Lys Asp Arg lie Asn Asp Asp Leu lie Ser Glu Phe 
675 680 685 

Pro Asp Lys Phe Gly Ser Cys val Pro His Thr Thr Arg Pro Lys Arg 
690 695 700 

Asp Tyr Glu val Asp Gly Arg Asp Tyr His Phe Val lie Ser Arg Glu 
705 710 715 720 

Gin Met Glu Lys Asp lie Gin His Lys Phe lie Glu Ala Gly Gin Tyr 
725 730 735 

Asn Asp Asn Leu Tyr Gly Thr Ser val Gin Ser Val Arg Phe val Ala 
740 * 745 750 

Glu Arg Gly Lys His Cys lie Leu Asp Val Ser Gly Asn Ala lie Lys 
755 760 765 

Arg Leu Gin val Ala Gin Leu Tyr Pro He Ala lie Phe lie Lys Pro 
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770 775 780 

Ser Leu Glu Ser Leu Met Glu Met Asn Lys Arg Leu Thr Glu Glu Gin 
785 790 795 800 

Ala Lys Lys Thr Tyr Asp Arg Ala lie Lys Leu Glu Gin Glu Phe Gly 
805 810 815 

Glu Tyr Phe Thr Ala lie val Gin Gly Asp Thr Leu Glu Asp lie Tyr 
820 825 830 

Asn Gin Cys Lys Leu val lie Glu Glu Ser Gly Pro Phe lie Trp lie 
835 840 845 

Pro Ser Lys Glu Lys Leu 
850 

<210> 266 

<211> 3046 

<212> DNA 

<213> Homo sapiens 



<400> 266 
gttggaaacg 


gcactgctga 


gtgaggttga 


ggggtgtctc 


ggtatgtgcg 


ccttggatct 


60 


ggtgtaggcg 


aggtcacgcc 


tctcttcaga 


cagcccgagc 


cttcccggcc 


tggcgcgttt 


120 


agttcggaac 


tgcgggacgc 


cggtgggcta 


gggcaaggtg 


tgtgccctct 


tcctgattct 


180 


ggagaaaaat 


gccggtccgg 


aagcaagata 


cccagagagc 


attgcacctt 


ttggaggaat 


240 


atcgttcaaa 


actaagccaa 


actgaagaca 


gacagctcag 


aagttccata 


gaacgggtta 


300 


ttaacatatt 


tcagagcaac 


ctctttcagg 


ctttaataga 


tattcaagaa 


ttttatgaag 


360 


tgaccttact 


ggataatcca 


aaatgtatag 


atcgttcaaa 


gccgtctgaa 


ccaattcaac 


420 


ctgtgaatac 


ttgggagatt 


tccagccttc 


caagctctac 


tgtgacttca 


gagacactgc 


480 


caagcagcct 


tagccctagt 


gtagagaaat 


acaggtatca 


ggatgaagat 


acacctcctc 


540 


aagagcatat 


ttccccacaa 


atcacaaatg 


aagtgatagg 


tccagaattg 


gttcatgtct 


600 


cagagaagaa 


cttatcagag 


attgagaatg 


tccatggatt 


tgtttctcat 


tctcatattt 


660 


caccaataaa 


gccaacagaa 


gctgttcttc 


cctctcctcc 


cactgtccct 


gtgatccctg 


720 


tcctgccagt 


ccctgctgag 


aatactgtca 


tcctacccac 


cataccacag 


gcaaatcctc 


780 


ccccagtact 


ggtcaacaca 


gatagcttgg 


aaacaccaac 


ttacgttaat 


ggcacagatg 


840 


cagattatga 


atatgaagaa 


atcacacttg 


aaaggggaaa 


ttcagggctt 


ggtttcagca 


900 
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ttgcaggagg 


tacggacaac 


ccacacattg 


gagatgactc 


aagtattttc 


attaccaaaa 


960 


ttatcacagg 


gggagcagcc 


gcccaagatg 


gaagattgcg 


ggtcaatgac 


tgtatattac 


1020 


aagtaaatga 


agtagatgtt 


cgtgatgtaa 


cacatagcaa 


agcagttgaa 


gcgttgaaag 


1080 


aagcagggtc 


tattgtacgc 


ttgtatgtaa 


aaagaaggaa 


accagtgtca 


gaaaaaataa 


1140 


tggaaataaa 


gctcattaaa 


ggtcctaaag 


gtcttgggtt 


tagcattgct 


ggaggtgttg 


1200 


gaaatcagca 


tattcctggg 


gataatagca 


tctatgtaac 


caaaataatt 


gaaggaggtg 


1260 


cagcacataa 


ggatggcaaa 

Zf ZJ ZJ Zf 


cttcagattg 


gagataaact 


tttagcagtg 


aataacgtat 


1320 


gtttagaaga 


agttactcat 


gaagaagcag 


taactgcctt 


aaagaacaca 


tctgattttg 


1380 


tttatttgaa 


agtggcaaaa 


cccacaagta 


tgtatatgaa 


tgatggctat 


gcaccacctg 


1440 


atatcaccaa 


ctcttcttct 


cagcctgttg 


ataaccatgt 


tagcccatct 


tccttcttgg 


1500 


gccagacacc 


agcatctcca 


gccagatact 


ccccagtttc 


taaagcagta 


cttggagatg 


1560 


atgaaattac 


aagggaacct 


agaaaagttg 


ttcttcatcg 


tggctcaacg 


ggccttggtt 


1620 


tcaacattgt 


aggaggagaa 


gatggagaag 


gaatatttat 


ttcctttatc 


ttagccggag 


1680 


gacctgctga 


tctaagtgga 


gagctcagaa 


aaggagatcg 


tattatatcg 


gtaaacagtg 


1740 


ttgacctcag 


agctgctagt 


catgagcagg 


cagcagctgc 


attgaaaaat 


gctggccagg 


1800 


ctgtcacaat 


tgttgcacaa 


tatcgacctg 


aagaatacag 


tcgttttgaa 


gctaaaatac 


1860 


atgatttacg 


ggagcagatq 

Zf ZJ ZJ Zf ZJ 


atgaatagta 


gtattagttc 


agggtcaggt 


tctcttcgaa 


1920 


ctagccagaa 


gcgatccctc 


tatgtcagag 


ccctttttga 


ttatgacaag 


actaaagaca 


1980 


gtgggcttcc 


cagtcaggga 


ctgaacttca 


aatttggaga 


tatcctccat 


gttattaatg 


2040 


cttctgatga 


tqaatqqtqq 

ZJ ^ZJZf ZfZJ 


caagccaggc 


aggttacacc 


agatggtgag 


agcgatgagg 


2100 


tcggagtgat 


tcccagtaaa 


cgcagagttg 


agaagaaaga 


acgagcccga 


ttaaaaacag 


2160 


tgaaattcaa 


ttctaaaacg 


agagataaag 


ggcagtcatt 


caatgacaag 


cgtaaaaaga 


2220 


acctcttttc 


ccgaaaattc 


cccttctaca 


agaacaagga 


ccagagtgag 


caggaaacaa 


2280 


gtgatgctga 


ccagcatgta 


acttctaatg 


ccagcgatag 


tgaaagtagt 


taccgtggtc 


2340 


aagaagaata 


cgtcttatct 


tatgaaccag 


tgaatcaaca 


agaagttaat 


tatactcgac 


2400 


cagtgatcat 


attgggacct 


atgaaagaca 


ggataaatga 


tgacttgatc 


tcagaatttc 


2460 


ctgacaaatt 


tggatcctgt 


gttcctcata 


caactagacc 


aaaacgagat 


tatqaqqtaq 


2520 


d. uy y ddydgd 


tldLCdLLLL 


gtgacttcaa 


gagagcagat 


ggaaaaagat 


atccaggaac 


~> k ffn 
e. joU 


ataaattcat 


tgaagctggc 


cagtataaca 


atcatctata 


tggaacaagt 


gttcagtctg 


2640 


tacgagaagt 


agcaggaaag 


ggcaaacact 


gtatccttga 


tgtgtctgga 


aatgccataa 


2700 


agagattaca 


gattgcacag 


ctttacccta 


tctccatttt 


tattaaaccc 


aaatccatgg 


2760 
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aaaatatcat ggaaatgaat aagcgtctaa cagaagaaca agccagaaaa acatttgaga 2820 

gagccatgaa actggaacag gagtttactg aacatttcac agctattgta cagggggata 2880 

cgctggaaga catttacaac caagtgaaac agatcataga agaacaatct ggttcttaca 2940 

tctgggttcc ggcaaaagaa aagctatgaa aactcatgtt tctctgtttc tcttttccac 3000 

aattccattt tctttggcat ctctttgccc tttcctctgg aaaaaa 3046 

<210> 267 

<211> 926 

<212> PRT 

<213> Homo sapiens 

<400> 267 

Met Pro Val Arg Lys Gin Asp Thr Gin Arg Ala Leu His Leu Leu Glu 
15 10 15 

Glu Tyr Arg Ser Lys Leu Ser Gin Thr Glu Asp Arg Gin Leu Arg Ser 

20 25 30 " ■ 

Ser lie Glu Arg val lie Asn lie Phe Gin Ser Asn Leu Phe Gin Ala 
35 ~ 40 45 

Leu lie Asp lie Gin Glu Phe Tyr Glu val Thr Leu Leu Asp Asn Pro 
50 55 60 

Lys Cys lie Asp Arg Ser Lys Pro Ser Glu Pro lie Gin Pro val Asn 
65 70 75 80 

Thr Trp Glu lie Ser Ser Leu Pro ser Ser Thr val Thr Ser Glu Thr 
85 90 95 

Leu Pro Ser Ser Leu Ser Pro Ser Val Glu Lys Tyr Arg Tyr Gin Asp 
100 105 110 

Glu Asp Thr Pro Pro Gin Glu His lie Ser Pro Gin lie Thr Asn Glu 
115 120 125 

Val He Gly Pro Glu Leu Val His Val Ser Glu Lys Asn Leu Ser Glu 
130 135 140 

lie Glu Asn val His Gly Phe val ser His ser His lie Ser Pro lie 
145 150 155 160 
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Lys Pro Thr Glu Ala val Leu Pro Ser Pro Pro Thr val Pro val lie 
165 170 175 

Pro Val Leu Pro Val Pro Ala Glu Asn Thr Val lie Leu Pro Thr He 
180 185 190 

Pro Gin Ala Asn Pro Pro Pro Val Leu val Asn Thr Asp Ser Leu Glu 
195 200 205 

Thr Pro Thr Tyr val Asn Gly Thr Asp Ala Asp Tyr Glu Tyr Glu Glu 
210 215 220 

lie Thr Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser lie Ala Gly 
225 230 235 240 

Gly Thr Asp Asn Pro His lie Gly Asp Asp Ser Ser lie Phe lie Thr 
245 250 255 

Lys He lie Thr Gly Gly Ala Ala Ala Gin Asp Gly Arg Leu Arg Val 
260 265 270 

Asn Asp Cys lie Leu Gin Val Asn Glu val Asp val Arg Asp val Thr 
275 280 285 

His Ser Lys Ala Val Glu Ala Leu Lys Glu Ala Gly Ser lie Val Arg 
290 295 300 

Leu Tyr Val Lys Arg Arg Lys Pro Val Ser Glu Lys lie Met Glu lie 
305 310 315 320 

Lys Leu lie Lys Gly Pro Lys Gly Leu Gly Phe Ser lie Ala Gly Gly 
325 330 335 

val Gly Asn Gin His lie Pro Gly Asp Asn ser lie Tyr Val Thr Lys 
340 345 350 

lie lie Glu Gly Gly Ala Ala His Lys Asp Gly Lys Leu Gin lie Gly 
355 360 365 

Asp Lys Leu Leu Ala val Asn Asn val Cys Leu Glu Glu val Thr His 
370 375 380 

Glu Glu Ala val Thr Ala Leu Lys Asn Thr Ser Asp Phe val Tyr Leu 
385 390 395 400 

Lys Val Ala Lys Pro Thr Ser Met Tyr Met Asn Asp Gly Tyr Ala Pro 
405 410 415 

Page 376 



Sequence listing as filedl.txt 

Pro Asp lie Thr Asn Ser Ser Ser Gin Pro val Asp Asn His val Ser 
420 425 430 

Pro Ser Ser Phe Leu Gly Gin Thr Pro Ala Ser Pro Ala Arg Tyr Ser 
435 440 445 

Pro val Ser Lys Ala Val Leu Gly Asp Asp Glu lie Thr Arg Glu Pro 
450 455 460 

Arg Lys val Val Leu His Arg Gly Ser Thr Gly Leu Gly Phe Asn lie 
465 470 475 480 

Val Gly Gly Glu Asp Gly Glu Gly lie Phe lie Ser Phe lie Leu Ala 
485 490 495 

Gly Gly Pro Ala Asp Leu Ser Gly Glu Leu Arg Lys Gly Asp Arg lie 
500 505 510 

lie Ser val Asn Ser Val Asp Leu Arg Ala Ala Ser His Glu Gin Ala 
515 520 525 

Ala Ala Ala Leu Lys Asn Ala Gly Gin Ala Val Thr lie Val Ala Gin 
530 535 540 

Tyr Arg Pro Glu Glu Tyr Ser Arg Phe Glu Ala Lys lie His Asp Leu 
545 550 ~ 555 560 

Arg Glu Gin Met Met Asn Ser Ser lie Ser Ser Gly Ser Gly Ser Leu 
565 570 575 

Arg Thr Ser Gin Lys Arg Ser Leu Tyr val Arg Ala Leu Phe Asp Tyr 
580 ~ 585 ~ 590 

Asp Lys Thr Lys Asp Ser Gly Leu Pro Ser Gin Gly Leu Asn Phe Lys 
595 600 605 

Phe Gly Asp lie Leu His val lie Asn Ala Ser Asp Asp Glu Trp Trp 
610 615 620 

Gin Ala Arg Gin Val Thr Pro Asp Gly Glu Ser Asp Glu val Gly val 
625 630 635 640 

lie Pro ser Lys Arg Arg Val Glu Lys Lys Glu Arg Ala Arg Leu Lys 
645 650 655 

Thr val Lys Phe Asn Ser Lys Thr Arg Asp Lys Gly Gin Ser Phe Asn 
660 665 670 
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Asp Lys Arg Lys Lys Asn Leu Phe Ser Arg Lys Phe Pro Phe Tyr Lys 
675 680 685 

Asn Lys Asp Gin ser Glu Gin Glu Thr Ser Asp Ala Asp Gin His val 
690 695 700 

Thr ser Asn Ala Ser Asp Ser Glu Ser ser Tyr Arg Gly Gin Glu Glu 
705 710 715 ~ 720 

Tyr val Leu Ser Tyr Glu Pro val Asn Gin Gin Glu Val Asn Tyr Thr 
725 730 735 

Arg Pro Val lie lie Leu Gly Pro Met Lys Asp Arg lie Asn Asp Asp 
740 745 750 

Leu lie Ser Glu Phe Pro Asp Lys Phe Gly Ser Cys Val Pro His Thr 
755 760 765 

Thr Arg Pro Lys Arg Asp Tyr Glu Val Asp Gly Arg Asp Tyr His Phe 
770 775 780 

Val Thr Ser Arg Glu Gin Met Glu Lys Asp lie Gin Glu His Lys Phe 
785 790 795 800 

He Glu Ala Gly Gin Tyr Asn Asn His Leu Tyr Gly Thr Ser Val Gin 
805 810 815 

Ser val Arg Glu val Ala Gly Lys Gly Lys His Cys lie Leu Asp Val 
820 825 830 

Ser Gly Asn Ala lie Lys Arg Leu Gin lie Ala Gin Leu Tyr Pro lie 
835 840 845 

Ser lie Phe lie Lys Pro Lys Ser Met Glu Asn lie Met Glu Met Asn 
850 855 860 

Lys Arg Leu Thr Glu Glu Gin Ala Arg Lys Thr Phe Glu Arg Ala Met 
865 870 875 ~ 880 

Lys Leu Glu Gin Glu Phe Thr Glu His Phe Thr Ala lie val Gin Gly 
885 890 895 

Asp Thr Leu Glu Asp lie Tyr Asn Gin val Lys Gin lie lie Glu Glu 
900 905 910 

Gin Ser Gly Ser Tyr lie Trp Val Pro Ala Lys Glu Lys Leu 
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920 ^ 925 



<210> 268 
<211> 515 
<212> DNA 

<213> Drosophila melanogaster 
<400> 268 

ggaggccttt catccggaca acaattgtcg cagtcccaat cgcagttggc caccagccag 60 

agccaaagtc aggtgcatca gcagcagcat gcgacgccga tggtcaattc gcagtcgaca 120 

ggtgcgctaa atagtatggg acagacggtt gtcgattcac catcaatacc acaagcagcc 180 

gcagcagtag cagcagcagc aaatgcatct gcatctgcat cagtcattgc aagcaacaac 240 

acaatcagca acaccacagt caccacagtc acggccacgg ccacagccag caacagtagc 300 

agcaagttgc cgccgtcgct tggcgctaac agcagcatta gcattagcaa tagcaatagc 360 

aatagcaaca gcaataatat caacaacatt aatagcatca acaacaacaa cagtagcagc 420 

agcagcacga cggcaactgt tgcagcagca acaccaacag cagcatcagc agcagcagca 480 

gcagcatcat ctccacccgc caactccttc tataa 515 

<210> 269 

<211> 48 

<212> DNA 

<213> Artificial sequence 

<220> 

<223> Primer 

<400> 269 

taatacgact cactataggg agaggaggcc tttcatccgg acaacaat 48 

<210> 270 
<211> 48 
<212> DNA 

<213> Artificial sequence 
<220> 
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<223> Primer 
<400> 270 

taatacgact cactataggg agattataga aggagttggc gggtggag 

<210> 271 

<211> 21 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> short interfering RNA 

<400> 271 

aacauugucg guggggaaga u 

<210> 272 

<211> 21 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> short interfering RNA 

<400> 272 

aaaacccagg ucucuggaac c 

<210> 273 

<211> 21 

<212> RNA 

<213> Artificial sequence 
<220> 

<223> short interfering RNA 

<400> 273 

aaaggggaaa uucagggcuu g 



<210> 274 
<211> 21 
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<212> 
<213> 



Sequence listing as filedl.txt 

RNA 

Artificial sequence 



<220> 

<223> short interfering RNA 

<400> 274 

aaguagcagg aaagggcaaa c 21 

<210> 275 

<211> 792 

<212> DNA 

<213> Drosophila melanogaster 



<400> 275 
atgtttgcca 


tatcattgca 


gctgctcagc 


tcgctggcca gcgatttgga 


cataatgcta 


60 


aacgatcttc 


gatcggcgcc 


gagtcatgct 


gcaacagcaa 


cagcaacagc 


aacaacaacg 


120 


gcaacagttg 


caactgcaac 


cgcaacaaca 


acggccaacc 


ggcagcagca 


acatcataat 


180 


caccataatc 


agcagcaaat 


gcaatcaagg 


caattgcatg 


cacatcattg 


gcagagcatt 


240 


aacaacaata 


agaataacaa 


cattagtaac 


aaaaacaaca 


acaacaacaa 


caataataac 


300 


aataacatta 


ataacaataa 


taataataat 


aatcattcgg 


cacacccacc 


ttgcctgatc 


360 


gatattaagc 


tgaagtcaag 


ccgatcggca 


gcaacaaaaa 


taacccatac 


aacaaccgcc 


420 


aatcagctgc 


agcaacaaca 


acgccgccgt 


gtggcaccca 


agccactgcc 


acgcccaccg 


480 


cgacgtaccc 


gcccaacggg 


acaaaaggag 


gtggggccgt 


ctgaagagga tggggacacg 


540 


gatgccagtg 


acctggccaa 


tatgacatca 


ccgctgagcg 


ccagtgcagc 


ggccactcga 


600 


atcaacggcc 


tctcgccgga 


agtgaagaaa gtccagcggt tgccactgtg gaatgcgcga 


660 


aacggaaacg 


gaagtaccac 


cacccactgt 


cacccaaccg gcgtctctgt gcaacgccgt 


720 


ctgcccatcc 


aaagtcatca 


gcagcgaatt 


ctaaaccaac gatttcatca 


ccagcgaatg 


780 


catcatgggt 


aa 










792 



<210> 276 

<211> 262 

<212> PRT 

<213> Drosophila melanogaster 
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<400> 276 



Met Phe Ala lie Ser Leu Gin Leu Leu Ser ser Leu Ala Ser Asp Leu 
15 10 15 

Asp lie Met Leu Asn Asp Leu Arg ser Ala Pro Ser His Ala Ala Thr 
20 25 30 

Ala Thr Ala Thr Ala Thr Thr Thr Ala Thr val Ala Thr Ala Thr Ala 
35 40 45 

Thr Thr Thr Ala Asn Arg Gin Gin Gin His His Asn His His Asn Gin 
50 55 60 

Gin Gin Met Gin Ser Arg Gin Leu His Ala His His Trp Gin ser lie 
65 70 75 80 

Asn Asn Lys Asn Asn Asn lie Ser Asn Lys Asn Asn Asn Asn Asn Asn 
85 90 95 

Asn Asn Asn Asn Asn lie Asn Asn Asn Asn Asn Asn Asn Asn His Ser 
100 105 110 

Ala His Pro Pro Cys Leu lie Asp lie Lys Leu Lys Ser Ser Arg Ser 
115 120 125 

Ala Ala Thr Lys lie Thr His Thr Thr Thr Ala Asn Gin Leu Gin Gin 
130 135 140 

Gin Gin Arg Arg Arg Val Ala Pro Lys Pro Leu Pro Arg Pro Pro Arg 
145 ~ 150 155 160 

Arg Thr Arg pro Thr Gly Gin Lys Glu val Gly Pro Ser Glu Glu Asp 
165 170 175 

Gly Asp Thr Asp Ala Ser Asp Leu Ala Asn Met Thr Ser Pro Leu ser 
180 185 190 

Ala Ser Ala Ala Ala Thr Arg lie Asn Gly Leu Ser Pro Glu val Lys 
195 200 205 

Lys val Gin Arg Leu Pro Leu Trp Asn Ala Arg Asn Gly Asn Gly Ser 
210 215 220 

Thr Thr Thr His Cys His Pro Thr Gly val Ser val Gin Arg Arg Leu 
225 230 235 240 
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Pro lie Gin Ser His Gin Gin Arg lie Leu Asn Gin Arg Phe His His 
245 250 255 

Gin Arg Met His His Gly 
260 

<210> 277 

<211> 1821 

<212> DNA 

<213> Homo sapiens 



<400> 277 

y y v.Ly y Lay v. 


oortoaaroa 

y y v. Lyayv»ya 


cataaacatt 

La Lyuy La l. u 


tctacttcct cctccaactc 


y l l. y y ay l l. l 


60 


yaLLyyayLa 


tacctctatt 

L, y ll lv. u y i_ i_ 


w y y l l qv_u Qy 


acaaacarra acanraacct 

yLyyaLaLLa aLaymyLL l. 


oaaaaactac 
yy yy v_aL 


120 


naonnnna aa 

yayyyyyaaa 


ntaacraaaa 


ngr cat oar a 

yav.\.u v. y y v. y 


ccccccatca aatrraaaaa 

v. v- l l v— v. a v_ v_a ay v»LLaaaaa 


oaaaaaaaac 

yaaaayyayL 


180 


aactccttca 


tactacccaa 

v» y l i,yv.VpV>nn 


actcatcaaa 

y v_ l l y Lv,aavj 


"tccCtHQCtoc aaaaaataaa 

v.LLLayLLyL ayaayy uyay 


caaaatattc 

\>uu y y y 


240 


aactccttca 

ay V. LCv. L. l_ v. CA 


Lyn\>v»v.\>yyn 


aaaacaaata 

yaay Lyya v. y 


atccacaaaa tcaccaaact 

y L^.Lymyya LLyLLyayL i> 


ttcccaaaac 

\m i»LLLyyyaL 


300 


aaatacacct 


aL l. i_ l y y y l. y 


cttaatacaa 

V— \- Lay Ly v.uy 


aactacataa acttcctaca 

yaLLaLy Lya yLLv.LLV.yLa 


oaaaaacaaa 

yyayaaLaay 


360 


y ay l^lv. a v. y 


tatccaacac 


caacatacta 

^y cilu Ly v. i. y 


caaaccatcc aacaattcat 

LayaLLaLLL yyLay lllol 


yaLLLayy v_l 


420 


aaoaactatt 

UUVjuQli i- a l_ V_ 


tatctcaaaa 

L. y i- l LLuy ci y 


CtCaaaGCta 
l LLyyayu i_ y 


Qticcccccca tcaaatcact 

yaLLLLLLLa LLyay LLyLL 


aatccctaaa 

y a llll Lyaa 


480 


gaccaaatag 


atgtggtgct 


ggaaaaagcc 


atgcacaagt gcatcttgaa 


gcccctcaag 


540 


gggcacgtgg 


aggccatgct 


gaaggacttt 


cacatggccg atggctcatg 


gaagcaactc 


600 


aaggagaacc 


tgcagcttgt 


gcggcagagg 


aatccgcagg agctgggggt 


cttcgccccg 


660 


acccctgatt 


ttgtggatgt 


ggagaaaatc 


aaagtcaagt tcatgaccat 


gcagaagatg 


720 


tattcgccgg 


aaaagaaggt 


catgctgctg 


ctgcgggtct gcaagctcat 


ttacacggtc 


780 


atggagaaca 


actcagggag 


gatgtatggc 


gctgatgact tcttgccagt 


cctgacctat 


840 


gtcatagccc 


agtgtgacat 


gcttgaattg 


gacactgaaa tcgagtacat 


gatggagctc 


900 


ctagacccat 


cgctgttaca 


tggagaagga 


ggctattact tgacaagcgc 


atatggagca 


960 


ctttctctga 


taaagaattt 


ccaagaagaa 


caagcagcgc gactgctcag 


ctcagaaacc 


1020 


agagacaccc 


tgaggcagtg 


gcacaaacgg 


agaaccacca accggaccat 


cccctctgtg 


1080 


gacgacttcc 


agaattacct 


ccgagttgca 


tttcaggagg tcaacagtgg 


ttgcacagga 


1140 


aagaccctcc 


ttgtgagacc 


ttacatcacc 


actgaggatg tgtgtcagat 


ctgcgctgag 


1200 


aagttcaagg 


tgggggaccc 


tgaggagtac 


agcctctttc tcttcgttga 


cgagacatgg 


1260 


cagcagctgg 


cagaggacac 


ttaccctcaa 


aaaatcaagg cggagctgca 


cagccgacca 


1320 
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cagccccaca tcttccactt tgtctacaaa cgcatcaaga acgatcctta tggcatcatt 1380 

ttccagaacg gggaagaaga cctcaccacc tcctagaaga caggcgggac ttcccagtgg 1440 

tgcatccaaa ggggagctgg aagccttgcc ttcccgcttc tacatgcttg agcttgaaaa 1500 

gcagtcacct cctcggggac ccctcagtgt agtgactaag ccatccacag gccaactcgg 1560 

ccaagggcaa ctttagccac gcaaggtagc tgaggtttgt gaaacagtag gattctcttt 1620 

tggcaatgga gaattgcatc tgatggttca agtgtcctga gattgtttgc tacctacccc 1680 

cagtcaggtt ctaggttggc ttacaggtat gtatatgtgc agaagaaaca cttaagatac 1740 

aagttctttt gaattcaaca gcagatgctt gcgatgcagt gcgtcaggtg attctcactc 1800 

ctgtggatgg cttcatccct g 1821 

<210> 278 

<211> 471 

<212> PRT 

<213> Homo sapiens 



<400> 278 

Gly Arg Gin Arg Leu Ser Asp Met Ser lie Ser Thr Ser ser Ser Asp 
15 10 15 

Ser Leu Glu Phe Asp Arg ser Met Pro Leu Phe Gly Tyr Glu Ala Asp 
20 25 30 

Thr Asn Ser Ser Leu Glu Asp Tyr Glu Gly Glu ser Asp Gin Glu Thr 
35 40 45 

Met Ala Pro Pro lie Lys Ser Lys Lys Lys Arg Ser Ser Ser Phe Val 
50 55 60 

Leu Pro Lys Leu Val Lys Ser Gin Leu Gin Lys Val Ser Gly Val Phe 
65 70 75 80 

Ser ser Phe Met Thr Pro Glu Lys Arg Met Val Arg Arg lie Ala Glu 
85 90 95 

Leu Ser Arg Asp Lys Cys Thr Tyr Phe Gly Cys Leu val Gin Asp Tyr 
100 105 110 

val Ser Phe Leu Gin Glu Asn Lys Glu Cys His Val Ser Ser Thr Asp 
115 120 125 
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Met Leu Gin Thr lie Arg Gin Phe Met Thr Gin Val Lys Asn Tyr Leu 
130 135 140 

Ser Gin Ser Ser Glu Leu Asp Pro Pro lie Glu Ser Leu lie Pro Glu 
145 150 155 160 

Asp Gin lie Asp val val Leu Glu Lys Ala Met His Lys Cys lie Leu 
165 170 175 

Lys Pro Leu Lys Gly His val Glu Ala Met Leu Lys Asp Phe His Met 
180 185 190 

Ala Asp Gly Ser Trp Lys Gin Leu Lys Glu Asn Leu Gin Leu val Arg 
195 200 205 

Gin Arg Asn Pro Gin Glu Leu Gly Val Phe Ala Pro Thr Pro Asp Phe 
210 215 220 

val Asp Val Glu Lys lie Lys Val Lys Phe Met Thr Met Gin Lys Met 
225 230 235 240 

Tyr ser pro Glu Lys Lys val Met Leu Leu Leu Arg val Cys Lys Leu 
245 250 255 

lie Tyr Thr Val Met Glu Asn Asn Ser Gly Arg Met Tyr Gly Ala Asp 
260 265 270 

Asp Phe Leu Pro Val Leu Thr Tyr val lie Ala Gin Cys Asp Met Leu 
275 280 285 

Glu Leu Asp Thr Glu lie Glu Tyr Met Met Glu Leu Leu Asp Pro Ser 
290 295 300 

Leu Leu His Gly Glu Gly Gly Tyr Tyr Leu Thr Ser Ala Tyr Gly Ala 
305 310 315 320 

Leu Ser Leu lie Lys Asn Phe Gin Glu Glu Gin Ala Ala Arg Leu Leu 
325 330 335 

Ser Ser Glu Thr Arg Asp Thr Leu Arg Gin Trp His Lys Arg Arg Thr 
340 345 350 

Thr Asn Arg Thr lie Pro Ser val Asp Asp Phe Gin Asn Tyr Leu Arg 
355 360 365 

val Ala Phe Gin Glu val Asn Ser Gly Cys Thr Gly Lys Thr Leu Leu 
370 375 380 
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val Arg Pro Tyr lie Thr Thr Glu Asp val Cys Gin lie Cys Ala Glu 
385 ~ 390 395 400 

Lys Phe Lys Val Gly Asp Pro Glu Glu Tyr Ser Leu Phe Leu Phe val 
405 410 415 

Asp Glu Thr Trp Gin Gin Leu Ala Glu Asp Thr Tyr Pro Gin Lys lie 
420 425 430 

Lys Ala Glu Leu His Ser Arg Pro Gin Pro His lie Phe His Phe val 
435 440 445 

Tyr Lys Arg lie Lys Asn Asp Pro Tyr Gly lie lie Phe Gin Asn Gly 
450 ~ 455 460 

Glu Glu Asp Leu Thr Thr Ser 
465 470 



<210> 279 

<211> 686 

<212> PRT 

<213> Drosophila melanogaster 

<400> 279 

Met Ser Ser Arg Arg Trp Phe His Pro Thr lie Ser Gly lie Glu Ala 
1 5 10 15 

Glu Lys Leu Leu Gin Glu Gin Gly Phe Asp Gly Ser Phe Leu Ala Arg 
20 25 30 

Leu Ser Ser Ser Asn Pro Gly Ala Phe Thr Leu Ser val Arg Arg Gly 
35 40 45 

Asn Glu Val Thr His lie Lys lie Gin Asn Asn Gly Asp Phe Phe Asp 
50 55 60 

Leu Tyr Gly Gly Glu Lys Phe Ala Thr Leu Pro Glu Leu Val Gin Tyr 
65 70 75 80 

Tyr Met Glu Asn Gly Glu Leu Lys Glu Lys Asn Gly Gin Ala lie Glu 
85 90 95 

Leu Lys Gin Pro Leu lie Cys Ala Glu Pro Thr Thr Glu Arg Trp Phe 
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100 105 " 110 

His Gly Asn Leu Ser Gly Lys Glu Ala Glu Lys Leu lie Leu Glu Arg 
115 120 125 

Gly Lys Asn Gly Ser Phe Leu val Arg Glu Ser Gin Ser Lys Pro Gly 
130 * 135 140 

Asp Phe val Leu Ser val Arg Thr Asp Asp Lys val Thr His val Met 

145 150 155 160 

lie Arg Trp Gin Asp Lys Lys Tyr Asp val Gly Gly Gly Glu Ser Phe 
165 170 175 

Gly Thr Leu Ser Glu Leu lie Asp His Tyr Lys Arg Asn Pro Met val 
180 185 190 

Glu Thr Cys Gly Thr val val His Leu Arg Gin Pro Phe Asn Ala Thr 
195 200 ~ 205 

Arg lie Thr Ala Ala Gly lie Asn Ala Arg val Glu Gin Leu Val Lys 
210 215 " 220 

Gly Gly Phe Trp Glu Glu Phe Glu Ser Leu Gin Gin Asp Ser Arg Asp 

225 230 235 240 

Thr Phe Ser Arg Asn Glu Gly Tyr Lys Gin Glu Asn Arg Leu Lys Asn 
245 250 255 

Arg Tyr Arg Asn lie Leu Pro Tyr Asp His Thr Arg val Lys Leu Leu 
260 265 " 270 

Asp Val Glu His Ser val Ala Gly Ala Glu Tyr lie Asn Ala Asn Tyr 
275 280 285 

lie Arg Leu Pro Thr Asp Gly Asp Leu Tyr Asn Met Ser Ser Ser Ser 
290 295 300 

Glu Ser Leu Asn ser Ser val Pro Ser Cys Pro Ala Cys Thr Ala Ala 

305 310 315 320 

Gin Thr Gin Arg Asn Cys Ser Asn Cys Gin Leu Gin Asn Lys Thr Cys 
325 330 335 

val Gin Cys Ala Val Lys Ser Ala lie Leu Pro Tyr Ser Asn Cys Ala 
340 345 350 
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Thr Cys Ser Arg Lys Ser Asp Ser Leu Ser Lys His Lys Arg Ser Glu 
355 360 365 

Ser Ser Ala Ser Ser Ser Pro Ser Ser Gly Ser Gly Ser Gly Pro Gly 
370 375 380 

Ser Ser Gly Thr Ser Gly val Ser ser val Asn Gly Pro Gly Thr Pro 
385 390 395 400 

Thr Asn Leu Thr Ser Gly Thr Ala Gly Cys Leu val Gly Leu Leu Lys 
405 410 415 

Arg His Ser Asn Asp Ser Ser Gly Ala Val Ser lie Ser Met Ala Glu 
420 425 430 

Arg Glu Arg Glu Arg Glu Arg Glu Met Phe Lys Thr Tyr lie Ala Thr 
435 ~ 440 445 

Gin Gly Cys Leu Leu Thr Gin Gin Val Asn Thr val Thr Asp Phe Trp 
450 455 460 

Asn Met val Trp Gin Glu Asn Thr Arg Val lie val Met Thr Thr Lys 
465 470 475 480 

Glu Tyr Glu Arg Gly Lys Glu Lys Cys Ala Arg Tyr Trp Pro Asp Glu 
485 490 495 

Gly Arg Ser Glu Gin Phe Gly His Ala Arg lie Gin Cys Val Ser Glu 
500 505 ' 510 

Asn Ser Thr Ser Asp Tyr Thr Leu Arg Glu Phe Leu Val Ser Trp Arg 
515 520 525 

Asp Gin Pro Ala Arg Arg lie Phe His Tyr His Phe Gin val Trp Pro 
530 535 540 

Asp His Gly Val Pro Ala Asp Pro Gly Cys Val Leu Asn Phe Leu Gin 
545 550 555 560 

Asp Val Asn Thr Arg Gin Ser His Leu Ala Gin Ala Gly Glu Lys Pro 
565 570 575 

Gly Pro lie Cys val His Cys Ser Ala Gly lie Gly Arg Thr Gly Thr 
580 585 590 

Phe lie Val lie Asp Met lie Leu Asp Gin lie val Arg Asn Gly Leu 
595 600 605 
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Asp Thr Glu lie Asp lie Gin Arg Thr lie Gin Met val Arg ser Gin 
610 615 620 

Arg Ser Gly Leu Val Gin Thr Glu Ala Gin Tyr Lys Phe val Tyr Tyr 
625 630 635 640 

Ala Val Gin His Tyr lie Gin Thr Leu lie Ala Arg Lys Arg Ala Glu 
645 650 655 

Glu Gin Ser Leu Gin Val Gly Arg Glu Tyr Thr Asn lie Lys Tyr Thr 
660 665 670 

Gly Glu lie Gly Asn Asp Ser Gin Arg ser Pro Leu Pro Pro 
675 680 685 

<210> 280 

<211> 562 

<212> PRT 

<213> Homo sapiens 



<400> 280 

Met Thr Ser Arg Arg Trp Phe His Pro Asn lie Thr Gly val Glu Ala 
1 5 10 15 

Glu Asn Leu Leu Leu Thr Arg Gly val Asp Gly Ser Phe Leu Ala Arg 
20 " 25 30 

Pro Ser Lys Ser Asn Pro Gly Asp Phe Thr Leu Ser Val Arg Arg Asn 
35 40 45 

Gly Ala val Thr His He Lys lie Gin Asn Thr Gly Asp Tyr Tyr Asp 
50 55 60 

Leu Tyr Gly Gly Glu Lys Phe Ala Thr Leu Ala Glu Leu Val Gin Tyr 
65 70 75 80 

Tyr Met Glu His His Gly Gin Leu Lys Glu Lys Asn Gly Asp val lie 
85 90 95 

Glu Leu Lys Tyr Pro Leu Asn Cys Ala Asp Pro Thr Ser Glu Arg Trp 
100 105 110 " ' 

Phe His Gly His Leu ser Gly Lys Glu Ala Glu Lys Leu Leu Thr Glu 
115 120 125 
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Lys Gly Lys His Gly Ser Phe Leu val Arg Glu Ser Gin Ser His Pro 
130 135 ~ 140 

Gly Asp Phe val Leu Ser val Arg Thr Gly Asp Asp Lys Gly Glu Ser 
145 150 155 160 

Asn Asp Gly Lys Ser Lys val Thr His Val Met lie Arg Cys Gin Glu 
165 170 175 

Leu Lys Tyr Asp val Gly Gly Gly Glu Arg Phe Asp Ser Leu Thr Asp 
180 185 190 

Leu val Glu His Tyr Lys Lys Asn Pro Met val Glu Thr Leu Gly Thr 
195 200 205 

Val Leu Gin Leu Lys Gin Pro Leu Asn Thr Thr Arg lie Asn Ala Ala 
210 215 220 

Glu lie Glu Ser Arg val Arg Glu Leu Ser Lys Leu Ala Glu Thr Thr 
225 230 235 240 

Asp Lys val Lys Gin Gly Phe Trp Glu Glu Phe Glu Thr Leu Gin Gin 
245 250 255 

Gin Glu Cys Lys Leu Leu Tyr Ser Arg Lys Glu Gly Gin Arg Gin Glu 
260 265 270 

Asn Lys Asn Lys Asn Arg Tyr Lys Asn lie Leu Pro Phe Asp His Thr 
275 280 285 

Arg val Val Leu His Asp Gly Asp Pro Asn Glu Pro val Ser Asp Tyr 
290 295 300 

lie Asn Ala Asn lie lie Met Pro Glu Phe Glu Thr Lys Cys Asn Asn 
305 310 315 320 

Ser Lys Pro Lys Lys Ser Tyr lie Ala Thr Gin Gly Cys Leu Gin Asn 
325 330 335 

Thr Val Asn Asp Phe Trp Arg Met val Phe Gin Glu Asn Ser Arg Val 
340 ^ 345 350 

lie Val Met Thr Thr Lys Glu val Glu Arg Gly Lys Ser Lys Cys val 
355 360 365 

Lys Tyr Trp Pro Asp Glu Tyr Ala Leu Lys Glu Tyr Gly Val Met Arg 
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sequence listing as filedl.txt 
370 375 380 

val Arg Asn val Lys Glu Ser Ala Ala His Asp Tyr Thr Leu Arg Glu 
385 390 395 400 

Leu Lys Leu Ser Lys val Gly Gin Gly Asn Thr Glu Arg Thr val Trp 
405 * 410 415 

Gin Tyr His Phe Arg Thr Trp Pro Asp His Gly val Pro Ser Asp Pro 
420 ~ 425 430 

Gly Gly val Leu Asp Phe Leu Glu Glu Val His His Lys Gin Glu Ser 
435 440 445 

lie Met Asp Ala Gly Pro val val val His Cys Ser Ala Gly lie Gly 
450 455 460 

Arg Thr Gly Thr Phe lie Val lie Asp lie Leu lie Asp lie lie Arg 
465 470 475 480 

Glu Lys Gly Val Asp Cys Asp lie Asp Val Pro Lys Thr lie Gin Met 
485 490 495 

val Arg Ser Gin Arg Ser Gly Met val Gin Thr Glu Ala Gin Tyr Arg 
500 505 510 

Phe lie Tyr Met Ala Val Gin His Tyr lie Glu Thr Leu Gin Arg Arg 
515 520 525 

lie Glu Glu Glu Gin Lys Ser Lys Arg Lys Gly His Glu Tyr Thr Asn 
530 535 "* 540 

lie Lys Tyr Ser Leu Ala Asp Gin Thr Ser Gly Asp Gin Ser Pro Leu 
545 550 555 560 



Pro Pro 

<210> 281 
<211> 508 
<212> PRT 

<213> Drosophila melanogaster 
<220> 
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<221> MISC_FEATURE 
<222> 132.. 146, 287.. 303 
<223> Xaa is uncertain 



Sequence listing as filedl.txt 



<400> 281 

Gin Pro Gly Ser Arg Tyr Ala Ser Thr Asn val Leu Ala Ala val Pro 
15 10 15 

Pro Gly Thr Pro Arg Ala Val Ser Thr Glu Asp lie Thr Arg Glu Pro 
20 25 30 

Arg Thr lie Thr lie Gin Lys Gly Pro Gin Gly Leu Gly Phe Asn lie 
35 40 45 

val Gly Gly Glu Asp Gly Gin Gly lie Tyr Val Ser Phe lie Leu Ala 
50 55 60 

Gly Gly Pro Ala Asp Leu Gly Ser Glu Leu Lys Arg Gly Asp Gin Leu 
65 70 75 80 

Leu Ser val Asn Asn val Asn Leu Thr His Ala Thr His Glu Glu Ala 
85 90 95 

Ala Gin Ala Leu Lys Thr Ser Gly Gly Val Val Thr Leu Leu Ala Gin 
100 105 110 

Tyr Arg Pro Glu Glu Tyr Asn Arg Phe Glu Ala Arg lie Gin Glu Leu 
115 120 125 

Lys Gin Gin xaa xaa xaa xaa xaa xaa xaa xaa xaa Xaa xaa xaa xaa 
130 135 140 

Xaa Xaa Gin Lys Arg Ser Leu Tyr Val Arg Ala Leu Phe Asp Tyr Asp 
145 150 155 160 

Pro Asn Arg Asp Asp Gly Leu Pro Ser Arg Gly Leu Pro Phe Lys His 
165 ' 170 175 

Gly Asp lie Leu His Val Thr Asn Ala Ser Asp Asp Glu Trp Trp Gin 
180 185 190 

Ala Arg Arg val Leu Gly Asp Asn Glu Asp Glu Gin lie Gly lie Val 
195 200 205 

Pro Ser Lys Arg Arg Trp Glu Arg Lys Met Arg Ala Arg Asp Arg Ser 
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210 215 220 

val Lys Phe Gin Gly His Ala Ala Ala Asn Asn Asn Leu Asp Lys Gin 
225 230 235 240 

Ser Thr Leu Asp Arg Lys Lys Lys Asn Phe Thr Phe Ser Arg Lys Phe 
245 250 255 

Pro Phe Met Lys Ser Arg Asp Glu Lys Asn Glu Asp Gly Ser Asp Gin 
260 265 270 

Glu Pro Asn Gly val val Ser Ser Thr ser Glu lie Asp lie Xaa Xaa 
275 280 285 

xaa xaa xaa xaa xaa xaa xaa xaa xaa Xaa Xaa xaa xaa xaa xaa val 
290 295 300 

Leu Ser Tyr Glu Ala val Gin Arg Leu Ser lie Asn Tyr Thr Arg Pro 
305 310 315 320 

val lie lie Leu Gly Pro Leu Lys Asp Arg lie Asn Asp Asp Leu lie 
325 330 335 

Ser Glu Tyr Pro Asp Lys Phe Gly Ser Cys val Pro His Thr Thr Arg 
340 345 350 

Pro Lys Arg Glu Tyr Glu Val Asp Gly Arg Asp Tyr His Phe val Ser 
355 360 365 

Ser Arg Glu Gin Met Glu Arg Asp lie Gin Asn His Leu Phe lie Glu 
370 375 380 

Ala Gly Gin Tyr Asn Asp Asn Leu Tyr Gly Thr Ser val Ala Ser val 
385 390 395 400 

Arg Glu val Ala Glu Lys Gly Lys His Cys lie Leu Asp Val Ser Gly 
405 410 415 

Asn Ala lie Lys Arg Leu Gin Val Ala Gin Leu Tyr Pro Val Ala Val 
420 " 425 430 

Phe lie Lys Pro Lys ser val Asp Ser Val Met Glu Met Asn Arg Arg 
435 440 445 

Met Thr Glu Glu Gin Ala Lys Lys Thr Tyr Glu Arg Ala lie Lys Met 
450 455 460 
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Glu Gin Glu Phe Gly Glu Tyr Phe Thr Gly Val val Gin Gly Asp Thr 
465 470 475 480 

lie Glu Glu lie Tyr Ser Lys val Lys Ser Met He Trp Ser Gin Ser 
485 490 495 

Gly Pro Thr lie Trp val Pro Ser Lys Glu Ser Leu 
500 505 



<210> 282 

<211> 502 

<212> PRT 

<213> Homo sapiens 

<400> 282 

Gin Pro val Asp Asn His val ser Pro Ser Ser Phe Leu Gly Gin Thr 
15 10 15 

Pro Ala Ser Pro Ala Arg Tyr Ser Pro Val Ser Lys Ala Val Leu Gly 
20 25 30 

Asp Asp Glu lie Thr Arg Glu Pro Arg Lys val val Leu His Arg Gly 
35 40 45 

t 

Ser Thr Gly Leu Gly Phe Asn lie val Gly Gly Glu Asp Gly Glu Gly 
50 55 60 

lie Phe lie Ser Phe lie Leu Ala Gly Gly Pro Ala Asp Leu Ser Gly 
65 70 75 80 

Glu Leu Arg Lys Gly Asp Arg lie lie Ser Val Asn Ser Val Asp Leu 
85 90 95 

Arg Ala Ala Ser His Glu Gin Ala Ala Ala Ala Leu Lys Asn Ala Gly 
100 105 110 

Gin Ala val Thr lie Val Ala Gin Tyr Arg Pro Glu Glu Tyr Ser Arg 
115 120 ~ 125 

Phe Glu Ala Lys lie His Asp Leu Arg Glu Gin Met Met Asn Ser Ser 
130 135 140 

lie Ser Ser Gly Ser Gly Ser Leu Arg Thr Ser Gin Lys Arg Ser Leu 
145 150 155 160 
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Tyr val Arg Ala Leu Phe Asp Tyr Asp Lys Thr Lys Asp Ser Gly Leu 

165 170 175 

Pro Ser Gin Gly Leu Asn Phe Lys Phe Gly Asp lie Leu His val lie 
180 185 190 



Asn Ala Ser Asp Asp Glu Trp Trp Gin Ala Arg Gin Val Thr Pro Asp 
195 200 205 

Gly Glu Ser Asp Glu val Gly val lie Pro Ser Lys Arg Arg val Glu 
210 215 220 

Lys Lys Glu Arg Ala Arg Leu Lys Thr val Lys Phe Asn Ser Lys Thr 
225 230 235 240 

Arg Asp Lys Gly Gin Ser Phe Asn Asp Lys Arg Lys Lys Asn Leu Phe 
245 250 255 

Ser Arg Lys Phe Pro Phe Tyr Lys Asn Lys Asp Gin Ser Glu Gin Glu 
260 265 270 

Thr Ser Asp Ala Asp Gin His val Thr Ser Asn Ala Ser Asp Ser Glu 
275 280 285 

Ser Ser Tyr Arg Gly Gin Glu Glu Tyr Val Leu Ser Tyr Glu Pro Val 
290 295 300 

Asn Gin Gin Glu Val Asn Tyr Thr Arg Pro Val lie lie Leu Gly Pro 
305 310 315 320 

Met Lys Asp Arg lie Asn Asp Asp Leu lie Ser Glu Phe Pro Asp Lys 
325 330 335 

Phe Gly Ser Cys Val Pro His Thr Thr Arg Pro Lys Arg Asp Tyr Glu 
340 345 ~ 350 

Val Asp Gly Arg Asp Tyr His Phe Val Thr Ser Arg Glu Gin Met Glu 
355 360 365 

Lys Asp lie Gin Glu His Lys Phe lie Glu Ala Gly Gin Tyr Asn Asn 
370 375 380 

His Leu Tyr Gly Thr Ser val Gin Ser val Arg Glu Val Ala Gly Lys 
385 390 395 400 

Gly Lys His Cys lie Leu Asp Val ser Gly Asn Ala lie Lys Arg Leu 
405 410 415 
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Gin lie Ala Gin Leu Tyr Pro lie Ser lie Phe lie Lys Pro Lys Ser 
420 425 430 

Met Glu Asn lie Met Glu Met Asn Lys Arg Leu Thr Glu Glu Gin Ala 
435 440 " 445 

Arg Lys Thr Phe Glu Arg Ala Met Lys Leu Glu Gin Glu Phe Thr Glu 
450 455 460 

His Phe Thr Ala lie val Gin Gly Asp Thr Leu Glu Asp lie Tyr Asn 
465 470 475 480 

Gin val Lys Gin lie lie Glu Glu Gin ser Gly Ser Tyr lie Trp Val 
485 490 495 

Pro Ala Lys Glu Lys Leu 
500 



<210> 283 

<211> 220 

<212> PRT 

<213> Drosophila melanogaster 
<220> 

<221> MISC_FEATURE 

<222> 64.. 80, 104.. 127 

<223> xaa is uncertain 

<400> 283 

Leu Phe Asn Leu Asp Ser val Asn Gly Asp Asp Ser Trp Leu Tyr Glu 
1 5 10 15 

Asp lie Gin Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser lie Ala 
20 25 30 

Gly Gly Thr Asp Asn Pro His lie Gly Thr Asp Thr Ser lie Tyr lie 
35 40 45 

Thr Lys Leu lie Ser Gly Gly Ala Ala Ala Ala Asp Gly Arg Leu xaa 
50 55 60 
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Xaa xaa Xaa xaa xaa xaa Xaa xaa Xaa Xaa xaa xaa xaa Xaa xaa xaa 

65 70 75 80 

Pro His Ala Ser Ala Val Asp Ala Leu Lys Lys Ala Gly Asn val val 
85 90 95 

Lys Leu His val Lys Arg Lys xaa xaa xaa xaa xaa xaa xaa xaa xaa 
100 105 110 



Xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa Lys 
115 120 125 

val He Glu lie Asp Leu Val Lys Gly Gly Lys Gly Leu Gly Phe Ser 
130 135 140 

lie Ala Gly Gly lie Gly Asn Gin His lie Pro Gly Asp Asn Gly lie 
145 150 155 160 

Tyr Val Thr Lys Leu Thr Asp Gly Gly Arg Ala Gin val Asp Gly Arg 
165 170 175 

Leu Ser lie Gly Asp Lys Leu lie Ala Val Arg Thr Asn Gly Ser Glu 
180 185 190 

Lys Asn Leu Glu Asn Val Thr His Glu Leu Ala Val Ala Thr Leu Lys 
195 200 205 

Ser lie Thr Asp Lys Val Thr Leu lie lie Gly Lys 
210 215 220 

<210> 284 

<211> 204 

<212> PRT 

<213> Homo sapiens 



<400> 284 

Leu val Asn Thr Asp Ser Leu Glu Thr Pro Thr Tyr Val Asn Gly Thr 
15 10 15 

Asp Ala Asp Tyr Glu Tyr Glu Glu lie Thr Leu Glu Arg Gly Asn Ser 
20 25 30 



Gly Leu Gly Phe Ser lie Ala Gly Gly Thr Asp Asn Pro His lie Gly 
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35 40 " 45 

Asp Asp Ser Ser lie Phe lie Thr Lys lie lie Thr Gly Gly Ala Ala 
50 55 ' 60 

Ala Gin Asp Gly Arg Leu Arg Val Asn Asp Cys lie Leu Gin val Asn 
65 70 75 80 

Glu val Asp val Arg Asp val Thr His Ser Lys Ala val Glu Ala Leu 
85 90 95 

Lys Glu Ala Gly Ser lie Val Arg Leu Tyr Val Lys Arg Arg Lys Pro 
100 105 110 

val Ser Glu Lys lie Met Glu lie Lys Leu lie Lys Gly Pro Lys Gly 
115 120 125 

Leu Gly Phe Ser lie Ala Gly Gly val Gly Asn Gin His lie Pro Gly 
130 135 140 

Asp Asn Ser lie Tyr Val Thr Lys lie lie Glu Gly Gly Ala Ala His 
145 150 * 155 160 

Lys Asp Gly Lys Leu Gin lie Gly Asp Lys Leu Leu Ala val Asn Asn 
165 170 175 

val Cys Leu Glu Glu val Thr His Glu Glu Ala val Thr Ala Leu Lys 
180 185 190 

Asn Thr Ser Asp Phe Val Tyr Leu Lys Val Ala Lys 
195 200 

<210> 285 

<211> 201 

<212> PRT 

<213> Drosophila melanogaster 



<220> 

<221> MISC_FEATURE 
<222> 48.-64, 88.. Ill 
<223> Xaa is uncertain 
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Sequence listing as filedl.txt 

<400> 285 

Asp lie Gin Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser lie Ala 
1 5 10 15 

Gly Gly Thr Asp Asn Pro His lie Gly Thr Asp Thr Ser lie Tyr lie 
20 25 30 

Thr Lys Leu lie Ser Gly Gly Ala Ala Ala Ala Asp Gly Arg Leu Xaa 
35 40 45 



xaa xaa xaa xaa xaa xaa xaa Xaa xaa xaa xaa xaa Xaa xaa xaa xaa 
50 55 60 

Pro His Ala Ser Ala Val Asp Ala Leu Lys Lys Ala Gly Asn Val Val 

65 70 75 80 

Lys Leu His Val Lys Arg Lys Xaa xaa Xaa Xaa Xaa Xaa Xaa xaa xaa 

85 90 95 



xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa Xaa xaa Lys 
100 105 110 

val lie Glu lie Asp Leu val Lys Gly Gly Lys Gly Leu Gly Phe Ser 
115 120 125 

lie Ala Gly Gly lie Gly Asn Gin His lie Pro Gly Asp Asn Gly lie 
130 4 135 140 

Tyr Val Thr Lys Leu Thr Asp Gly Gly Arg Ala Gin val Asp Gly Arg 
145 150 155 160 

Leu Ser He Gly Asp Lys Leu lie Ala val Arg Thr Asn Gly Ser Glu 
165 170 ~ 175 

Lys Asn Leu Glu Asn val Thr His Glu Leu Ala Val Ala Thr Leu Lys 
180 185 190 

Ser lie Thr Asp Lys Val Thr Leu lie 
195 200 



<210> 286 
<211> 224 
<212> PRT 
<213> Homo sapiens 
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<400> 286 

Glu lie Lys Leu lie Lys Gly Pro Lys Gly Leu Gly Phe Ser lie Ala 
1 5 10 15 

Gly Gly val Gly Asn Gin His lie Pro Gly Asp Asn Ser lie Tyr val 
20 25 30 

Thr Lys lie lie Glu Gly Gly Ala Ala His Lys Asp Gly Lys Leu Gin 
35 40 45 

lie Gly Asp Lys Leu Leu Ala val Asn Asn val Cys Leu Glu Glu val 
50 55 60 

Thr His Glu Glu Ala val Thr Ala Leu Lys Asn Thr ser Asp Phe val 
65 70 75 80 

Tyr Leu Lys Val Ala Lys Pro Thr Ser Met Tyr Met Asn Asp Gly Tyr 
85 90 95 

Ala Pro Pro Asp lie Thr Asn ser ser ser Gin Pro val Asp Asn His 
100 105 110 

val ser Pro Ser ser Phe Leu Gly Gin Thr Pro Ala Ser Pro Ala Arg 
115 120 125 

Tyr Ser Pro val Ser Lys Ala Val Leu Gly Asp Asp Glu lie Thr Arg 
130 135 140 

Glu Pro Arg Lys val val Leu His Arg Gly Ser Thr Gly Leu Gly Phe 
145 150 155 160 

Asn lie Val Gly Gly Glu Asp Gly Glu Gly lie Phe lie Ser Phe lie 
165 170 175 

Leu Ala Gly Gly Pro Ala Asp Leu ser Gly Glu Leu Arg Lys Gly Asp 
180 185 190 

Arg lie lie Ser val Asn Ser Val Asp Leu Arg Ala Ala Ser His Glu 
195 200 " 205 

Gin Ala Ala Ala Ala Leu Lys Asn Ala Gly Gin Ala val Thr lie val 
210 215 220 

<210> 287 
<211> 135 
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Sequence listing as filedl.txt 

<212> PRT 

<213> Drosophila melanogaster 



<400> 287 

Met Pro Ala Leu Pro Val Glu Ser Asn Gin Thr Asn Asn Arg Ser Gin 
15 10 15 

Ser Pro Gin Pro Arg Gin Pro Gly Ser Arg Tyr Ala Ser Thr Asn val 
20 25 30 

Leu Ala Ala val Pro Pro Gly Thr pro Arg Ala Val Ser Thr Glu Asp 
35 40 45 

lie Thr Arg Glu Pro Arg Thr lie Thr lie Gin Lys Gly Pro Gin Gly 
50 55 60 

Leu Gly Phe Asn He Val Gly Gly Glu Asp Gly Gin Gly lie Tyr Val 
65 70 75 80 

Ser Phe lie Leu Ala Gly Gly Pro Ala Asp Leu Gly Ser Glu Leu Lys 
85 90 95 

Arg Gly Asp Gin Leu Leu Ser Val Asn Asn Val Asn Leu Thr His Ala 
100 105 110 

Thr His Glu Glu Ala Ala Gin Ala Leu Lys Thr Ser Gly Gly val Val 
115 120 125 

Thr Leu Leu Ala Gin Tyr Arg 
130 135 

<210> 288 

<211> 135 

<212> PRT 

<213> Homo sapiens 



<400> 288 

lie Pro Val Leu Pro Val Pro Ala Glu Asn Thr Val lie Leu Pro Thr 
15 10 15 

lie Pro Gin Ala Asn Pro Pro Pro Val Leu val Asn Thr Asp Ser Leu 
20 25 30 
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Sequence 



listing 



as filedl.txt 



Glu Thr Pro Thr Tyr val Asn Gly Thr Asp Ala Asp Tyr Glu Tyr Glu 
35 40 45 



Glu lie Thr Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser He Ala 
50 55 60 



Gly Gly Thr Asp Asn Pro His He Gly Asp Asp Ser ser lie Phe lie 
65 70 75 80 



Thr Lys lie lie Thr Gly Gly Ala Ala Ala Gin Asp Gly Arg Leu Arg 
85 90 95 



val Asn Asp Cys lie Leu Gin val Asn Glu val Asp val Arg Asp val 
100 105 110 



Thr His Ser Lys Ala val Glu Ala Leu Lys Glu Ala Gly Ser He val 
115 120 125 



Arg Leu Tyr val Lys Arg Arg 



<210> 289 
<211> 75 
<212> PRT 

<213> Drosophila melanogaster 
<400> 289 

lie Thr lie Gin Lys Gly Pro Gin Gly Leu Gly Phe Asn lie val Gly 
15 10 15 

Gly Glu Asp Gly Gin Gly lie Tyr val Ser Phe lie Leu Ala Gly Gly 
20 25 30 

Pro Ala Asp Leu Gly Ser Glu Leu Lys Arg Gly Asp Gin Leu Leu Ser 
35 40 45 

val Asn Asn val Asn Leu Thr His Ala Thr His Glu Glu Ala Ala Gin 
50 55 60 

Ala Leu Lys Thr Ser Gly Gly val val Thr Leu 



130 



135 



65 



70 



75 



<210> 290 
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<211> 81 

<212> PRT 

<213> Homo sapiens 



<400> 290 

lie Lys Leu lie Lys Gly Pro Lys Gly Leu Gly Phe Ser lie Ala Gly 
15 10 15 

Gly Val Gly Asn Gin His lie Pro Gly Asp Asn ser lie Tyr Val Thr 
20 25 30 

Lys lie lie Glu Gly Gly Ala Ala His Lys Asp Gly Lys Leu Gin lie 
35 40 45 

Gly Asp Lys Leu Leu Ala Val Asn Asn Val Cys Leu Glu Glu Val Thr 
50 55 60 

His Glu Glu Ala val Thr Ala Leu Lys Asn Thr Ser Asp Phe val Tyr 
65 70 75 80 



Leu 



<210> 291 

<211> 523 

<212> PRT 

<213> Drosophila melanogaster 
<220> 

<221> MISC_FEATURE 

<222> 147.. 161, 302.. 318 

<223> Xaa is uncertain 



<400> 291 

Glu Ser Asn Gin Thr Asn Asn Arg Ser Gin ser Pro Gin Pro Arg Gin 
1 5 10 15 

Pro Gly Ser Arg Tyr Ala Ser Thr Asn Val Leu Ala Ala Val Pro Pro 
20 25 30 
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Gly Thr Pro Arg Ala val Ser Thr Glu Asp lie Thr Arg Glu Pro Arg 
35 40 45 

Thr lie Thr lie Gin Lys Gly Pro Gin Gly Leu Gly Phe Asn He Val 
50 55 60 

Gly Gly Glu Asp Gly Gin Gly lie Tyr val Ser Phe lie Leu Ala Gly 
65 70 75 80 

Gly Pro Ala Asp Leu Gly Ser Glu Leu Lys Arg Gly Asp Gin Leu Leu 
85 90 95 

Ser Val Asn Asn Val Asn Leu Thr His Ala Thr His Glu Glu Ala Ala 
100 105 110 

Gin Ala Leu Lys Thr Ser Gly Gly Val Val Thr Leu Leu Ala Gin Tyr 
115 120 125 

Arg Pro Glu Glu Tyr Asn Arg Phe Glu Ala Arg lie Gin Glu Leu Lys 
130 135 140 

Gin Gin Xaa xaa xaa Xaa xaa xaa xaa Xaa xaa Xaa Xaa Xaa xaa xaa 
145 150 155 160 

Xaa Gin Lys Arg Ser Leu Tyr val Arg Ala Leu Phe Asp Tyr Asp Pro 
165 170 175 

Asn Arg Asp Asp Gly Leu Pro Ser Arg Gly Leu Pro Phe Lys His Gly 
180 185 190 

Asp lie Leu His Val Thr Asn Ala Ser Asp Asp Glu Trp Trp Gin Ala 
195 200 205 

Arg Arg Val Leu Gly Asp Asn Glu Asp Glu Gin lie Gly lie Val Pro 
210 215 220 

Ser Lys Arg Arg Trp Glu Arg Lys Met Arg Ala Arg Asp Arg Ser val 
225 230 235 240 

Lys Phe Gin Gly His Ala Ala Ala Asn Asn Asn Leu Asp Lys Gin Ser 
245 250 255 

Thr Leu Asp Arg Lys Lys Lys Asn Phe Thr Phe Ser Arg Lys Phe Pro 
260 265 270 

Phe Met Lys Ser Arg Asp Glu Lys Asn Glu Asp Gly Ser Asp Gin Glu 
275 280 285 
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Pro Asn Gly val Val Ser Ser Thr Ser Glu lie Asp lie xaa xaa Xaa 
290 295 300 



Xaa xaa xaa Xaa xaa xaa xaa Xaa Xaa Xaa xaa Xaa Xaa xaa val Leu 
305 310 315 320 

Ser Tyr Glu Ala Val Gin Arg Leu Ser lie Asn Tyr Thr Arg Pro val 
325 " 330 335 

lie He Leu Gly Pro Leu Lys Asp Arg lie Asn Asp Asp Leu lie Ser 
340 345 350 

Glu Tyr Pro Asp Lys Phe Gly Ser Cys val Pro His Thr Thr Arg Pro 
355 360 365 

Lys Arg Glu Tyr Glu Val Asp Gly Arg Asp Tyr His Phe val Ser Ser 
370 375 ~ 380 

Arg Glu Gin Met Glu Arg Asp lie Gin Asn His Leu Phe lie Glu Ala 
385 390 395 400 

Gly Gin Tyr Asn Asp Asn Leu Tyr Gly Thr Ser Val Ala Ser Val Arg 
405 410 415 

Glu Val Ala Glu Lys Gly Lys His Cys lie Leu Asp Val Ser Gly Asn 
420 425 430 

Ala lie Lys Arg Leu Gin val Ala Gin Leu Tyr Pro Val Ala val Phe 
435 440 445 

lie Lys Pro Lys Ser Val Asp Ser Val Met Glu Met Asn Arg Arg Met 
450 455 460 

Thr Glu Glu Gin Ala Lys Lys Thr Tyr Glu Arg Ala lie Lys Met Glu 
465 470 475 480 

Gin Glu Phe Gly Glu Tyr Phe Thr Gly Val Val Gin Gly Asp Thr lie 
485 490 495 

Glu Glu lie Tyr Ser Lys Val Lys Ser Met lie Trp Ser Gin Ser Gly 
500 505 510 

Pro Thr lie Trp val Pro Ser Lys Glu Ser Leu 
515 520 

<210> 292 

Page 405 



Sequence listing as filedl.txt 

<211> 482 
<212> PRT 
<213> Homo sapiens 

<400> 292 

Asp Ser Glu Met Thr Ser His Ser Gin His Ser Thr Ala Thr Arg Gin 
15 10 15 

Pro Ser Met Thr Leu Gin Arg Ala val Ser Leu Glu Gly Glu Pro Arg 
20 25 30 

Lys val val Leu His Lys Gly ser Thr Gly Leu Gly Phe Asn lie Val 
35 40 45 

Gly Gly Glu Asp Gly Glu Gly lie Phe val Ser Phe lie Leu Ala Gly 
50 55 60 

Gly Pro Ala Asp Leu Ser Gly Glu Leu Gin Arg Gly Asp Gin lie Leu 
65 70 75 80 

Ser val Asn Gly lie Asp Leu Arg Gly Ala Ser His Glu Gin Ala Ala 
85 90 95 

Ala Ala Leu Lys Gly Ala Gly Gin Thr val Thr lie lie Ala Gin Tyr 
100 105 110 

Gin Pro Glu Asp Tyr Ala Arg Phe Glu Ala Lys lie His Asp Leu Arg 
115 120 125 

Glu Gin Met Met Asn His Ser Met Ser Ser Gly Ser Gly Ser Leu Arg 
130 135 140 

Thr Asn Gin Lys Arg Ser Leu Tyr Val Arg Ala Met Phe Asp Tyr Asp 
145 150 155 160 

Lys Ser Lys Asp Ser Gly Leu Pro Ser Gin Gly Leu Ser Phe Lys Tyr 
165 170 * 175 

Gly Asp lie Leu His Val lie Asn Ala Ser Asp Asp Glu Trp Trp Gin 
180 185 190 

Ala Arg Arg val Met Leu Glu Gly Asp Ser Glu Glu Met Gly Val lie 
195 200 205 
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Pro Ser Lys Arg Arg val Glu Arg Lys Glu Arg Ala Arg Leu Lys Thr 
210 215 ' 220 

Val Lys Phe Asn Ala Lys Pro Gly val lie Asp ser Lys Gly Ser Phe 
225 230 235 240 

Asn Asp Lys Arg Lys Lys Ser Phe lie Phe Ser Arg Lys Phe Pro Phe 
245 250 255 

Tyr Lys Asn Lys Glu Gin Ser Glu Gin Glu Thr Ser Asp Pro Glu Arg 
260 265 270 

Gly Gin Glu Asp Leu lie Leu Ser Tyr Glu Pro Val Thr Arg Gin Glu 
275 280 285 

lie Asn Tyr Thr Arg Pro val lie lie Leu Gly Pro Met Lys Asp Arg 
290 295 300 

lie Asn Asp Asp Leu lie Ser Glu Phe Pro Asp Lys Phe Gly Ser Cys 
305 310 315 320 

val Pro His Thr Thr Arg Pro Lys Arg Asp Tyr Glu Val Asp Gly Arg 
325 330 335 

Asp Tyr His Phe Val lie Ser Arg Glu Gin Met Glu Lys Asp lie Gin 
340 345 350 

Glu His Lys Phe lie Glu Ala Gly Gin Tyr Asn Asp Asn Leu Tyr Gly 
355 360 365 

Thr Ser val Gin ser val Arg Phe val Ala Glu Arg Gly Lys His Cys 
370 375 380 

lie Leu Asp Val Ser Gly Asn Ala lie Lys Arg Leu Gin val Ala Gin 
385 390 395 400 

Leu Tyr Pro lie Ala lie Phe lie Lys Pro Arg ser Leu Glu Ser Leu 
405 410 415 

Met Glu Met Asn Lys Arg Leu Thr Glu Glu Gin Ala Lys Lys Thr Tyr 
420 425 430 

Asp Arg Ala lie Lys Leu Glu Gin Glu Phe Gly Glu Tyr Phe Thr Ala 
435 * 440 445 

lie val Gin Gly Asp Thr Leu Glu Asp lie Tyr Asn Gin Cys Lys Leu 
450 455 460 
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val lie Glu Glu Gin ser Gly Pro Phe lie Trp lie Pro Ser Lys Glu 
465 470 475 480 



Lys Leu 

<210> 293 

<211> 220 

<212> PRT 

<213> Drosophila melanogaster 
<220> 

<221> MISC_FEATURE 

<222> 65.. 81, 105.. 128 

<223> xaa is uncertain 

<400> 293 

Ser Leu Phe Asn Leu Asp Ser Val Asn Gly Asp Asp Ser Trp Leu Tyr 
15 10 15 

Glu Asp lie Gin Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser lie 
20 25 30 

Ala Gly Gly Thr Asp Asn Pro His lie Gly Thr Asp Thr Ser lie Tyr 
35 40 45 

lie Thr Lys Leu lie Ser Gly Gly Ala Ala Ala Ala Asp Gly Arg Leu 
50 55 60 



xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa xaa 
65 70 75 80 

xaa Pro His Ala Ser Ala val Asp Ala Leu Lys Lys Ala Gly Asn val 
85 90 95 

val Lys Leu His val Lys Arg Lys xaa xaa xaa Xaa xaa xaa Xaa xaa 
100 105 110 



xaa Xaa xaa xaa xaa xaa xaa Xaa Xaa xaa xaa Xaa xaa xaa xaa xaa 
115 120 125 
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Lys val lie Glu lie Asp Leu val Lys Gly Gly Lys Gly Leu Gly Phe 

130 135 * 140 

Ser lie Ala Gly Gly lie Gly Asn Gin His lie Pro Gly Asp Asn Gly 

145 150 155 160 

lie Tyr val Thr Lys Leu Thr Asp Gly Gly Arg Ala Gin val Asp Gly 

165 170 175 

Arg Leu Ser lie Gly Asp Lys Leu lie Ala val Arg Thr Asn Gly Ser 

180 185 190 

Glu Lys Asn Leu Glu Asn val Thr His Glu Leu Ala val Ala Thr Leu 

195 200 205 

Lys Ser lie Thr Asp Lys Val Thr Leu lie He Gly 

210 215 220 



<210> 294 

<211> 198 

<212> PRT 

<213> Homo sapiens 

<400> 294 

Thr Leu Asp Thr lie Pro Tyr Val Asn Gly Thr Glu lie Glu Tyr Glu 
15 10 15 

Phe Glu Glu lie Thr Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser 
20 25 30 

He Ala Gly Gly Thr Asp Asn Pro His lie Gly Asp Asp Pro Gly lie 
35 40 45 

Phe lie Thr Lys lie lie Pro Gly Gly Ala Ala Ala Glu Asp Gly Arg 
50 55 60 

Leu Arg val Asn Asp Cys lie Leu Arg val Asn Glu val Asp val Ser 
65 70 " 75 80 

Glu val ser His Ser Lys Ala val Glu Ala Leu Lys Glu Ala Gly Ser 
85 90 95 

lie Ala Arg Leu Tyr val Arg Arg Arg Arg Pro lie Leu Glu Thr Val 
100 105 110 
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val Glu lie Lys Leu Phe Lys Gly Pro Lys Gly Leu Gly Phe Ser He 
115 120 125 

Ala Gly Gly val Gly Asn Gin His lie Pro Gly Asp Asn Ser lie Tyr 
130 135 140 

val Thr Lys lie lie Asp Gly Gly Ala Ala Gin Lys Asp Gly Arg Leu 
145 150 155 160 

Gin val Gly Asp Arg Leu Leu Met Val Asn Asn Tyr Ser Leu Glu Glu 
165 170 175 

Val Thr His Glu Glu Ala val Ala lie Leu Lys Asn Thr ser Glu Val 
180 185 190 

val Tyr Leu Lys val Gly 
195 

<210> 295 

<211> 119 

<212> PRT 

<213> Drosophila melanogaster 



<400> 295 

Ser Pro Gin Pro Arg Gin Pro Gly Ser Arg Tyr Ala ser Thr Asn val 
1 5 10 15 

Leu Ala Ala val Pro Pro Gly Thr Pro Arg Ala Val Ser Thr Glu Asp 
20 25 30 

lie Thr Arg Glu Pro Arg Thr lie Thr lie Gin Lys Gly Pro Gin Gly 
35 40 45 

Leu Gly Phe Asn lie val Gly Gly Glu Asp Gly Gin Gly lie Tyr Val 
50 55 60 

Ser Phe He Leu Ala Gly Gly Pro Ala Asp Leu Gly Ser Glu Leu Lys 
65 70 75 80 

Arg Gly Asp Gin Leu Leu Ser val Asn Asn Val Asn Leu Thr His Ala 
85 90 95 

Thr His Glu Glu Ala Ala Gin Ala Leu Lys Thr Ser Gly Gly val val 
100 105 110 
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Thr Leu Leu Ala Gin Tyr Arg 
115 



<210> 296 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 296 

Ser Pro Leu Lys Ala Ser Pro Ala Pro lie lie val Asn Thr Asp Thr 
15 10 15 

Leu Asp Thr lie Pro Tyr Val Asn Gly Thr Glu lie Glu Tyr Glu Phe 
20 25 30 

Glu Glu lie Thr Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser lie 
35 40 45 

Ala Gly Gly Thr Asp Asn Pro His lie Gly Asp Asp Pro Gly lie Phe 
50 55 60 

lie Thr Lys lie lie Pro Gly Gly Ala Ala Ala Glu Asp Gly Arg Leu 
65 70 75 80 

Arg Val Asn Asp Cys lie Leu Arg Val Asn Glu Val Asp Val Ser Glu 
85 90 95 

val Ser His Ser Lys Ala Val Glu Ala Leu Lys Glu Ala Gly Ser lie 
100 105 110 

Ala Arg Leu Tyr val Arg Arg Arg 
115 ' 120 

<210> 297 

<211> 75 

<212> PRT 

<213> Drosophila melanogaster 



<400> 297 

lie Thr lie Gin Lys Gly Pro Gin Gly Leu Gly Phe Asn lie Val Gly 
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10 ' 15 



Gly Glu Asp Gly Gin Gly lie Tyr val Ser Phe lie Leu Ala Gly Gly 
20 25 30 

Pro Ala Asp Leu Gly Ser Glu Leu Lys Arg Gly Asp Gin Leu Leu Ser 
35 40 " 45 

val Asn Asn Val Asn Leu Thr His Ala Thr His Glu Glu Ala Ala Gin 
50 55 60 

Ala Leu Lys Thr Ser Gly Gly val val Thr Leu 
65 70 75 

<210> 298 

<211> 81 

<212> PRT 

<213> Homo sapiens 



<400> 298 

lie Lys Leu Phe Lys Gly Pro Lys Gly Leu Gly Phe Ser lie Ala Gly 
1 5 10 15 

Gly val Gly Asn Gin His lie Pro Gly Asp Asn ser lie Tyr Val Thr 
20 25 30 

Lys lie lie Asp Gly Gly Ala Ala Gin Lys Asp Gly Arg Leu Gin val 
35 40 45 

Gly Asp Arg Leu Leu Met Val Asn Asn Tyr Ser Leu Glu Glu val Thr 
50 55 60 

His Glu Glu Ala val Ala lie Leu Lys Asn Thr ser Glu Val Val Tyr 
65 70 75 80 



Leu 



<210> 299 
<211> 87 
<212> PRT 

<213> Drosophila melanogaster 
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<400> 299 



Glu lie Asp Leu val Lys Gly Gly Lys Gly Leu Gly Phe Ser lie Ala 
1 5 10 15 

Gly Gly lie Gly Asn Gin His lie Pro Gly Asp Asn Gly lie Tyr val 
20 25 30 

Thr Lys Leu Thr Asp Gly Gly Arg Ala Gin val Asp Gly Arg Leu Ser 
35 40 45 

lie Gly Asp Lys Leu lie Ala val Arg Thr Asn Gly Ser Glu Lys Asn 
50 55 ~ 60 

Leu Glu Asn val Thr His Glu Leu Ala val Ala Thr Leu Lys Ser lie 
65 70 75 ' 80 

Thr Asp Lys val Thr Leu lie 
85 



<210> 300 

<211> 77 

<212> PRT 

<213> Homo sapiens 

<400> 300 

Lys Val val Leu His Lys Gly Ser Thr Gly Leu Gly Phe Asn lie val 
1 5 10 15 

Gly Gly Glu Asp Gly Glu Gly lie Phe val Ser Phe lie Leu Ala Gly 
20 25 30 

Gly Pro Ala Asp Leu Ser Gly Glu Leu Gin Arg Gly Asp Gin lie Leu 
35 40 45 

Ser val Asn Gly lie Asp Leu Arg Gly Ala Ser His Glu Gin Ala Ala 
50 55 60 

Ala Ala Leu Lys Gly Ala Gly Gin Thr val Thr lie lie 
65 70 75 

<210> 301 
<211> 81 
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<212> PRT 

<213> Drosophila melanogaster 
<220> 

<221> MISC_FEATURE 

<222> 47.. 63 

<223> Xaa is uncertain 



<400> 301 

lie Gin Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser lie Ala Gly 
1 5 10 15 

Gly Thr Asp Asn Pro His lie Gly Thr Asp Thr ser He Tyr lie Thr 
20 25 30 

Lys Leu He Ser Gly Gly Ala Ala Ala Ala Asp Gly Arg Leu xaa xaa 
35 40 45 



xaa xaa xaa xaa xaa xaa Xaa Xaa xaa xaa xaa xaa xaa xaa xaa Pro 
50 55 60 

His Ala Ser Ala val Asp Ala Leu Lys Lys Ala Gly Asn val val Lys 
65 70 75 80 



Leu 

<210> 302 

<211> 75 

<212> PRT 

<213> Homo sapiens 

<400> 302 

Val Val Leu His Lys Gly Ser Thr Gly Leu Gly Phe Asn lie val Gly 
1 5 10 15 

Gly Glu Asp Gly Glu Gly lie Phe val ser Phe lie Leu Ala Gly Gly 
20 25 30 

Pro Ala Asp Leu ser Gly Glu Leu Gin Arg Gly Asp Gin lie Leu Ser 
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35 40 45 

val Asn Gly lie Asp Leu Arg Gly Ala ser His Glu Gin Ala Ala Ala 
50 55 60 

Ala Leu Lys Gly Ala Gly Gin Thr val Thr lie 
65 70 75 

<210> 303 

<211> 870 

<212> PRT 

<213> Homo sapiens 



<400> 303 

Met Phe Phe Ala Cys Tyr cys Ala Leu Arg Thr Asn val Lys Lys Tyr 
1 5 10 15 

Arg Tyr Gin Asp Glu Asp Ala Pro His Asp His ser Leu Pro Arg Leu 
20 25 30 

Thr His Glu val Arg Gly Pro Glu Leu val His val Ser Glu Lys Asn 
35 40 45 

Leu ser Gin lie Glu Asn val His Gly Tyr val Leu Gin ser His lie 
50 55 60 

Ser Pro Leu Lys Ala ser Pro Ala Pro lie lie val Asn Thr Asp Thr 
65 70 75 80 

Leu Asp Thr lie Pro Tyr Val Asn Gly Thr Glu lie Glu Tyr Glu Phe 
85 90 95 

Glu Glu lie Thr Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser lie 
100 ~ 105 110 

Ala Gly Gly Thr Asp Asn Pro His lie Gly Asp Asp Pro Gly He Phe 
115 120 125 

lie Thr Lys He lie Pro Gly Gly Ala Ala Ala Glu Asp Gly Arg Leu 
130 135 140 

Arg Val Asn Asp Cys lie Leu Arg val Asn Glu val Asp val ser Glu 
145 150 155 160 

Page 415 



Sequence listing as filedl.txt 
val ser His Ser Lys Ala val Glu Ala Leu Lys Glu Ala Gly Ser lie 
165 170 175 

Ala Arg Leu Tyr val Arg Arg Arg Arg Pro lie Leu Glu Thr val val 
180 ~ 185 190 

Glu lie Lys Leu Phe Lys Gly Pro Lys Gly Leu Gly Phe Ser lie Ala 
195 200 205 

Gly Gly val Gly Asn Gin His lie Pro Gly Asp Asn Ser lie Tyr val 
210 215 220 

Thr Lys lie lie Asp Gly Gly Ala Ala Gin Lys Asp Gly Arg Leu Gin 
225 230 235 240 

Val Gly Asp Arg Leu Leu Met val Asn Asn Tyr Ser Leu Glu Glu val 
245 250 255 

Thr His Glu Glu Ala val Ala lie Leu Lys Asn Thr Ser Glu val val 
260 265 270 

Tyr Leu Lys Val Gly Asn Pro Thr Thr lie Tyr Met Thr Asp Pro Tyr 
275 280 285 

Gly Pro Pro Asp lie Thr His Ser Tyr ser Pro Pro Met Glu Asn His 
290 295 300 

Leu Leu Ser Gly Asn Asn Gly Thr Leu Glu Tyr Lys Thr Ser Leu Pro 
305 310 315 320 

Pro lie Ser Pro Gly Arg Tyr Ser Pro lie Pro Lys His Met Leu val 
325 ~ 330 335 

Asp Asp Asp Tyr Thr Arg Pro Pro Glu Pro Val Tyr Ser Thr Val Asn 
340 345 350 

Lys Leu Cys Asp Lys Pro Ala Ser Pro Arg His Tyr Ser Pro Val Glu 
355 360 365 

Cys Asp Lys Ser Phe Leu Leu Ser Ala Pro Tyr Ser His Tyr His Leu 
370 375 380 

Gly Leu Leu Pro Asp Ser Glu Met Thr ser His ser Gin His Ser Thr 
385 390 395 400 

Ala Thr Arg Gin Pro Ser Met Thr Leu Gin Arg Ala Val Ser Leu Glu 
405 410 ~ 415 
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Gly Glu Pro Arg Lys val val Leu His Lys Gly Ser Thr Gly Leu Gly 
420 425 430 

Phe Asn lie Val Gly Gly Glu Asp Gly Glu Gly lie Phe Val Ser Phe 
435 440 445 

lie Leu Ala Gly Gly Pro Ala Asp Leu Ser Gly Glu Leu Gin Arg Gly 
450 455 460 

Asp Gin lie Leu Ser val Asn Gly lie Asp Leu Arg Gly Ala Ser His 
465 470 475 480 

Glu Gin Ala Ala Ala Ala Leu Lys Gly Ala Gly Gin Thr val Thr lie 
485 490 495 

lie Ala Gin Tyr Gin Pro Glu Asp Tyr Ala Arg Phe Glu Ala Lys lie 
500 505 ~ 510 

His Asp Leu Arg Glu Gin Met Met Asn His Ser Met Ser Ser Gly Ser 
515 520 525 

Gly Ser Leu Arg Thr Asn Gin Lys Arg Ser Leu Tyr val Arg Ala Met 
530 535 " 540 

Phe Asp Tyr Asp Lys Ser Lys Asp Ser Gly Leu Pro Ser Gin Gly Leu 
545 550 555 560 

Ser Phe Lys Tyr Gly Asp lie Leu His val lie Asn Ala ser Asp Asp 
565 570 575 

Glu Trp Trp Gin Ala Arg Arg Val Met Leu Glu Gly Asp Ser Glu Glu 
580 ~ 585 590 

Met Gly val lie Pro Ser Lys Arg Arg val Glu Arg Lys Glu Arg Ala 
595 600 ~ 605 

Arg Leu Lys Thr val Lys Phe Asn Ala Lys Pro Gly val He Asp Ser 
610 615 * 620 

Lys Gly Ser Phe Asn Asp Lys Arg Lys Lys Ser Phe lie Phe ser Arg 
625 630 635 640 

Lys Phe Pro Phe Tyr Lys Asn Lys Glu Gin Ser Glu Gin Glu Thr Ser 
645 650 655 

Asp Pro Glu Arg Gly Gin Glu Asp Leu He Leu Ser Tyr Glu Pro Val 
660 665 670 
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Thr Arg Gin Glu lie Asn Tyr Thr Arg Pro val lie lie Leu Gly Pro 
675 680 " 685 

Met Lys Asp Arg lie Asn Asp Asp Leu lie Ser Glu Phe Pro Asp Lys 
690 " 695 700 

Phe Gly Ser Cys val Pro His Thr Thr Arg Pro Lys Arg Asp Tyr Glu 
705 710 715 720 

val Asp Gly Arg Asp Tyr His Phe Val lie Ser Arg Glu Gin Met Glu 
725 730 735 

Lys Asp lie Gin Glu His Lys Phe lie Glu Ala Gly Gin Tyr Asn Asp 
740 745 750 

Asn Leu Tyr Gly Thr Ser Val Gin Ser Val Arg Phe Val Ala Glu Arg 
755 760 765 

Gly Lys His Cys lie Leu Asp Val Ser Gly Asn Ala lie Lys Arg Leu 
770 775 * 780 

Gin val Ala Gin Leu Tyr Pro lie Ala lie Phe lie Lys Pro Arg Ser 
785 790 795 800 

Leu Glu Ser Leu Met Glu Met Asn Lys Arg Leu Thr Glu Glu Gin Ala 
805 810 815 

Lys Lys Thr Tyr Asp Arg Ala lie Lys Leu Glu Gin Glu Phe Gly Glu 
820 825 830 

Tyr Phe Thr Ala lie Val Gin Gly Asp Thr Leu Glu Asp lie Tyr Asn 
835 840 845 

Gin Cys Lys Leu Val lie Glu Glu Gin ser Gly Pro Phe lie Trp lie 
850 855 860 

Pro Ser Lys Glu Lys Leu 
865 870 

<210> 304 

<211> 767 

<212> PRT 

<213> Homo sapiens 
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Sequence 



1 i sti ng 



as filedl.txt 



<400> 304 

Met Ser Gin Arg Pro Arg Ala Pro Arg ser Ala Leu Trp Leu Leu Ala 
1 5 10 15 



Pro Pro Leu Leu Arg Trp Ala Pro Pro Leu Leu Thr val Leu His Ser 
20 " 25 30 



Asp Leu Phe Gin Ala Leu Leu Asp lie Leu Asp Tyr Tyr Glu Ala Ser 
35 40 45 



Leu Ser Glu Ser Gin Lys Tyr Arg Tyr Gin Asp Glu Asp Thr Pro Pro 



Leu Glu His ser Pro Ala His Leu Pro Asn Gin Ala Asn Ser Pro Pro 
65 70 75 80 



Val lie val Asn Thr Asp Thr Leu Glu Ala Pro Gly Tyr Glu Leu Gin 
85 90 95 



Val Asn Gly Thr Glu Gly Glu Met Glu Tyr Glu Glu lie Thr Leu Glu 
100 105 110 



Arg Gly Asn ser Gly Leu Gly Phe Ser lie Ala Gly Gly Thr Asp Asn 
115 120 125 



Pro His lie Gly Asp Asp Pro Ser lie Phe He Thr Lys lie lie Pro 
130 135 140 



Gly Gly Ala Ala Ala Gin Asp Gly Arg Leu Arg Val Asn Asp Ser lie 
145 150 155 160 



Leu Phe val Asn Glu val Asp val Arg Glu val Thr His ser Ala Ala 
165 170 175 



val Glu Ala Leu Lys Glu Ala Gly ser lie val Arg Leu Tyr val Met 
180 185 190 



Arg Arg Lys Pro Pro Ala Glu Lys val Met Glu lie Lys Leu lie Lys 
195 200 205 



Gly Pro Lys Gly Leu Gly Phe Ser lie Ala Gly Gly val Gly Asn Gin 
210 215 220 



His lie Pro Gly Asp Asn ser lie Tyr val Thr Lys lie lie Glu Gly 



50 



55 



60 



225 



230 



235 



240 
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Gly Ala Ala His Lys Asp Gly Arg Leu Gin lie Gly Asp Lys lie Leu 
245 250 255 



Ala val Asn Ser val Gly Leu Glu Asp val Met His Glu Asp Ala val 
260 265 270 

Ala Ala Leu Lys Asn Thr Tyr Asp val val Tyr Leu Lys Val Ala Lys 
275 280 285 

Pro Ser Asn Ala Tyr Leu Ser Asp Ser Tyr Ala Pro Pro Asp lie Thr 
290 295 ' 300 

Thr ser Tyr Ser Gin His Leu Asp Asn Glu lie Ser His Ser Ser Tyr 
305 310 315 320 

Leu Gly Thr Asp Tyr Pro Thr Ala Met Thr Pro Thr Ser Pro Arg Arg 
325 330 335 

Tyr Ser Pro Val Ala Lys Asp Leu Leu Gly Glu Glu Asp lie Pro Arg 
340 345 350 

Glu Pro Arg Arg lie Val lie His Arg Gly Ser Thr Gly Leu Gly Phe 
355 360 ~ 365 

Asn lie val Gly Gly Glu Asp Gly Glu Gly lie Phe lie Ser Phe lie 
370 375 380 

Leu Ala Gly Gly Pro Ala Asp Leu Ser Gly Glu Leu Arg Lys Gly Asp 
385 390 395 400 

Gin lie Leu Ser Val Asn Gly Val Asp Leu Arg Asn Ala Ser His Glu 
405 410 415 

Gin Ala Ala lie Ala Leu Lys Asn Ala Gly Gin Thr Val Thr lie lie 
420 425 430 

Ala Gin Tyr Lys Pro Glu Glu Tyr Ser Arg Phe Glu Ala Lys lie His 
435 440 445 

Asp Leu Arg Glu Gin Leu Met Asn Ser Ser Leu Gly Ser Gly Thr Ala 
450 455 460 

Ser Leu Arg Ser Asn Pro Lys Arg Gly Phe Tyr lie Arg Ala Leu Phe 
465 470 ^ 475 480 

Asp Tyr Asp Lys Thr Lys Asp Cys Gly Phe Leu Ser Gin Ala Leu Ser 
485 490 495 
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Phe Arg Phe Gly Asp val Leu His val lie Asp Ala Ser Asp Glu Glu 
500 505 510 

Trp Trp Gin Ala Arg Arg val His Ser Asp Ser Glu Thr Asp Asp lie 
515 520 525 

Gly Phe lie Pro Ser Lys Arg Arg Val Glu Arg Arg Glu Trp Ser Arg 
530 535 540 

Leu Lys Ala Lys Asp Trp Gly Ser ser Ser Gly Ser Gin Gly Arg Glu 
545 550 555 560 

Asp Ser val Leu Ser Tyr Glu Thr Val Thr Gin Met Glu Val His Tyr 
565 570 575 

Ala Arg Pro lie lie lie Leu Gly Pro Thr Lys Asp Arg Ala Asn Asp 
580 585 590 

Asp Leu Leu Ser Glu Phe Pro Asp Lys Phe Gly Ser Cys Val Pro His 
595 600 605 

Thr Thr Arg Pro Lys Arg Glu Tyr Glu lie Asp Gly Arg Asp Tyr His 
610 y 615 620 

Phe Val Ser Ser Arg Glu Lys Met Glu Lys Asp lie Gin Ala His Lys 
625 630 635 640 

Phe lie Glu Ala Gly Gin Tyr Asn Ser His Leu Tyr Gly Thr ser Val 
645 650 655 

Gin Ser val Arg Glu val Ala Glu Gin Gly Lys His Cys lie Leu Asp 
660 665 670 

Val Ser Ala Asn Ala Val Arg Arg Leu Gin Ala Ala His Leu His Pro 
675 680 685 

lie Ala He Phe lie Arg Pro Arg Ser Leu Glu Asn val Leu Glu lie 
690 695 700 

Asn Lys Arg lie Thr Glu Glu Gin Ala Arg Lys Ala Phe Asp Arg Ala 
705 " 710 715 720 

Thr Lys Leu Glu Gin Glu Phe Thr Glu Cys Phe Ser Ala lie Val Glu 
725 730 735 

Gly Asp Ser Phe Glu Glu lie Tyr His Lys Val Lys Arg Val lie Glu 
740 745 750 
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Asp Leu Ser Gly Pro Tyr lie Trp val Pro Ala Arg Glu Arg Leu 
755 760 765 



<210> 305 

<211> 817 

<212> PRT 

<213> Homo sapiens 

<400> 305 

Met His Lys His Gin His Cys Cys Lys Cys Pro Glu Cys Tyr Glu val 
1 5 10 15 

Thr Arg Leu Ala Ala Leu Arg Arg Leu Glu Pro Pro Gly Tyr Gly Asp 
20 25 30 

Trp Gin val Pro Asp Pro Tyr Gly Pro Gly Gly Gly Asn Gly Ala Ser 
35 40 45 

Ala Gly Tyr Gly Gly Tyr Ser Ser Gin Thr Leu Pro Ser Gin Ala Gly 
50 55 60 

Ala Thr Pro Thr Pro Arg Thr Lys Ala Lys Leu lie Pro Thr Gly Arg 
65 70 75 80 

Asp Val Gly Pro Val Pro Leu Lys Pro Val Pro Gly Lys Ser Thr Pro 
85 90 95 

Lys Leu Asn Gly Ser Gly Pro Ser Trp Trp Pro Glu Cys Thr Cys Thr 
100 105 110 

Asn Arg Asp Trp Tyr Glu Gin Val Asn Gly Ser Asp Gly Met Phe Lys 
115 120 125 

Tyr Glu Glu lie val Leu Glu Arg Gly Asn Ser Gly Leu Gly Phe Ser 
130 135 140 

lie Ala Gly Gly lie Asp Asn Pro His val Pro Asp Asp Pro Gly lie 
145 150 155 160 

Phe lie Thr Lys lie lie Pro Gly Gly Ala Ala Ala Met Asp Gly Arg 
165 170 175 

Leu Gly val Asn Asp Cys Val Leu Arg val Asn Glu Val Glu val Ser 
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180 185 190 

Glu val Val His Ser Arg Ala val Glu Ala Leu Lys Glu Ala Gly Pro 
195 200 205 

val val Arg Leu val val Arg Arg Arg Gin Pro Pro Pro Glu Thr lie 
210 " 215 " 220 

Met Glu val Asn Leu Leu Lys Gly Pro Lys Gly Leu Gly Phe Ser lie 
225 230 235 240 

Ala Gly Gly lie Gly Asn Gin His lie Pro Gly Asp Asn Ser lie Tyr 
245 250 255 

lie Thr Lys lie lie Glu Gly Gly Ala Ala Gin Lys Asp Gly Arg Leu 
260 265 270 

Gin lie Gly Asp Arg Leu Leu Ala Val Asn Asn Thr Asn Leu Gin Asp 
275 ~ 280 285 

val Arg His Glu Glu Ala val Ala Ser Leu Lys Asn Thr Ser Asp Met 
290 295 300 

Val Tyr Leu Lys Val Ala Lys Pro Gly Ser Leu His Leu Asn Asp Met 
305 310 315 320 

Tyr Ala Pro Pro Asp Tyr Ala Ser Thr Phe Thr Ala Leu Ala Asp Asn 
325 330 335 

His lie Ser His Asn Ser Ser Leu Gly Tyr Leu Gly Ala val Glu Ser 
340 345 350 

Lys Val Ser Tyr Pro Ala Pro Pro Gin Val Pro Pro Thr Arg Tyr Ser 
355 360 365 

Pro lie Pro Arg His Met Leu Ala Glu Glu Asp Phe Thr Arg Glu Pro 
370 375 380 

Arg Lys lie lie Leu His Lys Gly Ser Thr Gly Leu Gly Phe Asn lie 
385 390 395 400 

Val Gly Gly Glu Asp Gly Glu Gly lie Phe val Ser Phe lie Leu Ala 
405 410 415 

Gly Gly Pro Ala Asp Leu Ser Gly Glu Leu Arg Arg Gly Asp Arg lie 
420 425 ^ 430 
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Leu ser Val Asn Gly val Asn Leu Arg Asn Ala Thr His Glu Gin Ala 
435 440 445 

Ala Ala Ala Leu Lys Arg Ala Gly Gin Ser val Thr He val Ala Gin 
450 455 460 

Tyr Arg Pro Glu Glu Tyr Ser Arg Phe Glu Ser Lys lie His Asp Leu 
465 ~ 470 475 480 

Arg Glu Gin Met Met Asn Ser Ser Met Ser Ser Gly Ser Gly Ser Leu 
485 490 495 

Arg Thr Ser Glu Lys Arg Ser Leu Tyr val Arg Ala Leu Phe Asp Tyr 
500 505 510 

Asp Arg Thr Arg Asp Ser Cys Leu Pro Ser Gin Gly Leu Ser Phe Ser 
515 520 525 

Tyr Gly Asp lie Leu His val lie Asn Ala Ser Asp Asp Glu Trp Trp 
530 535 540 

Gin Ala Arg Leu val Thr Pro His Gly Glu Ser Glu Gin lie Gly Val 
545 " 550 555 560 

lie Pro Ser Lys Lys Arg Val Glu Lys Lys Glu Arg Ala Arg Leu Lys 
565 570 575 

Thr Val Lys Phe His Ala Arg Thr Gly Met lie Glu Ser Asn Arg Asp 
580 585 590 

Phe Pro Gly Leu Ser Asp Asp Tyr Tyr Gly Ala Lys Asn Leu Lys Gly 
595 600 605 

Gin Glu Asp Ala lie Leu Ser Tyr Glu Pro Val Thr Arg Gin Glu lie 
610 615 620 

His Tyr Ala Arg pro val lie lie Leu Gly Pro Met Lys Asp Arg val 
625 630 635 640 

Asn Asp Asp Leu lie Ser Glu Phe Pro His Lys Phe Gly Ser Cys val 
645 650 655 

Pro His Thr Thr Arg Pro Arg Arg Asp Asn Glu Val Asp Gly Gin Asp 
660 " " 665 670 

Tyr His Phe val Val Ser Arg Glu Gin Met Glu Lys Asp lie Gin Asp 
675 680 685 
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Asn Lys Phe lie Glu Ala Gly Gin Phe Asn Asp Asn Leu Tyr Gly Thr 
690 695 700 

Ser lie Gin Ser val Arg Ala val Ala Glu Arg Gly Lys His Cys lie 
705 710 715 720 

Leu Asp val Ser Gly Asn Ala lie Lys Arg Leu Gin Gin Ala Gin Leu 
725 730 735 

Tyr Pro lie Ala lie Phe lie Lys Pro Lys Ser lie Glu Ala Leu Met 
740 745 750 

Glu Met Asn Arg Arg Gin Thr Tyr Glu Gin Ala Asn Lys lie Tyr Asp 
755 760 765 

Lys Ala Met Lys Leu Glu Gin Glu Phe Gly Glu Tyr Phe Thr Ala lie 
770 775 780 

Val Gin Gly Asp Ser Leu Glu Glu lie Tyr Asn Lys lie Lys Gin lie 
785 790 795 800 

lie Glu Asp Gin Ser Gly His Tyr lie Trp val Pro Ser Pro Glu Lys 
805 810 815 



Leu 

<210> 306 

<211> 674 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (562).. (562) 

<223> Xaa is uncertain 

<400> 306 

Met Arg Ala Thr His Gly Ser Asn Ser Leu Pro Ser Ser Ala Arg Leu 
15 10 15 
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Gly Ser Ser Ser Asn Leu Gin Phe Lys Ala Glu Arg lie Lys lie Pro 
20 25 30 

Ser Thr Pro Arg Tyr Pro Arg Ser val val Gly Ser Glu Arg Gly Ser 
35 40 45 

val Ser His Ser Glu Cys Ser Thr Pro Pro Gin Ser Pro Leu Asn lie 
50 55 60 

Asp Thr Leu Ser Ser Cys Ser Gin Ser Gin Thr Ser Ala Ser Thr Leu 
65 70 75 80 

Pro Arg lie Ala val Asn Pro Ala Ser Leu Gly Glu Arg Arg Lys Asp 
85 90 ~ 95 

Arg Pro Tyr val Glu Glu Pro Arg His val Lys val Gin Lys Gly Ser 
100 105 110 

Glu Pro Leu Gly lie Ser lie val Ser Gly Glu Lys Gly Gly lie Tyr 
115 120 125 

Val Ser Lys val Thr val Gly Ser lie Ala His Gin Ala Gly Leu Glu 
130 135 140 

Tyr Gly Asp Gin Leu Leu Glu Phe Asn Gly He Asn Leu Arg Ser Ala 
145 150 155 160 

Thr Glu Gin Gin Ala Arg Leu lie He Gly Gin Gin Cys Asp Thr lie 
165 ~ 170 175 

Thr lie Leu Ala Gin Tyr Asn Pro His Val His Gin Leu Ser Ser His 
180 185 190 

Ser Arg Ser Ser Ser His Leu Asp Pro Ala Gly Thr His Ser Thr Leu 
195 200 205 

Gin Gly Ser Gly Thr Thr Thr Pro Glu His Pro Ser val lie Asp Pro 
210 215 220 

Leu Met Glu Gin Asp Glu Gly Pro Ser Thr Pro Pro Ala Lys Gin Ser 
225 230 235 240 

Ser Ser Arg lie Ala Gly Asp Ala Asn Lys Lys Thr Leu Glu Pro Arg 
245 250 255 

val val Phe lie Lys Lys Ser Gin Leu Glu Leu Gly val His Leu Cys 
260 265 270 
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Gly Gly Asn Leu His Gly val Phe Val Ala Glu val Glu Asp Asp Ser 
275 280 285 

Pro Ala Lys Gly Pro Asp Gly Leu val Pro Gly Asp Leu He Leu Glu 
290 295 300 

Tyr Gly Ser Leu Asp val Arg Asn Lys Thr Val Glu Glu Val Tyr val 
305 310 315 320 

Glu Met Leu Lys Pro Arg Asp Gly val Arg Leu Lys val Gin Tyr Arg 
325 330 335 

Pro Glu Glu Phe Thr Lys Ala Lys Gly Leu Pro Gly Asp Ser Phe Tyr 
340 345 350 

lie Arg Ala Leu Tyr Asp Arg Leu Ala Asp Val Glu Gin Glu Leu Ser 
355 360 365 

Phe Lys Lys Asp Asp lie Leu Tyr Val Asp Asp Thr Leu Pro Gin Gly 
370 375 380 

Thr Phe Gly Ser Trp Met Ala Trp Gin Leu Asp Glu Asn Ala Gin Lys 
385 390 395 400 

lie Gin Arg Gly Gin lie Pro Ser Lys Tyr Val Met Asp Gin Glu Phe 
405 410 415 

Ser Arg Arg Leu Ser Met Ser Glu val Lys Asp Asp Asn Ser Ala Thr 
420 425 430 

Lys Thr Leu Ser Ala Ala Ala Arg Arg Ser Phe Phe Arg Arg Lys His 
435 440 ~ 445 

Lys His Lys Arg Ser Gly Ser Lys Asp Gly Lys Asp Leu Leu Ala Leu 
450 455 460 

Asp Ala Phe Ser Ser Asp Ser lie Pro Leu Phe Glu Asp Ser val Ser 
465 470 475 480 

Leu Ala Tyr Gin Arg val Gin Lys val Asp Cys Thr Ala Leu Arg Pro 
485 490 495 

Val Leu lie Leu Gly Pro Leu Leu Asp val val Lys Glu Met Leu val 
500 505 510 

Asn Glu Ala Pro Gly Lys Phe Cys Arg Cys Pro Leu Glu val Met Lys 
515 520 525 
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Ala Ser Gin Gin Ala lie Glu Arg Gly val Lys Asp Cys Leu Phe val 
530 535 ~ 540 

Asp Tyr Lys Arg Arg Ser Gly His Phe Asp val Thr Thr Val Ala Ser 
545 550 555 560 

lie xaa Glu lie Thr Glu Lys Asn Arg His Cys Leu Leu Asp lie Ala 
565 570 575 

Pro His Ala lie Glu Arg Leu His His Met His lie Tyr Pro lie val 
580 585 590 

lie Phe lie His Tyr Lys Ser Ala Lys His lie Lys Glu Gin Arg Asp 
595 600 605 

Pro lie Tyr Leu Arg Asp Lys val Thr Gin Arg His Ser Lys Glu Gin 
610 615 620 

Phe Glu Ala Ala Gin Lys Leu Glu Gin Glu Tyr Ser Arg Tyr Phe Thr 
625 630 635 640 

Gly val lie Gin Gly Gly Ala Leu Ser Ser lie Cys Thr Gin lie Leu 
645 650 655 

Ala Met val Asn Gin Glu Gin Asn Lys val Leu Trp lie Pro Ala Cys 
660 665 670 



Pro Leu 
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